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C.Ele cggaggat|ctgatgtgagta...616...-—--tctgtaatcatctgataaacTGTTTGAATATCATTGTGTTTTTTTTa----aattttgacaagacaacat...169...cgcttctt-tttc|tacaggtg
C.Bri cggaggat|ctgatgtgagta...605...-—-——- acgtaatcatctgataaacaGTTTGAATATCATTGTGTTTG----aaatcaattttcacaaaaaa----...205...-gcttcttttctc|tacagatg
C.Bre  cggaggat|ctgatgtgagta...650...----tctgtaatcatctgataaacGGTTTGAATATCATTGTG--—-—--—---- tttgaatttttacaaaacaa---...195...-gcttcttctttc|tacaggta
C.Rem cggaggaalatgatgtgagta...530...cacatctgtaataatcggatAAACGgTTTGAATATCATTGTGTTG---—— a----aattttcattgcacatcca...161...-tcttattttttc|tacagatg
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id=44705 gene=D1054.9 name=D1054.9 segment=chrV_10787939.10788813_-1 type=IN

C.Ele cggaggat|ctgatgtgagta...688...-acaattctttaaactacaaghAAAGtaAAAACACAATGATATTCAAACA---———-———-—- cttactatttccctgtgett....95...cgcttctt-tttc|tacaggtg
C.Bri| cggaggat|ctgatgtgagta...695...caagaaatagaata-gagaaa———--- CAGACACAATGATATTCGAAC------——--——- ctatccctttccttcttect...115. .. —gcttcttttctc|tacagatg
C.Bre cggaggat|ctgatgtgagta...735...-actattttggaaaaatcgtt-————---—- CACAATGATATTCAAAC---Ttacaaaaatcaatc———-----—-- cttcct...110...-gcttcttctttc|tacaggta
C.Rem cggaggaa|atgatgtgagta...595...-aagaaagaaagcaccacaga——————- CAACACAATGATATTCAAACGTTT------- ctttatatattttctgcttc——....97...-tcttattttttc|tacagatg
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id=44705 gene=D1054.9 name=D1054.9 segment=chrV_10787939_.10788813_-1 type=IN VIEW

Figure 1: CS=3.84
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C.Ele ttaagcag|gtatgttttttt...1186...aacagacagtc——---- acttttaca-—---------- ACTTTTtGCTCAGAAATGT----tctgctgattcacttttaca...3720...cattttttacag|tagaagtt

C.Bri| ttaaacag|gttagtttttgg....907...ttcaaattttctaaaaaact-——--—--- GTTTtTTAGAaTTTTtcCCTT----- TttTTTGcctttttttccaactttata...3990...ctgttttttcag|tagaaagt

C.Jap ttaaaaag|gtgtgtttcttt...1012...--cgaaatttc----agaccgttctcTCAATTTTGCtgATTTtTTCCTT-——-- TTT----cgcatattttttccttttge...3887...tcgcattttcag|tagagtge

C.Rem ttaaacag|gtatgtttcgtt...3402...--————- tttccacgtggetttcgagt——-TTTT----- caTCTCaATT---—-—- TTT-aaagaaaagttttgaattct---...1506...tttctttttcag|tagaaagt
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1d=924 gene=W02B9.1 name=hmr-1 segment=chrIl_11094518_11112635_-1 type=IN

C.Ele gagatttg|gtaagaaaaaac....223...acatttcttcgaaaatcaatGTATTTTTGAGCcAAAAGT gatttggcagtaaaaattgt-—-———- ...2354.. .atttatgttcag|aatgacaa
C.Bri| gagacttg|gtttgtcttttt....179...-tgtagtttgtagtttggat-——c———---- CAAAAAAGGGAAACaTTTGAcAAATttcgagccaaaaacgatcga———---- ...2399...cattgttttcag|aatgacaa
C.Jap gagacgtg|gtgagtgaaaag...1902...----cacttttggaatagatgagc-——-—----—-- AAAAAGGGAAAA---TGCAAAATTGA---atgtgaacgatggaacggaa....203...tctttgttacag|laatgacaa
C.Rem gagatttg|gtaaggaaaagg....282...-——————--—- agtatagggggaaatcccga-—AAAAATgGAGAA---—-——- AAA---tgagctg-aaatgagtgattt---...1335...catttctttcag|aatgacaa

* ®ok oKk *k kK Kk ok kokok | kokokokokokokok
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1d=936 gene=W02B9.1 name=hmr-1 segment=chrI_11084059.11086718_-1 type=IN VIEW

Figure 2: CS=5.52
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caaaaattgtgcatattaatcaacacttggttgaggctgtGCAAaCATTGTAGTTTGTAGTCTCCC——————————-

gtgagttttttttttgaaaaattttgaaaaaa:

gttag-—--tttt
gtaag----tt
*k ok *k

C.Ele gcagagta
C.Bri  tcagagca
C.Bre acagagca
C.Rem gcagagta
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gttagttttcat..
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gtgagttttttt..
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1id=894 gene=W02B9.1 name=hmr-1 segment=chrIl_11123071.11127798_-1 type=IN
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.1197..
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.atcgggttggttgaggctca———---- GGGACTACAAACTACAGTGTTGT--ttttttttcaaaattcccta--..
.ttttgtctcaccatgttgcaAATTTTTCAGACTACAAACTACAAA---ctacgcatacctgtatctgt———--- ‘e
.---gaattcaatgagcttcaagt--CTTGGACTATAAACTACAAAatTCTAA--gcacctaaaaatcctaaaac. .
.—ttgga--ggaagaggcttacat----—-- GACTACAAACTACACTTTTcgggaaatttttcagtacac————-- Ce

* * skokokokok koK ok ok sk ok k ok *

1id=894 gene=W02B9.1 name=hmr-1 segment=chrI_11123071.11127798_-1 type=IN VIEW

Figure 3: CS=5.6

cgtcaa--tcacgttagggcca...4179..
TTTGTAGTTTtTAGTTTcaGAAAAATTggaaaaacctcga-aaaa————-- ttc--...4908..
B TTGGGTTTGTAGTTTGTAGTCTAAG-—--—-------
:1aaaataa AAAAGTGTAGTTTGTAGTT------————————-

cctctacaaaaaactaggaa--...4914..
tcctcga-ataaagttttgte—-...4701..
* kK *

.2385...aatatttttcag|cccgcacc
.1666. . .gtaattcttcag|gtcgcacc
.3701...ataattttccag|gccgcacc
.592. . .aactattttcag|gccgcacc
* ok okkok| kakokkokk

.aatatttttcag|cccgecacc
.gtaattcttcag|gtcgcacc
.ataattttccag|gccgecacc
.aactattttcag|gccgcecacc
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C.Ele
C.Bre
C.Jap
C.Rem

tgtcggac
tgttggac
tgtcggac
tgtcggac
Hokk okokok

agctggaataga...356..
agcttgaataga...307..
aactcgaatagt...390..
agcttgaataga...313..

k kok skokokokokk

.agcgagaaaaaagaag-gaaa--AACCATTTGGAGTGatagaagtgtgtacgegeag. . .329. .
.aaagatgagcgagaaa-aaaa--AACCATTTGGAGTGatagaagtgtgaacgcgeag. . .329. .
.-gtgagaaaatagaatgaaaa--AACCATTTGGAGTGataggagtgtgcacgcgeag. . .325. .

.—aaaatgggcgagaaattaaaGTAACCATTTGGAGTGatagaagtgtgaacgcgcag...329..
Hokokk

skokok  skokokokokokokokokokokskokskkokkk  kokokokokk  kokkokkokkk

.ggttgcaattgc
.ggttgcagttge
.ggttgcagttge
.ggttgcagttge

skokokokokokk  kokkk

id=295159 gene=ZK54.1 name=7ZK54.1 segment=chrX_17460089_17460851_-1 type=E3

C.Ele tgtcggac
C.Bre  tgttggac
C.Jap  tgtcggac
C.Rem tgtcggac

kokok  kkokok

agctggaataga. .
agcttgaataga. .
aactcgaatagt. .
agcttgaataga. .

k kok skokokokokk

.707..
.658..
.737..
.666. .

.ttctagaataacgttgacgcCACTcCCAAAgTGGTTgcaattge|ttgtggge

.gtctagaatattgttgacgcCACTcCCAAAgTGGTTgcagttge|ttgtggge
.ttctagagtatcgttgacgcCACTcCCAAAgTGGTTgcagttge|ttgtggge
.ttcttgaataacgttgacgcCACTcCCAAAgTGGTTGCagttge|ttgtgggg

kokk kk kk

id=295159 gene=ZK54.1 name=ZK54.1 segment=chrX_17460089_.17460851 -1 type=E3 VIEW

Figure 4: CS=24
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ttgtgggce
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ttgtgggce
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C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

aaagcagg|/tttgtgatccct. ..
aaagcagg|tttgtgatcccc....
aaagcagg|tttgtgatccct....
gaggcagg|tttgtgatcccc..
aaagcagg|tttgtgatccct. ..

* skskokokok | ok ko ok kok ok ok ok

aaagcagg|tttgtgatccct..
aaagcagg|tttgtgatcccc..
aaagcagg|tttgtgatccct...
gaggcagg|tttgtgatcccc..
aaagcagg|tttgtgatccct..
* kskokokok | ok kokokkokokokok ok

.2545. .
.2922..
.599..
.4851..
.1185..

...-—-agagagttacgggaaatagg
..———--cagattgtgcttctccagtgTTTCGcGTCTTCTTCTTCTTCTTT
*

..ttctcgtctttgecgtegte——————-————————- TTCTTTCTTTTT cTTTCG ttttcctcaaaaaagaaacc..
..——-aaacatttggcaccctctgt-CTTCccTCTTTTTcCTTCTaCTTCTaTTTCaTCTTC gggtatcccagattctatat. .
it ttgttactcaacaaggaaaa GAGTAAAAtAGAAGAGtGAAA-——————- aggtgtgtgtacgggeggtag. .

TCTTC

id=291175 gene=F10G8.7 name=ercc-1 segment=chrI_10030230.10041899_1 type=IN

.———-ttatcggttttcacctgact TGA--AGAAGAAGAtgAGGAA----—- cttatatgagttgagaaaat—-...
. agccagtggccggactagaa GAAGAaGAAGCAGAAGaAGAAGAAGAAGAaGAAGtagcacatgccatacacaca-. ..
o= atcctctttcacttttttge—————--- TTTCTTCTTCTtTTTTttGCTC aaaaaagaaaccatttttga--...

.gttctcataatttttca----ataCCTCCTTCTTCTTCTTCTTCTTCtTTTCG
Lo aaaagacgacggaaaaagat

id=291175 gene=F10G8.7 name=ercc-1 segment=chrI_10030230.10041899_1 type=IN VIEW

Figure 5: CS=3

CGAAAGAAGAAGAAGAGGAGGAGGAGGAGGaaaagtgtatgaaagaataa. .
tcccecctttcgaaaaaaaag. .

aaaacctcttactctctttt. .
GAAGAAAaa--AGAAGAAGAAGaAGGACcCGAAA-aggaggcgtttaatggtccg. ..
*

.3396. .
.4384. .
.4776. .
.4809. .
.3837..

..tcttgttgcagalagaagatg
. .gaactttgcagg|aggagatg
..acttgttgcagg|agaagatg
..attgcaggcagg|ggaaggeg
..tgttgcagcagg|aggagaag

.tcttgttgcagalagaagatg
.gaactttgcagg|aggagatg
.acttgttgcagg|agaagatg
.attgcaggcagg|ggaaggeg

.tgttgcagcagg|aggagaag
Hokokok
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5030513-5042199&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7711408-7723685&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15860677-15871157&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:33809997-33826461&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37094199-37105837&Track=refGene
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C.Ele| aaatgtac|gtcttctcTTTTtcGGTTC|TTCTTGce
C.Bri  acatgtac|gtcttctcTTTTtcGGTTC|TTCTtccc
C.Bre  ccatgtac|gtcttctcTTTTtcGGTTC|TTCTcctt
C.Rem| taatgtac|gtcttctcTTTTtcGGTTC|TTCTttcc
sokokskokok | skokskokskok ok ok ok skoksk sk ok sk sk ook | ok sk ok

1d=322910 gene=C23G10.2 name=C23G10.2 segment=chrIII_6208139_6208157_1 type=IN

C.Ele aatct--tat|ttctaaaga aaa ctgactaatacaactgttCAGGAGA|ACCAAAGt
C.Bri  cttca--aat|ttcccgaaa------- aaattgatattctttctagaatttttcaatttct-AGGAGA|ACCAAAGt
C.Bre -ttcaataat|ttcacaata aa ccgagttt-——--———----- AGGAGA |ACCAAAGt
C.Rem -tttt--ggt|tccttaaaatgtggagaaattatgaaacctaaatgagtaa-ccaattc---AGGAGA|ACCAAAGt

* [k ok ok % *k *k K sHokokokokok | skokskokok sk okok

1d=322913 gene=C23G10.2 name=C23G10.2 segment=chrIII_6208324_6208360_1 type=AN VIEW

Figure 6: CS=3.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7575515-7575550&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:2133129-2133164&Track=refGene
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:134836205-134836240&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7575312-7575365&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:2132938-2133003&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:139262978-139263020&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:134835976-134836044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6208139-6208361

ccggtgag|tcttctattcaa——-

ccggtgag|-—--tctattcaattc...

ccggtgag|-—-—-tctattcaattc

ccggtgag|-—--tctattcaattt

ok ko kK ok ok *okok KKk okok ok
ccggtgag|tcttctattcaa-——-..
ccggtgag|——-—-tctattcaattc..
ccggtgag|———-tctattcaattc..
ccggtgag|---tctattcaattt..
*okok kKoK ok ok Fok kKKK ok kK

...1078..
.890..
...1031..
....820..

* X% x k% ok * * o okkokkk ok ok

id=323070 gene=F15B9.7 name=fmi-1 segment=chrV_13020624_13022672_1 type=IN

.1726. .
.1645..
.1619..
.1164..

.———ttgccttctcacacccaataATGAGATGa-——--- GTCGTgtcgtttcttcgaatcgtaa—-
.———tcgccttctcacacccaataATGAGATGa-——--- GTCGTgtc-ttccttcgaatcgtaaa-. ..
.—-—-tcgccttctcacacccaataATGAGATGa——---- GTCGTgtcgtttcttcgaatcgtaa—-. ..

.caggcgaattattagagtcc——--GAAAaTGGAtGTTTGccGTCGtgtcccgtcaggaagaaggg
*

* k% x ok X % * kkk * kkk * ok kX *

.ttgaatgcta--cctcatccaa--ATGACCATCtgTCATcaga---cgacggcttcacagag. .
.tataacacta--tcgcatccga--ATGACCATCtgTCATcaga---cgacggcttcacccat..
.tttaatacat--tttagtccaa--ATGACCATCtgTCATcaga---cgacggcttcaccgca. ..
.ctccgaattacttcgcttttTGGTaTAAATtTCCATTTCtttatttcaccggectcccece——-..

..892..
.1020..
.846. .
.1465. .

....245..,
.266. .
.259..
...1119..

1d=323070 gene=F15B9.7 name=fmi-1 segment=chrV_13020624_13022672_1 type=IN VIEW

Figure 7: CS=3.84

.ctttcagattgg|caccactg
.ctttcagattgg|tactactg
.ctttcagattgg|aactactg
.cttccagattgg|taccactg

ok ckokokskokkokk|  kk skokkk

.ctttcagattgg|caccactg
.ctttcagattgg|tactactg
.ctttcagattgg|aactactg
.cttccagattgg|taccactg
Hokok orokokokokokok | ok dokokok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7896887-7898952&Track=refGene
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C.Ele ccggtgag
C.Bri, ccggtgag
C.Bre  ccggtgag
C.Rem ccggtgag

ok ok ok ok k k k

taggtacg|taattcagctaattgac--————-------—----::::: : TAAATGGGatTGAGagTGAAAAgGGAGagaaggaacactcgtaaaat-————--—----—-- ...528..

taggtacg|taattccactaattgactaaaggaaagcacag: ::cctagtaagactataccgtgcaagaacctgagcaacgacaAGCAATTTGCGTGT cactt-cagacttctcccggt----...156..

taggtacg|taatttggctaattgactgactcgatagagaa:::::: GAGCAATTTGCGTGT cactt-caacct----ccggtgctt...150..

taggtacg|taattcggctaattgactaagactgactg-——-:::::: AGCAATTTGCGTGT cactt-caacct----ccggtgctc...146..
koK ok ok ok ok ok * Kkk ok kK kkkk k%

ok ok ok ok kok ok ok |k ok kok k

tcttctattcaattcat-tcttacaccca-—-::::::
--—tctattcaattcctcttttacacccattt:
—--—tctattcaattcctcttttacacccatt-
-——tctattcaatttcactcct-———-——--- : ::tgccatattttgacgtctcgatttccatatac

skokokokok ok ok kok ok K * % EE I T

* x % * *

id=323070 gene=F15B9.7 name=fmi-1 segment=chrV_13020624_13022672_1 type=IN

id=323092 gene=F15B9.7 name=fmi-1 segment=chrV_13027614_13028217_1 type=IN VIEW

Figure 8: CS=3.84

TTCCaTTTTCATTCATTCATTTA-cactctgecgtatcttgtaac—-..
raccagtccagagaaggctgacactcaaaaaaagagaagtgGCACGCAACATTGTT-ccagccgagagagtgtctaa—-. .
ractcgectttttg--gtataaatttccatt-——-—-------- GCACGCAACATTGTTCcagg--ggaaaagtgtctgaat. ..
GCACGCAACATTGTT-ccagtcgtgtggatgaaagg—. .

.1966. .
.1086. .
.910..
.1269..

.ctttcagattgg|caccactg
.ctttcagattgg|tactactg
.ctttcagattgg|aactactg
.cttccagattgg|taccactg
ok kokokokokok ok ok

.attgcaggtcgt
.ttttcaggtcgt
.ttttcaggtcgt
.tttataggtcgc

kk  kokokk

cactgtga
cactgtga
cactgtga
cactgcga

kk o ckokokckokk [kokkokk ko


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7896887-7898952&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7394248-7396253&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125990332-125992304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:8205853-8208237&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7891342-7891962&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7388655-7389827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125985246-125985983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:8200667-8201303&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13020624-13028218

EMM toe-2
\/

C.Ele attaaatG|GCAaCGAAAAGAGAGAaAGTATagta--attcacaaattaatat...59...-attttttagcaa|tta--aacat-

C.Bri gtaacatg|gaaaCGGAaAGAGAGAaAGTATagtaacactctaaaatcact--...62...ctgttcatagcat|tgatcaa———-
C.Bre| ataaaatG|GCAGCGAAGAGagAGAAaGTATagta--atttgatggtgtcggg...43...----tcaaaacat|ccacgaaccta
C.Rem gtaaagtG|GCAGCGGAaAGAGAGAaAGTATagta--atatgaaaattaattg...62...taagtcagtcaaalctagtat-——-

* ok ckok| ko ok okk ko kokokokokokokokokokokokokokokkk ok * * * * %k

id=140730 gene=C56E6.3 name=toe-2 segment=chrII_6517668_6517780_-1 type=IN

C.Ele attaaatg|gcaacgaaaagagagaaagtatagtaattcac-aaattaa-tattgttttg-—--ttcggaATGCTTCTCTCTgTTTTGcaTGCCtttttttcctgtttgaaattgt-attttttag-caa|ttaaacat-—-

C.Bri gtaacatg|gaaacggaaagagagaaagtatagtaacactctaaaatcactattgttttt-gtcttttggATGCTTCTCTCTg-TTTG-catggttatctatcaccttcaaattatctgttcatag-—-—|-cattgatcaa
C.Bre ataaaatg|gcagcgaagagagagaaagtatagtaatttga———------ tggtgtcggg———-ttttgaATGCTTCTCTCTg-tTTGCaTGTC-—-tttc—————-—-—- gttattataatcaaaacat|ccacgaaccta
C.Rem| gtaaagtg|gcagcggaaagagagaaagtatagtaatatga-aaattaattgttgttttgtgtttcttgaATGCTTCTCTCTg-TTTGCaTGTC---tttcacaacttaaaattgtcataagtcagtcaalactagtat---

* ok ckok| ko ok okok ok kskokokokokokokokok kokok kkok k ok *  kkok * *okokokokokokokokkokokkk  kokokk * x k% ¥ * *

1d=140730 gene=C56E6.3 name=toe-2 segment=chrII_6517668_6517780_-1 type=IN VIEW

Figure 9: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6517659-6517788&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6144639-6144771&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49719380-49719493&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16420107-16420239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6517659-6517788&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6144639-6144771&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49719380-49719493&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16420107-16420239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6517667-6517780
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tcaatact
ccagtact
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*k kokokok
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Bri
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tcaatact
ccagtact
tcagtact
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k% kkkk

tgaagaaggtat....87..
tgaagaaggtga....78..
tgaagaaggtga...110..
tgaagaaggtga...109..
koo kok ok o kok

tgaagaaggtat...
tgaagaaggtga. ..

tgaagaaggtga. .
tgaagaaggtga. .
okokok ook ok ook

1d=122950 gene=T27F7.3 name=eif-1 segment=chrII_4991437_4993266_-1 type=IN VIEW

.taaatcgttatccg-——-- gtacagGCGCATTCTCACTGAAGGAAAtctggaagcagcaaatcagt————--
.t----cactggaaaagtccattcaGGCGCATTCTCACTGAAGGaaagctggaagcagcaaagc
.tagtatactgttca—---cattcaGACGCATTCTCACTGAAAGAAAagTGGAAGcaacaaagcagcggctagcg
.aattgtctttattg————tattcaGGCGCATTCTCACTGAAGGaaagctggaagcagcaaagc

kokkck okockokokokskokokskokokokokkk  kkcksk  skokockskokkckk kkkk ok

id=122950 gene=T27F7.3 name=eif-1 segment=chrII_4991437_4993266_-1 type=IN

153..
149..
.176..
.182..

.ccaaatctcgt-tttgtacctTTTCaCTTTTCAGTGAGAATGCGCactacacttcgtttgttgge-. .

.—taagcttcgaatccattcaa------ TTTTCAGTGAGAATGCGCCctcacttccgcacattggec. .

.agcgtttccecgettagtaccTTTTCATTTTTCAGTGAGAATGCGTCctctcttecgtttgetggec. .

.—aactcacagtatctttacca-—---- TTTTCAGTGAGAATGCGCCcagtcttccgtatgetggec. .
* ok % ssokkskokkokdokkkRkokkk K * kx Hokokok

Figure 10: CS=4.8

.1589..
.1629..
.1617..
.1609. .

.1658. . .atgtttttattt|gatttcag
.1700...ctaattattcgg|aatttcag

.1682...agtatctgtttt|gatttcag

.1679...taaatcctcctt|gatttgca

.atgtttttattt|gatttcag
.ctaattattcgg|aatttcag
.taaatcctcctt|gatttgea
.agtatctgtttt|gatttcag


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4991428-4993274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:4667973-4669850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161020204-161022103&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:108393043-108394933&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4991428-4993274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:4667973-4669850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161020204-161022103&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:108393043-108394933&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4991436-4993266

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

agg-—-—atccttagatgttctttttccggttc::
gagtattactgtaaataaatttttttaggett

cttacatgcctttgectccagagcaagageac

ttttacgggtc

aggatccttaga...
agtattactgta...
agtgttactgt-....
tgttttacggg-. ..
cagatccttgac...

————— atctaga-atttagaattttc-—----AATGAG---AAAAGGAGAC---gagtttctggtttgacttgg
Lo tttaggtagtcgagacctctCCTTTTTTTTCGTTTT--——-————----——- ttttctatttttcctaccgg-——----—---------
..——-gactacatgtccccgctatc———------ GACAGA---AAaACGAAAGAaaaggtccccggagcacaga
it ccggeggttgacaacttget-——-TATGCATTTGAAaTGAG---ccaagtccacggaactcgtt .
. .ttgaaatctagg-agaagaaa--—-------- GA---A---AACGGGAAaGAGA aaaaaaagaacgaaaaggga. . .
*

1d=190498 gene=T02C5.5 name=unc-2 segment=chrX_2725755_2730530_-1 type=IN VIEW

Figure 11: CS=4.8

:gct-cgagttgtggtcctggaagegttagaagacggctctTCTCaGTTTTTTTCTggCATT-———————- tcaatttttgecgegecegtg
AAAACggGAAAggAAAAAGGtccccggagcacgatggact.
tcctggaatggg-—————- -—-TT----TTTTGTTTTCaTGTC------- tgaagtattggccagtccgt .
tcaccccatcattggtttggageccce———————————————- TTCATTCActAATGaCATG--—-------- ccgttccgtacattgttttg-———-..

.4364. .
3758..
..4073..
.4255. .
..4069. .

..ctattttcaggg|tccgtcgt
..ttttttgcaggg|geccgacct
..cttttttcaggg|tccgtegt
..acattttcaggg|tccgtcat
..aatgtttcaggg|tccgtegt

*k KKkkok

.ctattttcaggg|tccgtcgt
.ttttttgcaggg|gccgacct
.cttttttcaggg|tccgtcgt
.acattttcaggg|tccgtcat
.aatgtttcaggg|tccgtegt

k% kokokokok



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2725746-2730538&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16476871-16481177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193548898-193553108&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2183293-2188195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115175736-115179882&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2725746-2730538&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16476871-16481177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193548898-193553108&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2183293-2188195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115175736-115179882&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2725754-2730530

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

tagacggt
tagacggt
ccggaggt
tagaaggt

gagccagt
gaaccagt
tagccagt
tagccagt
tagccagt
* kokokkok

aagtgt----- ttattt-..
tagttc—-- tttttg-...
tagttgggggat------ e
cagtt-—---- tttcaat...
tagttcaagcgttttaga. .
*kok *
gagttattcttt...2244.
aagtcctcgaaa..... 68...
aagtctttgaca...1054.
aagtcttttaac....779.
aagtcttttttt...1039.
*kk ok

.2459. . .tgaactgacaatttgaaacc——------ AAAGAAATGGGtGGAAAAGAagagcaagtggegegetgta———————--- ..
.572...gcctttctcatttttgttct CATTTTTCTTGAAAAAGA tataatgaagaaattcgaac--.
.206...--aaatttaacattgagaagga---GATGGAAAaATGGG-—------——-— gggagttttcacggattatt-—--——---—-—- .
.664...ccgattggtgcattgacaaaTTGGAAgcAAGAaAATGGGAGAAaAGTG---—-———--- gcgegeggtaatcccgeegt.

.1442. .

* %k kkk % *

id=190491 gene=T02C5.5 name=unc-2 segment=chrX_2743735_2747799_-1 type=IN

1d=190493 gene=T02C5.5 name=unc-2 segment=chrX_2736271_2743647_-1 type=IN VIEW

Figure 12: CS=5

.—-——aatttcacattgacaaatttGAAGCAAGAaAATGGgaAAGAAGAGC----aagtggcgegeggtaatccec————- .
* *

..2661..
..4838..
.3856. .
L4122, .
.3739..

aaccgagttagtcagcggca————------- TCTTTTCCtTCCATTTTTTT----—---———---- tctcctctctecttcactta
——————————— aaagcaaagtgttctggtct-——-----------TCTTTTTCAGGAGAaAATGtacgaaacaaaaaaaggagc——
..ctcctctttttcacgcaata-————------——---—- TTCATaTTTCtCATC-—-------——-- caatatctcaaaaacaatta..
ittt tctcagcg-cgacgacgcataCGTTTTCTTCCGTTTCTTTTCCGG-— caatcttcaaaaacgaacca. .
ittt acaacgacgacgacgaatacGTTTTCTTCCGTTTCTTTTTC---——--——- cggcaatcttc--atacgaacc-..
* *  x *

.1522..
.2598..
.3503..
.506..
.693..

.ttgatttcagag|tagtcgat
.cctatttcagag|tagtcgat
.caaatttcagag|tagtcgat
.atagtttcagag|tcgtcgat
.acaatttcagag|tagtcgat

kokkokkokkok |k kokkkkk

.agtggctccaag|ccaaatgg
.gcctcatcacag|ccgaatgg
.agtagctccaag|ccgaatgg
.ggtggcggaaag|cctaatgg
.agtggctcaaag|ccgaatgg

ok kok kokokokok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2743726-2747807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16493914-16497182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193565063-193568866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2199725-2201003&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115188509-115190750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2736262-2743655&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16486663-16493843&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193559640-193564992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2193790-2199654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115183559-115188438&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2736270-2747799

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gaaaaggt-
-agaaggtg
gaaaaggtg
gaaaaagta
-tagttata
*

gagccagt|gagttattcttt....
gaaccagt|aagtcctcgaaa. ..
tagccagt|aagtctttgaca
tagccagt|aagtcttttaac....
tagccagt|aagtcttttttt. ..
* kokokkok| kkk X
aggatccttaga...1491..
agtattactgta...1495...
agtgttactgt-...1953..
tgttttacggg-...1513..
cagatccttgac...2687..
*

880...———————- cgaagacgacgattaatacg—-TTTTcTTCCgTTTCttTTTCcggcaatcttcatgcgaacc——...4025. .

3733...ttttttc-——-tgccttctcgggaAAACATGCATTTTTGAA————————- gaattgaattgttcctggee——...1175..

..... 59...tattttg-——------tcttgggaccata-GTGTTCTT--TCTtCTTT--tcaaaaaagaactagagatg--...4850..

138...tttttttgttgtgettctte———-—-————- GTTTtCTTCgTCTTcTTTTCC-atagtttggtttggtggegt. .. .4766. .

1041. .. ————————- aacgacgacgacgaatacgt-—TTTCTTCCGTTTCTTTTTCCggcaatcttcatacgaacca—-...3738..

* % *
id=190493 gene=T02C5.5 name=unc-2 segment=chrX_2736271_2743647_-1 type=IN
Lo gacaactggct-————----- tatgcatttGAAAtGAGAGGAAaAGAAgtccttcctcttttageccat-———————--—-—--- ..
————————— gacgacgtgttcttt tgtta TTCAAAAATGTGTacGTTT------cgacacatgggatgccgetg. .
.aaagagaccgactgcataat AGAG-AGAAAGAACAT------——-----—- ccggtatt-gaagtgaatttc. .
e ettt cgttttttttttctctgaga———-GGAAAAaaAGGAaaGGAGAAAC-——-—-——--- agatctcaggagacaatttc. .
ittt gegtttteggt-————- tgaaatctaGGAGAAGAAAGAAAaCGGGAaaGAGA---—-— aaaaaaagaacgaaaaggga. .
* * *k

1d=190498 gene=T02C5.5 name=unc-2 segment=chrX_2725755_2730530_-1 type=IN VIEW

Figure 13: CS=3.9

.agtggctccaag|ccaaatgg
.gcctcatcacag|ccgaatgg
.agtagctccaag|ccgaatgg

.ggtggcggaaag|cctaatgg
.agtggctcaaag|ccgaatgg

.3203..
L2712,
.2162..
.3287..
.1353..

Kk [k kkkkk

.ctattttcaggg
.ttttttgcaggg
.cttttttcaggg
.acattttcaggg
.aatgtttcaggg

Kok kokokkk

tccgtegt
gccgacct
tccgtegt
tccgtcat
tccgtegt
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2736262-2743655&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16486663-16493843&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193559640-193564992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2193790-2199654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115183559-115188438&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2725746-2730538&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16476871-16481177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193548898-193553108&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2183293-2188195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115175736-115179882&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2725754-2743647
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C.Ele ccgcgegt|ggattgggttagtttgt-cgeg-ccaac ctag AAAGGGTCAAAT-------—-—-—-——- tttagatgtcacatattaga--...672...tttaatttaacajattttaga

C.Bri ctgctcgt|ggattgggttagtatatgegeg c cta AGTTagAAAGGGTCAAATttGAGAtGTCACATGatcagaaagatcgataagag—-...655...cgtaaacctaat|atttcaga

C.Jap ccgctcgt|ggtcttggttagttt-tgcgegetaaataacataccgactgttagaatagaacggAAAGGGTCAAATG——----—- cgccttatcacatgtctcgt———----—- ...731...tccaatacaaat|ttttaaga

C.Rem ctgcacgt|ggattgggttagtatacgecgegtttcac ctag AAAGGGTCAAATttGAGAcGTCACATGTTtagtaacatcggttacagga. ..638...ataatttttaaalttttcaga
* ckk ckkok| ok ok skkokkokokk ok kskokk *k seokokok ok ook ook ok ok ok * % * *

1d=259695 gene=F58E10.3 name=F58E10.3 segment=chrV_14009594_14010339_-1 type=IN

C.Ele ccgcgegt|ggattgggttag...112.. . .ttcagccatatttgtgattt-—————--——---——- ATTTGACCCTTTacagttacaccaacttgatt-——--—- ...bb8...tttaatttaacalattttaga

C.Bri, ctgctcgt|ggattgggttag...110...--atggcctgttggeccatgtaaTATGTGATTTTTATTTGACCCTTTacAGTTgcaccaacatgatttgecgt. . .542. . .cgtaaacctaat|atttcaga

C.Jap  ccgctcgt|ggtcttggttag...131...-ccgctccaacgtgtgat-caa———------——- TATTTGACCCTTTacagttgaaccaacctgatt—-——--- ...622.. .tccaatacaaat|ttttaaga

C.Rem ctgcacgt|ggattgggttag...109.. .tcttggctaattagccatgcAATATGTGATTTTTATTTGACCCTTTacagttgcaccaacatgact —————— ...532...ataatttttaaa|ttttcaga
K okk ckokok Kok ok skokskokokok *k sokoskokskokokokokskokokkokok ok kokokokokok kokk K * *

1d=259695 gene=F58E10.3 name=F58E10.3 segment=chrV_14009594_14010339_-1 type=IN VIEW

Figure 14: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14009585-14010347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:419746-420508&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:125334085-125334931&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25111334-25112081&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14009585-14010347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:419746-420508&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:125334085-125334931&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25111334-25112081&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14009593-14010339

—/\_/\— ceh-31
\\\\\\\\\‘\‘\\~\\\\;hh___"_4____4___'#_ﬂﬂ_,,ll———/’/’/’/’/’/’

C.Ele
C.Bri
C.Jap
C.Rem

aaccaggt
aaccaggt
aagcaggt
aaccaggt

k% kkkkk

aa--------------- tcca--ttttgccaccattt-tcctaaagttattgcatttattgtatgttcgttcaaccatctCTAACACTtTAATctACATAGAc---ttccatgagaatgttgaat-—...141.. . .gttattgtagat|ccatctcc
aaatactcaaaattccattta--ttttccattcatttctcctcatccaactgaagttattgtacgtccgttcaaccatcaCTAACACTtTAATctATATAcacgcagtccatgaaaatgt————--- ...134.. .tttgttaaagat|ccatctcc
gaa tcaa gtgttaccattt-ttcaaaag-———-—---- ttattgtatgttcattcaaccatctCTAACACTtTAATATACA--——--———- tccatcagaatgtacaacta...130...atttttgtagat|ccatcgcc
aaatactcactcatttttccactttttgccaccattt-tccaaaag--------- ttattgtatgtccgttcaaccatctCTAACACTtTAATctACATAcac---atctatgagaatgttga-—---...147...ttcattaaagat|ccatctcc
* * % * skokkk ok ko k sokskokkokkok kR ok skokskokskokskokokok skokskokskskokskokokokokk kR ok Kk Kk ok kokkkok * kk kokokok | kokskokk Kok
id=324200 gene=C33D12.1 name=ceh-31 segment=chrX_3069875_3070131_-1 type=IN
C.Ele| tagaaggt|tggtc---ggctata...78...attgagtctaaacacgccacTTTGTGTtaATTGtAGTGcaTTAGcgagaagct-tcacccccate...228.. . .gtactttcagaa|ccaaatgg
C.Bri  tagaaggt|tagtcatgggat---...75...--tgagtctaaacacgccacttTGTGTtaATTGtAGTGcaTTAGcgggagcgectccaccecgeeg—...225. . . tttttttcagaalccaaatgg
C.Jap ccggaggt|tggttagcagag---...83...--tgagtctaaacacgccacttTGTGTtaATTGtAGTGcaTTAGcgggaagcg-ccatcgaaatt...206...attctttcagaa|caaagtgg
C.Rem ccggaggt|tggtctaagatt---...87...--tgagtctaaacacgccacttTGTGTtaATTGtAGTGcaTTAGcgggaagecgeccatcgaaat—. . .207. . .tcactttcagaa|ccaaatgg
* kokokok |k Kok sk ok sk ok ok sk ok sk ok sk ok sk sk sk ok sk sk sk sk ok sk sk sk sk ok sk ok ok sk ook ok Kok *k K sokokokskokokok |k Kok kokok

id=324202 gene=C33D12.1 name=ceh-31 segment=chrX_3069210_3069603_-1 type=IN VIEW

Figure 15: CS=2.4



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3069866-3070139&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7956217-7956497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136145476-136145724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144868029-144868314&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3069201-3069611&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7955560-7955962&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136144830-136145221&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144867378-144867774&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3069209-3070131

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

caggtaaa|ttatacgtctcg——-—--- ...116...---tttgttaatatgtcatcaca GTTTaTCACTTTCTCttTTTATTgaccagacactgattcaatt——-—------ ...2845...atttcaggtgga
caggcaag|tgattctccaat-—---—-- L..392. . - gatgaagaagaacccactcc TTCTTtTTTCTTCTtctcgccccttcagcagcaa——————--- ...4519.. .tttccaggagga
ctggtaag|tg----ttcaaaatg--a....36...-———- gtgagacaagcttcttcttt TGTTTTCTCTTCGCATTaaTTTGcgtgtgctcctggggaaaag———-—---——- ...3259...attccaggagga
ctggtaa-|-g----ttcaaaatacca...299...cctgtgctgttcaggacctt—----- GAAGAGAAGAAGAG aagcactcgttttctttttg-———----—-------—- ...4612. . .gtttcaggagga
ctggtaa-|-g--—-ttcacgtcattt...349...----gggtggaagggaccttgatgAAAGAGAGAAGAAgAAGACGAAG tat aagaaaagaacccactc...25635...ttttcaggagga
* Kk ok * * Hok kkokk kokok
id=265278 gene=B0496.3 name=unc-82 segment=chrIV_7425867_7428914_1 type=IN
ccggttag|tagtgtcaaaaagaga—————- tttt-—————-1:: cacctcaaagtaataagt AATGAAGAGAGAGTGAgAGATcctccaactcgtcgcaaaga————-— cen
ctggtaag|ttgtttc AGAAGAAAGAGAG-----------—- agcagggtgagaattgagtg. ..
ctggtgag|t----ta-aagagagaaatcccttttcttact ---—aat------————--- tgttcttt CAAAAATGAAGAAGAAGATG-ctccctg————- agcaaagaagttt...
ccggtgag|tc---tttgaaagaca-——---—-—-—-——----— cccgattctatggetgtttgeegttt CTCTTCTTCTTTTC-—----———————-- cttcttcttcttctactcac———-—------ ..
ccggtgag|tagtgtc-aaaagata——---- ttttctgagt::::::--—aatctcagacatatatactctttgaaggtgtaccgaaCTTCTTTTTTCTTTTCtTCTTT gaaagtttgctcagaggcega. ..
* kokk ok k *

1d=265281 gene=B0496.3 name=unc-82 segment=chrIV_7429035_7431853_1 type=IN VIEW

Figure 16: CS=3.9

1188..
3281..
1074..
..898..
.715..

cgaatgcc
cgaatgcc
cgaatgcc
cgaatgcc
cgaatgcc
*okokkokokokok

.tttccaggaacc
.tttgtaggtact
.tttgcaggtact
.tattcaggcaca
.tttgtaggtacc

catcca
catcca
catcca
catcca
catcca
ok ok ok ok ok

* ok okkk ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10064862-10067926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6112074-6117581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140782402-140785800&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35292946-35299728&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56432503-56435490&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10061923-10064758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6108576-6111970&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140779963-140782298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35288935-35292842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56430154-56432399&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7425867-7431854

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

\V/

caggtaaa
caggcaag
ctggtaag
ctggtaa-
ctggtaa-

* kX kk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ttatacgtctcg——---- .
tgattctccaat-——---- o

-g----ttcaaaatacca...
-g----ttcacgtcattt...
*

caggtaaa|ttatacgtctcg-———--- ..
caggcaag|tgattctccaat------ ..
ctggtaag|tg----ttcaaaatg--a..
ctggtaa-|-g----ttcaaaatacca..
ctggtaa—-|-g---—ttcacgtcattt..

* kX kxk *

tg----ttcaaaatg--a....

Commm ggtggaagggacc-—-ttgatgaAAGAGaGAAGAAGAAGAC
*

it atatgtcatcacagtttatc-————-------—----—- ACTTTCTCTTTTTATT-——-----—- gaccagacactgattcaatt----...
.o ----agaagggacctttttgatgaAAGAgAGAAAGAGAA tgaaaaagtttgagatgatg-———-..
Cammmmm e aaagaacttgtgagacaagc——--—--—----—---——- TTCTTCTTTTGtTTTCTCTTCGcattaatttgecgtgtgctcec———-..
..acctgtgctgttcaggacct-————----- TGAAGAGAAGAAG agaagcactcgttttctttt--——-..

id=265278 gene=B0496.3 name=unc-82 segment=chrIV_7425867_7428914_1 type=IN

GTTTTTTCTTCTTCTTgcggctcttcctccecctttt. ..
* ok *

id=265278 gene=B0496.3 name=unc-82 segment=chrIV_7425867_7428914_1 type=IN VIEW

Figure 17: CS=3

gaagtataagaaaagaaccc. .

.377...gaaa--aagaataagaagaaga---AGTAtAAGAGAGAaaGAGT------------ cccccactcttectttttgtg-—...25688..
.392...gatg--aagaagaacccactcc TTCTTTtTTCTTCTTctcgccccttcagecageaat. . .4518. .
.378...ggca--aaggacctcgataagtCGAGAGAAATAAGAaGAAGAA---aaagaagaagaacccactct———-———------ ...2919..
.643. . .gaaattcacaactacctatc CTTCgTTTTCTTCA-tttaatcctcttctttttca...4268..
.517...acga--gatgatagcctacaca 2374..

.4614. .
.2539..

.atttcaggtgga
.tttccaggagga
.attccaggagga
.gtttcaggagga
.ttttcaggagga

Kok kokkok kokok

2845. .
.4569. .
.3269..

.atttcaggtgga|cgaatgcc
.tttccaggagga|cgaatgcecc
.attccaggagga|cgaatgcc
.gtttcaggagga|cgaatgcc
.ttttcaggagga|cgaatgcc

kok kokokk  kokok [ kokkkkokkk

cgaatgcc
cgaatgcc
cgaatgcc
cgaatgcc
cgaatgcc
ko ok kok ok o


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10064862-10067926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6112074-6117581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140782402-140785800&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35292946-35299728&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56432503-56435490&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10064862-10067926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6112074-6117581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140782402-140785800&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35292946-35299728&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56432503-56435490&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7425867-7428915

m ccch-1
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C.Ele caaggtga|gcagtttttcaa...1357...-————-- taacagtatgcttcctgaca-TTCTC----tTTTCCTTTCtgcccgacttttccactttg...2931. .. .agaatcaggaga|caggcaaa
C.Bri, ccaggtaa|gcctaagttcag...3220...-————-- taggcatgtgttagtatgagCTTCTC----CTTCTtTTTCctatgctcatcaccatgtcc....519. . .agaatcagaaga|caggcaga
C.Bre ccaggtag|gtgtagacccta...2575...—————-- ctgccagttctcegtctggtcAGTCAGCTGACGACGTTG--acaaccaaccccgaaggttg...1018. . .agaatcagaaga|caggcaaa
C.Rem tatggtaa|gcaagtgcgcge...1070...cgcgccaaaggca--tgccage————- CTTCcCTTCTTTTCTgTTTCttatgaatgcgtcaaaggeca. . .3835. . .agaatcagaaga|cgaggacg
*kk % * * *k * * sokkkkKkK KKK Kk K

id=118346 gene=F38B7.1 name=ccch-1 segment=chrV_11528183_.11532549_1 type=IN

C.Ele caaggtgg|gtttttagattt...313...ggcatcgtcgttgcgcaatc————---—- GAAAGtGAAAG--AGAA-aggaga-tgaa---agtttttgat--——--—- ...28565...cttttcagagtc|tctgcagt
C.Bri caaggtgg|gttttcagtttc...484...-———- cgtcgtttccgaatcatttt-————- GAAAAGAAGG--AGAAG--aaag-tgac---agtattgaaaga----...2747...tatttcagagtc|tctacagc
C.Bre| caaggtgg|gtttcacttctt...876...-———- cttcttcctggegattggtc———-TAGTGTCaCAGCTCGATT-——---- tcaa---agaattcaagcaacga...2072...tttttcagagct|tatacagc
C.Rem caaggtgg|gtctcacttctc...674...-taacaatagttt-—--gttatgcgAGAAAaAGAAGaAGA--AGAAGacgtgcttgaattcagaatt-——-——----- ...2830...atttccagagcc|tctacagt

sorkokskokokok Kok ok * * % * *k * % wok ok sk kokokkok [k kskok

id=118348 gene=F38B7.1 name=ccch-1 segment=chrV_11532791_11536037_1 type=IN VIEW

Figure 18: CS=3.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9387010-9391393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6912489-6916324&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21382341-21386032&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103813695-103819623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9383522-9386785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6908946-6912272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21379090-21382136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103809898-103813502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11528183-11536038

ccch-1

C.Ele caaggtgg|gtttttagattt...321...-————--—- cgttgcgcaatcgaaagtgaAAGAGAAAGGAGATgAAAG-—-—— tttttgattgggttttcacc——--- ...2843...cttttcagagtc|tctgcagt
C.Bri, caaggtgg|gttttcagtttc...483...----- tcgtcgtttccgaatcattt-—-TGAAAaGAAGGAGAAGAAAGtgacagtattgaaagag——--- aac- ...2743...tatttcagagtc|tctacagc
C.Bre caaggtgg|gtttcacttctt...348...cgccatcgtcgttgecgcaatTGAAAGTGAAAGAGAAAGCAGATG-——--- aaagttttgattgggttttc————---—- ...2594. . . tttttcagagct|tatacagc
C.Rem caaggtgg|gtctcacttctc...615...ccccagtaacactgaaaagt-——------ GAAAAAAGGGAGAAGAAGA------—--- aaagaaaacaacaacaacac...2890...atttccagagcc|tctacagt

sokokKKKK | KK K * * % * % * kK Kk kkk kK * Kk kKKK |k K Kk

id=118348 gene=F38B7.1 name=ccch-1 segment=chrV_11532791_11536037_1 type=IN

C.Ele attggtat|gttattgctttt...1177...ccctccaatacact----ctcctt----CTTTGTTTTCtaTTTCatTCTT--ctgaactttgagtagtaata....972... .aatttcaggatc|acaacatc-—————---

C.Bri atcggtat|gtctttttttgt....863...-——-cacatacgctactactactt-——-CTTTCTTCTTCTTTTTTCG---—- cattgttcacttcgggaccc....836...tcttccaggctc|ccaacatc———---——-

C.Bre atcggtga|gtattttgttca....813...----cacgcgacctctttctccccCATTTctTTTTCTtCTTTtCATTgTTCActcggaccctattagecacta....921.. .atttgtagactc|lacaacacc——-—----

C.Rem attggtaa|gcgatttttggg...3008...gaggagaagaagttttgaca TCTTTTTCTTCTTTTTTTC ctgctcccggagecagagetce. .. 1898. . . —————-—— gatc|ccaacagcaacaacaa
*k KKk [k kK K * * *k kk Kk kKK * * Hk| kkkkk K

id=118352 gene=F38B7.1 name=ccch-1 segment=chrV_11536679.11538913_1 type=IN VIEW

Figure 19: CS=4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9383522-9386785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6908946-6912272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21379090-21382136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103809898-103813502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9380646-9382897&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6906687-6908485&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21376650-21378492&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103802373-103807843&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11532791-11538914

m ccch-1

~_

C.Ele caaggtgg|gtttttagattt....312...-aggcatcgtcgttgcgcaat-—-———----—- CGAAAGtGAAAgAGAAAGGAGATGaaagtttttgattgggtttt...2847...cttttcagagtc|tctgcagt
C.Bri caaggtgg|gttttcagtttc....484...-—————- cgtcgtttccgaatcatttt-—-GAAAAGAAGGAGAAGA----aagtgacagtattgaaagag-—---...2746...tatttcagagtc|tctacagc
C.Bre caaggtgg|gtttcacttctt....349...--gccatcgtcgttgegcaatt—————-——- GAAAGtGAAAGagAAAGC-agatgaaagttttgattggg-—--...2599...tttttcagagct|tatacage
C.Jap caaggtgg|gtaacggttttt...1706...aaaacaacacaatagtaaaa---------- AAGAAGAAGAAGAAGAGGA-ggaggaggaagaagaaaaaa-—---...2673...ttttgcagagtc|tctacagc
C.Rem caaggtgg|gtctcacttctc....624...-—————-——- cactgaaaagtgaaaaaaggGAGAAGAA-GaaAAGA----aaacaacaacaacactaaca----...2885...atttccagagcc|tctacagt

koK ok ok ok | ok * * *okok * k% * Kk kkkkk [k K kKoK

id=118348 gene=F38B7.1 name=ccch-1 segment=chrV_11532791_11536037_1 type=IN

C.Ele caaggtgg|gtttttagattt...2196...----gactcccgggaaaga-——-ttcgc———-TGTCcTTCTgtTTCTaTTTCTTTTCG-—-———- tggaacaacttgtctaagag....961...cttttcagagtc
C.Bri, caaggtgg|gttttcagtttc...1322...tcttgacttttggagaagga————-——-————-—- TCTTCTTC-——--—--- TTCTTTTC--cac----cccctccctatcggttt—...1908. .. .tatttcagagtc
C.Bre caaggtgg|gtttcacttctt...1203...-————-——-—- gagaaagaaactttcatgaaGCTTTCTT-——-—---—- TCcTTTTCtctattctgaacccaataag-—---—--- ... 1747. . .tttttcagagct

tctgecagt
tctacagc
tatacagc

C.Jap caaggtgg|gtaacggttttt...1904... - —————-—-—— aatgaagacatcccctatcg-TTTTCTT--———----- TCTTTCTTT--gagctagctcaacttggege———-...2478...ttttgcagagtc|tctacage
C.Rem caaggtgg|gtctcacttctc...2563...gtgtgtgtatgtcagaattg TCTTC TTCTTCTC--gacgacgaccccccttgtecg————- ....948...atttccagagcc|tctacagt
* Kk kkokdkok [k ok kokok

>k 3k %k k 5k k ok >k | kk * *k k% k *  kk ok

id=118348 gene=F38B7.1 name=ccch-1 segment=chrV_11532791_11536037_1 type=IN VIEW

Figure 20: CS=3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9383522-9386785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6908946-6912272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21379090-21382136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:123517660-123522138&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103809898-103813502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9383522-9386785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6908946-6912272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21379090-21382136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:123517660-123522138&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103809898-103813502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11532791-11536038

W\-/\—/—\_[l-g—/\/\d)d:? vab-1

tgagtctc
ttcgtett
gactactt
cttttctt
*%

ctt————-- ccaatcttctagagtacacttga
ctt-————- ccaatcttctagagtacacttga:
ctt-—————- ccaatcttctagagtacacttga:
cttcgtctgccaatcttctaaagtacacttga
*okok sokokokokokokokokokok  kokokokokokok ok sk ok

tgagttta
tgagtttt
tgagtttt
-—agtttc
sk ok ok

tttgtttgtaga—-...

ttttttgttttg—..
ctgagttttctg--..

gttttgtttctget. ..
* *

.66..
.714. .
.708..
.34..

TG GAaGAAGAAAAAG-—----- aaaa--a----gaagcatagcggctt. .
HE agcatatgttgcacacacacatatacatattttggtgggcGGGGTAttTTGAAATTGGGgGAAAaAATG —————— aaaa--gttttggaattgggag-——-..
GGGG--TTtcGAAAtTGAA--————--———————- aagatgaggccggagtagag-———-- ..
AGGA GAAGAAGAAGAAGGcacggacac-—atattcaatta-———-—-—-—-—-- ..
* * *

id=74194 gene=MO3A1.1 name=vab-1 segment=chrII_4574199.4578117_1 type=IN

.—gcggaggtatgcacacacac-CTTTtcTTCTTC TCCA gagtgggggggggggtccte—————————————- ..

.aatttgggtcatttctagcg--CATTTTTCgTCCAATTTTCGGttTATTTT--——————-——--- ctgctcatttttagtcattt. .

.agtattaaaagattctaatcTTCATTTCAACTTC ctcctgatgttcatctcttt. .

.-tcttgtgtgtatacaccttt TTTTTgTTCTTC---————-- TTCTTCCTggaagaaaggggtcctcctc————————-——-———- ..
Hokok B * ok

id=74200 gene=MO03A1.1 name=vab-1 segment=chrII_4582720.4586255_1 type=IN VIEW

Figure 21: CS=4.32

.3390..
.3807..
.2943..
.3999..

.caggctgtccaa
.caggctgcccac
.caggctgcccac
.caggctgcccat

skokokokokkk kokk

.3697...cagtggatggaa|gaaacttg
.4084. . .cagtggatggaa|gaaacgtg
.3851...cagtggatggaalgaaacatg
.4319...cagtggatggag|gaaacatg

skokokokokokkokkokk | kkkkk kxk

cgaacacg
cgaacacc
cgaacacc
caaacacg
* KKKk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10701197-10705132&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:2548798-2553862&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:129495467-129499412&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64522145-64528112&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10693059-10696611&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:2539416-2544046&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:129488165-129491910&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64513737-64517870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4574199-4586256

m lin-24

\/

C.Ele gtaagttg|lga—————-—-———----—- tacttgaaaaga---::::::gtcaaatttttgtgcttctttaaaataagaaaattgac---CTTCTtCTTTTTCT
C.Bre gtaagttt|aactattgggacataactacttgagaaaatcg: :gtcacatcttccttctec——-----——----—- gtttactt-CTTCgTTTTCctCT
C.Rem  -------—- caccactgggccaacaccacttgagaagatca: : TCTTCTTCTTCTTcT
P.Pac gtaagtaa|ta ta tii:iiatcatatt--------—--——-—- ggaaactatttgatccTTCTTaTCTTCTTCT
* * * ok okk kokok
C.Ele TTTtgAATTctCTCGagCTCTctCTCTatTTTCaaAATTcaaaagaaaacgagtcctct-————————-- ....939...tcagaatcgcaalgcatctcg
C.Bre TC cgattccttcatatgatatg...1284...tcagaatcgaaajacatttgg
C.Rem| TTC tttcttte———----- acaaatcgtctt---—-—----- ...1550...tcagaatcgaaa|gcatctca
P.Pac/ TCT tatagtttatccc--agataga....314...taagaatcgtcg|tcatctca
* * % * kokckkokokok Kok ok
1id=134532 gene=B0001.1 name=1in-24 segment=chrIV_12129617_.12131924_1 type=IN
C.Ele gtaagttg|gatacttgaaaa-------- ...1657...cacacacatcacccagaggcGATTaGAAGAGAGAGAGTGAGGGTTGGAAGAAGAAGAAG----aacgaaattagaagtgggat—...648...tcagaatcgcaalgcatctcg
C.Bre gtaagttt|aactattgggac-——-----—-—- ...1048...ttgatatgagaggcaaaaat-———————- GAAGGAAAAaGAA--—-—-----——- Gtgagaggacggacatattta-——————----- ...708...tcagaatcgaaalacatttgg
C.Rem  -—-—----- caccactgggccaacaccac...1087...ttgaaaatgggaatatagag-——----- GAAAaaAAGAAaa----------- GAGAAGG-ac-gacatatttacatacatt---...475...tcagaatcgaaa|gcatctca
P.Pac gtaagtaa|tataaaataata-------- ....368...ctc-tattggttgtctagtcc——---- AGAGaAAGAGAGAA ggca-gtttacagtagtcgtc....57...taagaatcgtcg|tcatctca
* * * *k ok k% * *okok *kokokokokok ok *kk K

1id=134532 gene=B0001.1 name=1in-24 segment=chrIV_12129617_.12131924_1 type=IN VIEW

Figure 22: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5361852-5364176&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116494340-116496190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68660097-68661759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=priPac1&position=chrUn:62981768-62982287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5361852-5364176&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116494340-116496190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68660097-68661759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=priPac1&position=chrUn:62981768-62982287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5361852-5364176&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116494340-116496190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68660097-68661759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=priPac1&position=chrUn:62981768-62982287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12129617-12131925

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

Qo

I w lim-9

.Ele| tttggctg|tgtaagtttttt...1071... ttgat agttttgacaaaccg------- GAAAGGAA------ AACGAAAGGG-------—---—- gaccttgaatgaagtgggaa...2531. . .taatattttaca|gaaaagtc
.Bri| tttggcgg|tgtgagtttttg....872...ttgagcctagt———----- tatctcggcTCCTGTGAAAGATATCAAAAAGTTGTCAACTGATAAAATGTTtat---cacattatcagcaatat—-—--- ...4011.. .tatatatttcca|gaaaagtc
.Bre, tttggctg|tgtgagtctttt...2717...-gagccacagt---gatgatgttt-———-—---—-- TAGAAAAGAGAAAAA----—- AacGGACGGA--cggaacaaaaaaaacttttt-——-—------- ...2183...attcgttttccalgaaaagtc
.Jap  tctggcca|tgtaagtttttc...4322...--——-—--- aaatcgcgtttgaatttgga-—-----GTGAgaTTCAGAGAa------ ATCAGAGAAAA--atatcggccaagctctctca————-—---- ....577...atctgctttgcalgaaaagtc
.Rem tttggctg|tgtgagtttttt...3321...-———- cataatccgtcccgtgtttc———-----————--—- CAGCctAAA AACGAAA aacgtacaaattcttttc---gt----—- ...1588...ttctctttttcagaaaagtg
* kkkk  [kokk kokk kokk * * ok *k * k% * Kokk Kok | koK okokok ok
1d=234927 gene=F25H5.1 name=1im-9 segment=chrIl_9195118.9198801_-1 type=IN
tgtgatgaggt atttgt-—-:: CTT TTTCtGTTTTCTtTTTC-----———————-—— aacttgacattctatgggac...4915. . .tatcttttttca|gttaatc
tgtgatgaggtacgttc HE AACATTTTATCAtTTGACAGCTTTTTGATATCTTTTACAGGA-—-—-—-——- acccagataaattgggtgag--...4742...ataatttttgca|gctaatc
tgtgatgaggtaagactcactgactcttcttctttgt-—-:::: TTTG TCTcTTTTTTCTCTcTTTCTA-—----- tctctctttettttttggtg———-...2074.. . .cctttattttcalgttaatc
cgaggtatggt atttgtatt:: TTgCTGGTaTTTCTGGAagTCGTctctctctctctctctettt————————- ...1597. . .atcctttttgcalgctcatc
tgtgatgaggtacgtt-——---—- ctctgcccatttgt-——-:::: TTTCtGTTTTTTTTGTTG----————--—-—-—— gaaaatacagagaatgagca...2982. . .aatggaattgca|gttaatc
* ok ok kkok Kok ok ok ok * ok ok ok ok ok Kok Kok [k ok kokd

1d=234939 gene=F25H5.1 name=1im-9 segment=chrI_9185060.9191549_-1 type=IN VIEW

Figure 23: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9195109-9198809&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1533058-1539901&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138655989-138662667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138861037-138866772&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105031767-105036844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9185051-9191557&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1517011-1526710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138641024-138650172&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138848030-138855383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105021913-105028390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9185059-9198801

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele tcttac|ag|agttagttttca...1404...---aaaattaatggcccatttca GAAAAAAGGAAaAAAG---tgtatttaaacttgtaggat...2173..
C.Bri, gcctac|ag|agtgagtcttgg....381...-ttaaaactttcgaaatattt--———-—---------—- TTCAAAATTTCtGAATTtcTGGAA--ttctgaatttctgaatttgt-——-- ...4520..
C.Bre tcatac|ag|agtgagtattcc...3785...nnnnnnnnnntggtgactac CTGAaGAAAACAAAacccccctgtg---aaactt----cat...1126..
C.Jap tcgtat|ag|ggtgggttaaag...1390...-aaaaatcctcagtgaaaacgAAACTcTTTCtTTCTTTTTTGTTGTTT-—---—-—————--—— tctttttggattaaaaatcg-——----- ...3146..
C.Rem tcatac|ag|agtgagttcttt....436...ggaaaacctattgtaaaaaa TGGATTaTTTAAGAAAAAAGAGAaAAAGGT-aactttgacttttgtccaat...2385..
* kk o [kk| kk o kk * *
1d=234923 gene=F25H5.1 name=1im-9 segment=chrI_9205726_9209382_-1 type=IN
tgtgatga|ggta tttgt-tc: :ttgaaaaatgcaataatttttttgatttggacagaaca-CTTTTTCTTTTcTTTC-—-————-—-——— cgtccttcccgecgececgte————- ..
tgtgatga|ggtacg-————--—----—--- ttcttttgt-ta: :cggatggcgecaatgge TTCCAAATTTcGAAAATTTTGAA--—---——- tttttaaggattctgagatt. .
tgtgatga|ggtaagactcactgactcttcttctttgt-ta::::::ctgatggaatgtctaattttttccactcaaa———-—----—-—- TTTGETTTTCTCGG-————-——--—- cccgaaaatccgtcgtctte——---- .
cgaggtat|ggta———————————-—---- tttgtattgtacc: :ctctcgaaaattttttttttcgaaatttagtccccaacgcAAACgAATGgtAGAAAGAAGAAAAGTTTgcaaaatacacag----tgaaaag. .
tgtgatga|ggtacg ttctct : ACCTTTTTTCTTTtcTTTCttTTGAGAGTCTGactctttttgacacttttga———-..
* ok ok [kkokk * *

1d=234939 gene=F25H5.1 name=1im-9 segment=chrI_9185060.9191549_-1 type=IN VIEW

Figure 24: CS=4.8

.ttataagtttca|gatgccaa
.ggtccattttca|gatgccaa
.atccaacttaca|gatgccaa
.tacgaatttgca|gatgccca
.tcataacttaca|gatgccga

K okok ok [ okokokokk ok

.1838..
.2329..
.3618..
.3177..
.4892..

.tatcttttttca
.ataatttttgca
.cctttattttca
.atcctttttgca
.aatggaattgca

k% kk

lim-9

gttaatct
gctaatct
gttaatct
gctcatct
gttaatct

* ok kokkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9205717-9209390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1549523-1554534&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138672991-138678064&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138875779-138880422&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105043762-105046693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9185051-9191557&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1517011-1526710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138641024-138650172&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138848030-138855383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105021913-105028390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9185059-9209382

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

tcttacagagttagt RS AATTaG AAATTTCAtGAAAAGTggaggagaataaatcgtaaa-—--...2886...ttataagtttca|gatgccaa
gcctacagagtgagtcttggetttaaatattttttggege: i i———————~ tttctgaatttctgaattgccaagttggaaATTTtGTCTCAAQATTTTG-——-—- ctcgttcaaaacggaaagtt-——---- ...4232...ggtccattttcalgatgccaa
tcatacagagtgagt : GTTTTTGGATTTTTCGTTTTG-aaaagttttaataggacgga———-—-----—-- ...4893...atccaacttaca|gatgccaa
tcgtatagggtgggttaaagagctcatatgggtggggteg :caagctgttttcgacaatggctaatagccatgcagectgecc————-- TTTTCTTTTTGGATTAAAA-atcggcaacaaaccgcctac—---...3130...tacgaatttgca|gatgccca
tcatacagagtgagt : ATTTTTCTGTTTTCCTTT-------————=--- cggagtggtcagtggtgttc...2817...tcataacttaca|gatgccga
* kk ckk kk kK *k * kk okok | okokkkk ok
1d=234923 gene=F25H5.1 name=1im-9 segment=chrI_9205726_9209382_-1 type=IN

C.Ele| tttggctg|tgtaagtttttt...2049...ggagagttaagagttggggg-———————- ACTTTTTCTGAAAgcTTTCgAATT---—- agtacttcaacg---gcaaatgt...1547...taatattttaca|gaaaagtc

C.Bri tttggcgg|tgtgagtttttg...1163...-ccatttt-——---- tggataactttta-———--——- CAGAAATTGAGATAAAT----aagttacaaaat----gcaagcat...3755...tatatatttcca|gaaaagtc

C.Bre tttggctg|tgtgagtctttt...3358...-tagttttcgtattttcgtgaCGAGACctGAAAATCCAAAA--—-AT-----————--—- ttcaaaatggtcgcaaccta...1545. . .attcgttttcca|gaaaagtc

C.Jap  tctggccaltgtaagtttttc...3321...--t-tttcacg---ttgaaaactttc—-TTTTAATCCAAAA----AcGAGGAatttttgtcgaaaagtg---gc-—--c--...15684...atctgctttgca|gaaaagtc

C.Rem| tttggctg|tgtgagtttttt...25637...--tgttttaggaatttgaaaaa———-—--—--- AAGGGAAAACGGAacAAAAT---ccgggcaagaaaag---gcacac——...2368...ttctctttttca|gaaaagtg

* kkkk[dkokk ckskok kokk * * *kk * *k sokok kok | kokskokskokok

1d=234927 gene=F25H5.1 name=1im-9 segment=chrI_9195118_9198801_-1 type=IN VIEW

Figure 25: CS=4.8



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9205717-9209390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1549523-1554534&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138672991-138678064&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138875779-138880422&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105043762-105046693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9195109-9198809&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:1533058-1539901&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138655989-138662667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:138861037-138866772&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105031767-105036844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9195117-9209382

/% AH9.6

C.Bri gacgccgtgcttttttctat...379...-——————- ccgaaaaaaaccctagtttaTTCTTTTTCCTTTTCC————---— tgtctattgtattgaaaatt...1591.. .atttttctagcaccgatccg
C.Bre| gacgccgtgctttttctatt...406...ggcgacaacaaaaagaaatc————-——-—- TCTTtcTTCCTTTTTTGCTTATGcttccttcccacttgecagg. . .1102. . . tcattttcagecatcgatctg
C.Jap  ggccccgtgetttttctttt...121...-gcctcaacaaagagaggccc———————- TCTTTTCCcTTTTCTTT------ cagtctctctaatgaatttc...1307...ccaattacagcaccgatcag
C.Rem gacgccgtgctttttctatt...423...ggcgacaacaaaaagaaatc——-----—- TCTTtCTTCCTTTCT-ccttatgecttccttcctett———-—--——- ...1009...tgttttgcagcatcgatcag

® ok skokskokskokokokokokok * * ok ok ok ok sokokkok ok kokok * sk dkokdkok skokdkokok ok

id=61304 gene=AH9.6 name=AH9.6 segment=chrX_2265833_2267426_-1 type=IN

C.Bri| aaacaaattggtc---caatatgtgtgccaaagtGGAACA----GGAAGAGGAA------ ctcggttattacgaaaccat...998...gagttttcaggtttattcct
C.Bre agagagtttagtc---caaaat--------- TGTGGtGCAAAGtGGAAcAGGAaaaggaactcaatcattatg———---- ...445.. . tgtttttcagatttattcct
C.Jap ttgatatttagttgagtaagatctcca--AAAGtGGAAta----GGAAaAGGA------ actcaatcattataaagcaa-...117...cctcttacagatttactcat
C.Rem| aaagtgtttagta---taaaatgtggagtaaagtGGAAcA----GGAAGAGGA------ acccaatcattttctattcc-...173...attcttatagatttactcct

*ok ok Kok ok wokkk K sokokok kokokok * ok K Kk Kok ok kkokok Rk ok

id=61308 gene=AH9.6 name=AH9.6 segment=chrX_2264335.2265378_-1 type=IN VIEW

Figure 26: CS=9.88


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16000443-16002509&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193162905-193164516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:6739788-6741313&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:45188145-45189672&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15998928-16000013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193161951-193162477&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:6739152-6739356&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:45187447-45187706&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2264334-2267426

C.Ele cctgatcc|agatgaggtaag....714...-———- acgtcggcctactattccacCCGACAAAAgTGACA-——---- aacggtactcgaaacagacacaagtacctcagaagctct::::::-—-—---------tcaactaatttg---——--—----—------—-

C.Bri, ccggatcc|agatgaggttag....573...-———- aagtcggcttactattcctcCCGACAAAAgTGACA--—---- aacggtactcgaaaaagacacaagtacctatgaagctct: ittt tcaact aa
C.Bre ccggatcc|agatgaggtaat....613...-———- aagtcggcttactattcttcCCGACAAAAgTGACA-————-—- aacggtactcgaaaaagacacaagtacctcagaagctct: :tagtatttggcttcaacttttttcgagttcaggectgaaag
C.Jap ccggatcc|agatgaggttag....440...ctctcacgtcggcctgectat-———-TCCGAcAAAAgTGAC-——---- aaacggtactcgaaaatgacacaagtactcgacaa : ctaacccc
C.Rem| ccggatcc|agatgaggtaag...1755...-—-—— gtgactaacgaatagttctgTCAAGatGAACtACACgCCTGgatcg
Kk kskokskok [sokskskokskokkok ok * ok *k * ok ok ok kx * ok
1d=26690 gene=7ZK617.1 name=unc-22 segment=chrIV_12003050.12005238_-1 type=IN
C.Ele aactccag|cagtaatgttag...1410...----- gaagtagaaataccacggggTGTCGTTTTTTGG--atatccccctcccgaatgag————-—-- ...1456...gtgtgttt--gtgc|ccactgtg
C.Bri  aattcaag|cagtaatgttag...1083...----- gaagtagaaataaaacggggTGTCGTTTTTTGG--atatcc———----- aatgagaaaagaaa...1448...--cgactcgtgtgc|ccactgct
C.Bre aattcaag|cagtaatgttcg....904...---—- gaagtgaaaataccacggggTGTCGTTTTTTGG--atatcc———---—— aatgagaataagag...1065...cccgactc--gtgc|ccactgct
C.Jap| aattccaa|cagttgtgttag...1945...---gagaagcagaaataccattc-—-GTCGTTTTTTGGAtatatcc——------- acgagcgggtgga. ..2286...tcgcgtct-—-geccalccaccttg
C.Rem aattccag|cagtaatgttag....915...taagagaagtagaaataccaCGGGGTGTcGTTTTTTGG--atatcc———---—-- aatgagaaaagaga....958...cccgactc--gtgc|ccactgct
Kk ok ko [kokkk kkkk ok skkk  kkokkk ok scksokkkokdkokkok  kskokkokok * oKk * Hokokk

1id=26692 gene=7ZK617.1 name=unc-22 segment=chrIV_11999648_12002590_-1 type=IN VIEW

Figure 27: CS=6.5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12003041-12005246&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10355876-10357795&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77652916-77655037&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:79570431-79572078&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80339839-80341670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11999639-12002598&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10352827-10355451&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77650417-77652479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:79565643-79569967&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80337434-80339405&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11999647-12005238

m = = f ;!P C32D5.8

%

C.Ele| caccgtcg|ccaagtggaag---gcttaagccgaatctgeccgacataattctctg-caatgeatctttctcgatttgttcaaccat-TTTGaaGCCATTCCcatctaaacatccatttgeca-—-...152. . .aaagggaatgat|gtgtgaac
C.Bri  caccattg|ccaaatggaagagtgcttaaatata-——--- ctactcgatttttcattccagcatattcgtctttttttt-————————- TTTGaGCCATTCCATtttaatt-tttctatgcagta...687...gaagaagatgat|ttgttaac
C.Bre cacaatcc|aaaagtggaa---tgcctaatttca--ctttccaattaatt---—--- cattgcattctcaacccatt-————------- TTTGaaGCCATTCCcatctaaat-ttctttcataa--...164...atacagaatgat|gagtgaac
C.Rem caccatcg|ccaaatggaaggctgcttaaatcaag--tgccaattcgattctccg-caaggecatattgttcttcttttccaaagTATTTTTGaGCCATTCCcatctaaat-ttcttttgtat--...145. . .gaatgaaatgat|gtgggagt
kK K Kk kkokskok Kk koK * * ok *okk kkokk ok ok kk Kk ckkskokkokkokk ok kkk ok ok * * skckkk| kX

id=141709 gene=C32D5.8 name=C32D5.8 segment=chrII_6342927_6343197_-1 type=E3

C.Ele| caccgtcg|ccaagtggaagg...118...--aaaatatttctcttttgtat--GGAAatTGGCagTAAAcaataataaatatatttatt——-—-- ....73...aaagggaatgat |gtgtgaac
C.Bri, caccattg|ccaaatggaaga...106...cttcttctttttttgtctc——tATGGAAatTGGCagTAAAcaacaataaatttatttatt----- ...610...gaagaagatgat|ttgttaac
C.Bre cacaatcc|aaaagtggaatg...110...--tatactcttcttgtctcaat--GGAAatTGGCagTAAAcaataataaatatatttatt----- ....76...atacagaatgat|gagtgaac
C.Rem caccatcg|ccaaatggaagg...122...--acttcgtctctcttttctat--GGAAttTGGCagTAAAcAATAataaatttatttatttttca....59...gaatgaaatgat|gtgggagt
EEE Kk kkokokok * ok ok ok ok skkokk skkokskoRskokokoskokskokokok skokskokokokok  skokokok ook koK * skkokk| ok x

id=141709 gene=C32D5.8 name=C32D5.8 segment=chrII_6342927_6343197_-1 type=E3 VIEW

Figure 28: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6342918-6343205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5957165-5957979&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37619189-37619471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16266949-16267231&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6342918-6343205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5957165-5957979&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37619189-37619471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16266949-16267231&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6342926-6343197

ttgggtac

ttgggtgt

ctgggttt

tgaaatat
*

to—mm e gaaaatacgtgtttcaattgt-——-—-—-------- gttcccatcaaa-—----- ttttcagggtctcatc——--- ACGATCTACCGTAAT--c--ccaatattgtgcctattta-..
t-—mm o tttttaattgtctttaaatgt----———------- ctttt---atca------ ttttcaggggccctgattataACGATCTACCGTAATC-ctatcataatttcttttctg——-..
t-————————— tgttttttgtttttcaattgt--———-------—- atttc---taaa---—--- attgcagggtcccttttt-TAACGATCTACCGTAATCTTATttgtcattttcctatgatge. .
tatgtgaagaccggtggtggectaactttcgcaaaaattcggecaccaccgatctctggtgaaaaacgettttcagggtccec————- GTAACGATCTACCGTAAT--c--ccattgcttttttctcatt-..
* *k % * * Kok kokkokk ok ok seokskok ok ook ok ok ok ok ok ok *

id=116272 gene=K04F10.4 name=bli-4 segment=chrI 6353609_6353973_1 type=IN

ttgggtac|tgaaaatacgtg...308...-—————- atttacgaaacgcagtagat-—----- ATTACGGTAGATCGT-tgttttacag|gttgaaga
ttgggtgt|ttttttaattgt...304.. . .tggaacttttttagaaagaa—————---—-—- GATTACGGTAGATCGT--attttacag|gttgaaga
ctgggttt|ttgttttttgtt...309.. .aaagtctcttt-——--—- gaaatttctATAGGtATTACGGTAGATCGTTA--ttttcag|gtcgaaga
tgaaatat|tatgtgaagacc...365...ttagaaaattaaatcaaaaa————-------—- ATTACGGTAGATCGTTACattttcag|gttgagga

* % *k * sokok sk ok ok ok ok sk ok ok ok sokok kokok [k Kok kok

1id=116272 gene=K04F10.4 name=bli-4 segment=chrI_6353609_6353973_1 type=IN VIEW

Figure 29: CS=6.24

.268..
.261..
.268..
.291..

.gttgttttacag|gttgaaga
.cgtattttacag|gttgaaga
.cgttattttcag|gtcgaaga
.ttacattttcag|gttgagga

kokk kokk [kk kk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8718439-8718820&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3679123-3679500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90065238-90065625&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145098103-145098542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8718439-8718820&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3679123-3679500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90065238-90065625&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145098103-145098542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6353609-6353974

C.Ele gtcGCCCAGCTcGGGCt
C.Bri gtcGCCCAGCTcGGGCt
C.Bre  gtcGCCCAGCTcGGGCt
C.Jap  gtcGCCCAGCTcGGGCt
C.Rem  gtcGCCCAGCTcGGGCt

sokoksk ok ok ok ok sk ook ok sk ok ok ok

1d=50366 gene=C25H3.6 name=mdt-26 segment=chrII_5661149_5661149_1 type=E5

C.Ele| tcGCCCA|G|CTcGGGCtgtgaatggatggt|cgecttgeg
C.Bri  tcGCCCA|G|CTcGGGCtgtgaatggatggt|cgecttgeg
C.Bre  tcGCCCA|G|CTcGGGCtgtgaatggatggt|cgettgeg
C.Jap  tcGCCCA|G|CTcGGGCtgtgaatggatggt|cgecttgeg
C.Rem| tcGCCCA|G|CTcGGGCtgtgaatggatggt|cgcttgeg

srokokokokok |k | okokokokskokskokokoskksk ok sk sk sk ok ok ok | skokskskok sk ok

1d=50367 gene=C25H3.6 name=mdt-26 segment=chrII_5661150.5661170_1 type=E5 VIEW

Figure 30:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9618165-9618182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9213715-9213732&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71385302-71385319&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:48236838-48236855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:107818597-107818614&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9618144-9618181&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9213694-9213731&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71385281-71385318&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:48236817-48236854&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:107818576-107818613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5661149-5661171
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.Bri
.Bre
.Rem

accaagat
tccaagac
tccaagat
tccaagat
*okk KKk

agctcaat
ggctcaat
ggctcagt
ggctcaat
Fkokokk ok

tgaggttagatt..
taaggttggttt. ..
tgaggttagttc..
tgaggtttgtte. .

¥ okkckkk ok ok

acaagtttgtga...
acaagtttgtga. .
acaagtttgtga...
acaagtttgtta....

Hokokokokokokokkk  k

.1789..
.497..
.2451..
.1193..

.762. .
.1638..
.107..
668. .

.--—aataagaaaaaaataagaag
.ctcatccacttacattgtgtGAATGCGTGAATGACGtCAAGAACGGGAAAAAACGGAGAAGAAGAGAAGGAAGG

.---agtgagaagcagtaggaaaa
* * *

Lo taatat-tttatgttcctcatCCTTC------——-- TCTTtCTTCGTTTTTTCTtcTGTTTTCTTGTT-—---——————--— gttgttgtcatccgtgt-——-—-- gta....719..
.——agctgacatattcatatccg CTTCTTCTTTTTTTT ataattctgaacggctc——---- att...2872..
Jmmm—= taatat-tttatgttcctcttCCTTcaTCTTgtCTTTTCTTCTTCGTTTTTTCatCTGTTttCTTGtTGTTGTtgTCGTaTATTCtttccgeccggtccage——-ttt....816..
.ttcattaaaagtgtcataca--—------—-------——- TTCGtTATTaTATGCTTCATCTTCTTtTTTCT ccgaacaaatccactaaaat...1459..
* ok ok K okk Kk kokk kokkok ok *
1d=252772 gene=F28C1.2 name=egl-10 segment=chrV_12460169_12462777_-1 type=IN
.---aggggtgtagatagatcgag-——-------—-- AGTAAGGAagAATAAGAAAaAAACaGAAGAAGAAGAAGG cgtgectttcccctttggatt-. ..

GAGAAGAAGAAGAAG

cagttagtgtatgtgtcttg..

kkokkkk ok kk X

1d=252778 gene=F28C1.2 name=egl-10 segment=chrV_12458085.12459350_-1 type=IN VIEW

Figure 31: CS=4.72

aagaagaactgggccataag----- .

AGAAGAAGAAGATGGATGTGAATGTGGAggcgccgeggagageccaatc——————————- e

.cgtgacgggttt|acagggta
.catcaatcattt|tcagggtg
.aaatcttcattt|ttagggtg
.tcgcatattgtt|tcagggta

**

.401...aatccaggacac|tcagggtc
.768...aatccaggacac|tcagggtg
.1408. . .aatccaggacac|tcagggtg

688...aatctaggacgc|tcagagtc

kokokok okkckokk k| kkkk okxk



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12460160-12462785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10072156-10075620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:162417373-162420784&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127388739-127391503&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12458076-12459358&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10068837-10071338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:162415141-162416790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127386425-127387889&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12458084-12462777

tgtatgacgtgg
agtatgtcacga---—---- ....313..
ag--tgtcacgaaa----- ...1085..
ag--tgtcacgaatgtggg...1198..

tgtatgacgtgg
agtatgtcacga
ag--tgtcacgaaa

..——acgacatttgaaatggatgaGATTCtcGAGGtcATTTctcaaga————-- gatatagtcttge. ..
.agacgacatttgaaatggatGAGATTcTTGAgGTCAtttctcaaga—————- gatatagtct---...
.aaagaagccctcccatcacaGCAGTAAACGa-cTCAT---—- aaaacgggtcgaaatcggtt-—-....
.aactgaggcctcccatcagaGCAGTAAACGa-cTCAT----- aaaacgggtcgaaatcggtt-—-. ..

* * *% * * k% kkkk k% Xk k*k kk k ok

id=210086 gene=F08G5.5 name=ugt-65 segment=chrIV_12425346_12426867_1 type=IN

id=210086 gene=F08G5.5 name=ugt-65 segment=chrIV_12425346_12426867_1 type=IN VIEW

.1281...--gcctgcgtgactgacgtcaa————----- AAATCTTCcGAATC gcg atgatgttcccctggga. ..
..1465...--gtgctcgtgcgectccgtgacTGACgTCAAaAATCTT-————-——- cggaatcgcg-——--- a-gacgttccc
..1131...--gaaatcggttggaaaagcaa—————-- GTGAtgCGTTTgtATTGCagtcatagccacaagaaaga——————-----

ag--tgtcacgaatgtggg...1242. . .tcgaaatcggttg--aaagcaa————-—- GTGAtgCGTTTgcATTGCagtcatagtt-—-tgaaagactt———-----
* *k * * ok % * * ok

Figure 32: CS=4.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5066909-5068447&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7824203-7825891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57087050-57088566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147301687-147303345&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5066909-5068447&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7824203-7825891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57087050-57088566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147301687-147303345&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12425346-12426868

w ugt-65

\_/

C.Ele gtaagatg|aatgataaatca...428...--—————- gtccatcttgtcctggetgt-———————-- CCGTCtGGTCCTGGtGCTCCtGGAGCTCCA-—---- tctggtccagetggtccgge. .. 1863. . .tcagaactaatg|ccagttge
C.Bri| gtaagatg|agtgaatatttt...247...--ggcgtttcctgectggtectt GTGGTCCTGGGGCTCCtGGAGCTCCTGGctgtccttgtccacgttgtc———-...3865. . .tcagaactgatg|ccggtgge
C.Jap agtaaagg|aacaagtgattt...436...--ggc-tgtccggetggtccctcTTGTCCtGGTTGtCCGTCtGGTCCTGGGGCTCCtGGAGCTCCG—————- tctggtccagetggtectgg. . .2381. . .tcagaactgatg|ccggtgge
C.Rem gtatgatg|aatgagtttatt...248...ccagcaggtccttgtggtcc TGGGGCTCCtGGAGCtcCTGGGAgtccttgtccgegttgecca——-...1996. . .tcagaattgatg|ccagtcge

* k|x ok kkk ok kKKK Hokok koK oKk oKk KKK kK Kk kkkk K K K sokokkokk K oKk [kok Kk koK

1d=210090 gene=F08G5.5 name=ugt-65 segment=chrIV_12427476_12429860_1 type=IN

C.Ele gtaagatg|aatgataaatca...583...---ccagcgtgtccatcatctccTGGAGCTCCtGGGGCtcCTGGtGGTCctGGTGG——————————-—— tcctggtgggecagttgtttg...1705. . . tcagaactaatg|ccagttgce
C.Bri, gtaagatg|agtgaatatttt...304...--tccacgttgtccgtcctttcCTGGGGCTCCtGGGGCtCCTGGGGctCCGT-———————————— catttcctggtgectccggeg-—---...3806...tcagaactgatg|ccggtgge
C.Jap agtaaagg|aacaagtgattt...604...---cctgcatgtccatcatctccTGGAGCTCCtGGGGCtCCTGGCcGGTCctGGTGGtcCGGCTGGGCAGttgtttggetgagetecaca. . .2210. . .tcagaactgatg|ccggtgge
C.Rem gtatgatg|aatgagtttatt...422...tgtcctggttgtccgtctgg———-----—- TCCTGGtGCTCCtGGAGCTCCA tctggtccagetggtectgg. . .1823. . . tcagaattgatg|ccagtcgce

* k[ ok *ok sokokokok koK sokokskokok kokokskokokokok K kokok * * sokokskokk ok kokok ok kok kok

1d=210090 gene=F08G5.5 name=ugt-65 segment=chrIV_12427476_12429860_1 type=IN VIEW

Figure 33: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5063916-5066317&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7819575-7823795&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:104361166-104364106&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147298940-147301287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5063916-5066317&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7819575-7823795&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:104361166-104364106&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147298940-147301287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12427476-12429861

h/\—/\—ﬂ—ﬂ—/\—/\—/\—/\ﬁ npr-14

NS
C.Ele gtctatgg|taggtcggatgggaacagggaacagggggaac:  ::::aagatcattcagacacatcaggggaaactacaacggggtg TCTGGAAAATTTTcGGAA------- caag-—--attttttccaaaagat....414...tattttttcagc|gca
C.Brij gtcaatgg|t B raaaatgagcc-————--------- gagttacagcgcTTTGAACTTTTACTGAGGCTaAGGAgGTTTTGTAG--TTTGTAGC-ctaagcctcagtaaaatttc—————----- ...4677...gaattttccagc|gaa
C.Bre| gtcgatgg oS : TA-GGTGGCTAA TTTTGTAGTTTTTGTAGTTttggtgcctattgaatccta———-—-—--- ...4436...actttttccagc|gca
C.Jap gtctatgg|t HE : AGTTTT-------—-—-———---- TTttCTGATTTTTTTT-—-tt gcecgggtcttgecac--gaa. . .2564. .. .tttgtttacaga|gaa
C.Rem gtcgatgg|taggtggagaggttc HEH GAGACTACAAA----CTACAA-————--———- tttggaaaaag---aatttt--—----—- gaa...4449.. .tatatttccagc|gca
Hokok kokokok * * Hokok kokok

id=202625 gene=WO05B5.2 name=npr-14 segment=chrI_13051352_13053378_1 type=IN

C.Ele gtctatgg|taggtcggatgg...1724...ccctgccagagccaaaaage——————————————- TTCCAGAATTTTCCAGA aagtgcaacacattttgtca----....222...tattttttcagc|gcaacgct

C.Bri gtcaatgg|taagtgactaca....232...----aaaggtttagaaacattaaa-GCTACAA--ACTACaAAAACTCCTaAGCCTCAGTAAAACTTCAAAtccctc-—--taacttgcctcatt...4509...gaattttccagec|gaaatget

C.Bre  gtcgatgg|taggtggctaat...3559...--—-ggtggggtggagaggcttatGGCTACAAAAACTACAAAaaATTGt——————-— GTTGaTTTG----actgggagaactacagagaa—----....841...actttttccagc|gcaacgct

C.Jap  gtctatgg|ttagttcttttt....493...----aaaagtgtcaaaaagtcact-—-GAAAAAAATCAGAAAAAATT tttttttcaaaaagtaccca----...2112...tttgtttacaga|gaaacgcg

C.Rem gtcgatgg|taggtggagagg..... 93...--ttgctgaggctaactcactt TTGTAGTTTGTAGTCTT-------- agcctcagcaaaacttgaaa----...4352...tatatttccagc|gcaacgcc
sokok kokokok |k kK * * Kk oKk

id=202625 gene=WO05B5.2 name=npr-14 segment=chrI_13051352_.13053378_1 type=IN VIEW

Figure 34: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2019034-2021077&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:3437996-3442860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:172195280-172199794&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51507399-51510104&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68296083-68300625&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2019034-2021077&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:3437996-3442860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:172195280-172199794&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51507399-51510104&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68296083-68300625&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13051352-13053379

MWW egl-19

.Ele
.Bre
.Jap
.Rem

—————————————— caggtaaalaggatcgaaatgtgatat::::::-—--ttg-—-cggacgtcttcaattttcccttcttcagtt-——GAAATTGGAATGGGAGAAGAAGAAGGaGAAG-aagatgcttccccttcttet. . .349. .
--------- gaatccagat---|--gacagaaatgtgatat:: :ccgtttgtgaaggacgtcttcaattt TCTTCTCTTCTTCTtcGGTT gaaaattggaatcgaagacg...354..
gagaaagaggaatccagtggga|gtgggggaaatgtgatat: : ttttttgagacggaaattggga GGAGaAAATgGAGAAGAAGAagaagaagaagaagcactcg...331..
————————————— tcaggt-ac|ggaacagaaatgtgatat:: GAAG aGAGAAGAAAAATgaGAAGAagtggtttgegacgtcttca. . .412. .
*okok sokokkok Kok sk ok ok ok *
id=250470 gene=C48A7.1 name=egl-19 segment=chrIV_7414085.7414586_1 type=IN
----caggtaaalaggatcgaaat—--—----— g....95. . - agaagaaggagaagaagatgCTTCcCCTTCTTCTTCTTCAtcTTCTcaAATTTC-————---——————-— tttgcaacgtcgatcgatge——-—-..
gaatccagat--|--gacagaaat-—--—-——-— g....95.. . tctcttcttcttcggttgaa AATTGGAAtcGAAGACGAAGA---tgcttcttctttccttccte—-..
—————————— ga|gaaagaggaatccagtgg...151...-------------agaagcactcgtttgatgca-----------------TCTTCTTCTCaaATTTCTCC-----------------aaacctcgttctttcctcgt
----tcaggtac|ggaacagaaat------ g....32. . mmm—————m - agaagaagtggtttgcgacg———---—-- TCTTCaATTTtcTTCTctTC----TTCTTCgatggaaattggaatagaag————----—-------—-- .
* ok kkk * * ok % *

1d=250470 gene=C48A7.1 name=egl-19 segment=chrIV_7414085_7414586_1 type=IN VIEW

Figure 35: CS=3.84

.309..
.330..
..282..
.372..

.acttcaggccgg
.attccaggeccgg

.gtttcaggeccgg
.ttttcaggccgg

k kokokokkkkk

actccgca
tctacgta
tctacgca
actccgta

k¥ kk ok

.acttcaggccgglactccgea
.attccaggceccgg|tctacgta
.gtttcaggeccgg|tctacgea
.ttttcaggccgglactccgta

*dokokkokok ok



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10079190-10079708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140797816-140798342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88825799-88826332&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56445643-56446153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10079190-10079708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140797816-140798342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88825799-88826332&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56445643-56446153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7414085-7414587

agagtgag
agagtaag
agagtgag
agggtgag

k% kk kxk

C.Ele caggtaaa
C.Bri  caggtaac

C.Bri, tcgcgat
C.Bre| -GAGAAG
C.Jap ctgtgac

tttgtctaattt...1005..
tcaaaacgcact....615..
ttgggaaatatt..... 48..
tgaacgagttgt....815..
* *

\\\\\\\g///////

aggatc——————-—----—- gaaatgtgatatattg gaaaa aaggggaaaa-aac
tggata-———------ gctggaaatg acgaagaaaa--atgagaagtagaagacgtt
-gaatccag----- atgacagaaatgtgatatattgaagtggg-————--—-—------- acgacgaaaaaaa-—-—---- aagaagaaaa-at-
ggaatccagtgggagtgggggaaatgtgatatatctgggtggggaaaaatgtgagcaacatgatgaagaagacgtggtgaaggagaaga-gge
* Kk Hokokokkok *k ok Hokk kK K

gagAAGTGGTTTGCGGaCGTCTTCAAtTTTCCcTTCTT-———— cagttgaaattggaatggga...385. . .acttcaggccgg|actccgea
gtcttcaa————-—--—----- TTTTCttCTCTtcTTTTtctcctttttgagatggaaa———-- ...384...cttccaggccgglacttcgea
AAGAAGAGGT ttcttcttccgtttgtgaag——-...408. .. .attccaggccgg|tctacgta
atc TTCTCTTCTTTTtTTTG-—--- agacggaaattgggaggaga...366...gtttcaggccgg|tctacgea

* kK * kkkokkokkk | kk Kok K

id=250470 gene=C48A7.1 name=egl-19 segment=chrIV_7414085.7414586_1 type=IN

.aatgcggaaaaaggctt--act--——- AAGAGGAAACTTGAAatGATGTCGTttGAGCaCACTTgaaaaatctcaagtctgeat. ... 49..
.——ttcggacacctcctctaatt-—AAAAAGAGGAAAA accttatgaatagaaaaaaa....87..
.—tctcgagca-cacttcctgtt GCCTTTTCTTCtTTCTTcacacacaatgcactttctc...634..

aaaaaagaaaaagatagaaa....26..

.—gtgcgtgtg-ctactagaaaaCAAAAAAGAAGaGGAA
*k * *

id=250472 gene=C48A7.1 name=egl-19 segment=chrIV_7414692_7415846_1 type=IN VIEW

Figure 36: CS=5.52

.ctttcagagacc|acactctc
.tttgcagagacc|tcactctc
.cttacagagacc|tcactctc
.Ccttccagagacc|ccactcac

ok kookokkook ok kok

egl-19


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10079190-10079708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6127715-6128224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140797816-140798342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88825799-88826332&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10079190-10079708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6127715-6128224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140797816-140798342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88825799-88826332&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10077930-10079101&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6126831-6127626&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140796948-140797727&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88824773-88825710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7414085-7415847

QaQaa

C.Ele
C.Bre
C.Jap
C.Rem

.Ele| -caggttag|tattttattttg..... 65...——————————- tggaaactgataattcttac-GAAGcA-AGAAGAA-—-—-—-—————— tcttcatctgttggatagat...1618..
.Bre  -caggttag|tagtacactttt....958...acaaa--aaatttggaaatgag—————- TAGTaGAGAAtgGAAGGAGAGATTgGGAGGggtcatagtttcaaatgatc...1186..
.Jap -caggtcag|tttttaattttt...1839...tttttttcctccca——----———-- tttcacTGGAAGA-AGAAGAaGAAGG------- cgaaaaaggacagaacatct...1022..
.Rem acaggt-at|ttctttactttt....806...atcaatctctttcggaaatg-———------- TTTAGAA-GGGAGAAAAGAGAgaGTTGttatgagacactttatcgtc...1548..
skkdkok ok [k ok ok kkok * ok ok kk ok *
id=250450 gene=C48A7.1 name=egl-19 segment=chrIV_7406212_7407971_1 type=IN
----caggtaaalaggatcgaaat—-——---— ...102...ggagaagaagatgcttcc——-cc TTCTTCTTCTTC----- atcttctcaaatttctttge——..
gaatccagat--|--gacagaaat------ c...62. tcttccgtttgtgaaggacgTCTTCAATTtTCTTctCTTCTTCTTcgGTTGaaaattggaatcgaagacga—"-. .
—————————— ga|gaaagaggaatccagtgg....68...--aggagaagaggcctgtgaca-—---------—---TCTTCTCTTCtTTTTT--TTG--agacggaaattgggaggaga. . .
----tcaggtac|ggaacagaaat—-—---- c...360 00— gaagtggtttgcgacgtctt-——-CAATTTTCTTCTCTTCTTCTTCgaTGGA-aattggaatagaagtggaaa. . .
* ok kkk * % sokkokokokk Kok *k

1d=250470 gene=C48A7.1 name=egl-19 segment=chrIV_7414085_7414586_1 type=IN VIEW

Figure 37: CS=4.32

.324..
.3563..
366. .
366. .

.atttcaggccgc
.atttcaggccge
.tttttaggcagc
.ttttcaggcagc

kokok kskokok Kok

.acttcaggccgglactccgea
.attccaggccgg|tctacgta
.gtttcaggccgg|tctacgeca
.ttttcaggccgglactccgta

cgtggeag
cgtggeag
cgtagcag
cgtggeag
soksk kokokok

% skokokokokk ok k

egl-19


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10085805-10087581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140803918-140806172&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88834299-88837259&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56451688-56454148&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10079190-10079708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140797816-140798342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88825799-88826332&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56445643-56446153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7406212-7414587

i ~ RN — \_/ B % T21B6.3

N

C.Ele| ccagagtg|ctccgcaggtaa...54...-tcaagcaatatctataacaaATGACaCTCAtcCGCAaatatctctttttctgettc...118.. aaagttcaactt|gttttcag
C.Bri, ccagagtg|ctcggcaggtaa...58...--caagcaatatctataacaaaTGACaCTCAtcCGCAaatatctctttttctgecttc...204.. .taagcacaaagalagtttcag
C.Bre ccagagtg|ctcggcaggtaa...41...-tcaagcaatatctataacaaATGACaCTCAtcCGCAaatatctctttttctgcttc...135.. .aaaaatgaaatajattttcag
C.Rem ccagagtg|ctcagcaggtaa...41l...gtcaagcaatatctataacaAATGACaCTCAtcCGCAaatatctctttttctgettce...133.. .aagaataaagac|tttttcag

sokoskokokokokok [ okok kokokokok ok ok ok sk sk ok ok sk sk e ok ok o sk ok sk s ok ok sk sk s ok ok sk sk sk ok ok sk sk sk ok sk sk sk sk ok sk sk sk sk ok ok o * *k kKoK ok ok

id=13034 gene=T21B6.3 name=T21B6.3 segment=chrX_10947840.10948091_-1 type=IN

C.Ele| ccagagtg|ctccgcaggtaa...164...cgtcttcgaaatttgatctcTGCGttTGGGGTCATgaagacta aaaaaacattaacttcacaaa--------- aaagttcaactt|gttttcag
C.Bri| ccagagtg|ctcggcaggtaa...226...tttcttcgaaattcgatctcTGCGttTGGGGTCAcacaggctggcacctcaaagcagtgacaaaaaaagagcagataaagaaaacagcagataagcacaaagaal-gtttcag
C.Bre ccagagtg|ctcggcaggtaa...168...cgttttcgaaatttgatctcTGCGttTGGGGTCATggaggtta———————-——-————- aataaaaacagaca----caggaaa--—----—--— aaaaatgaaatalattttcag
C.Rem ccagagtg|ctcagcaggtaa...168...gcttttcgaaattcgatctcTGCGttTGGGGTCATTgaggtta———————---—— agggacaaaaaaa cgagaaa aagaataaagac|tttttcag

k% %k %k k %

skokokokokokokok | koksk  kokokokokkkk sk kokokokokokokokok ok ok ok ok ok ok ok ok 5k ok 3k ok 3k %k ok %k >k >k *k k EE I kkkk >k k%K k * % k%

id=13034 gene=T21B6.3 name=T21B6.3 segment=chrX_10947840_.10948091_-1 type=IN VIEW

Figure 38: CS=2.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10947831-10948099&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14639581-14639938&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174174628-174174900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33018071-33018342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10947831-10948099&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14639581-14639938&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174174628-174174900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33018071-33018342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10947839-10948091

gaacacgg|tgagctattttc....69...ttccataattcta-tattctgTATTCCTGCCCGCCGGCCGCTGATATGTCTGGTAT
gaatacgg|taggtgaaagtt...473...atacttataatcagtattcc———-TTCCACCCACCGGCCGCcTGATATGTCTGATAttCTTGGGTTATctGATAATgA
gaatacgg|taggtggaattt....58...-tcccttttccctctcaccca————————--—- CCGGCCGCTGATATGTCTGGTA
gaatacgg|taggtggtttat....48...-tctctatttctactattcca-—--CCCACCCCCTGGCCGCTGATATGTCTGgTATTcTTGGETTCG—————————-—
sokk kokkok [k ok * ok * ok * sksrckskskokskokskokokokokskokkok koK
tcttgggtttgaacttccag-——------ ...131...cacgttttcagc|aagaaatc
TTGTTGTAACTCAAGTATTAGACGTATCGaCGGCCGGCcTGGGtTGGAAtcattattatttaatgaaaa——----——- ...440...atgttttgcagc|acgaaatc
ttcttgggttcattccttac——---—---- ...144.. .caatgtttcagc|aagaaata
atactctgaaaaacgaacca...118...aaattttgcagc|acgaaatc
Kok kokokok [k kokokokok
id=79309 gene=Y71G12B.11 name=Y71G12B.11 segment=chrI_1738530.1738828_1 type=IN
gaacacgg|tgagctattttc...136...--acttccagcgttgaacccge
gaatacgg|taggtgaaagtt...473...-—————- atacttataatcagtattccTTCCACCCACCGGCCGCTGATATGTCTGATAttCTTGGGTTAtcTGATAATgA
gaatacgg|taggtggaattt...112...---ttccttactctgaaccagtt
gaatacgg|taggtggtttat...103...gggttcgatactctgaaaaa
KKk kkkk |k ok * *k

—————————————— ATATTAGACGTATCGaCGGCCGGCgGGGCAGGtAATGgctggtaagtttggagagac————-----....62.
TTGTTGTAACTCAAGTATTAGACGTATCGaCGGCCGGCTGGGtTGGAA---tcattattatttaatgaaaa———----- ...440.

——————————————— TATTAGACGTATCGaCGGCCGG

skokokookok ok ok ok ok ok ok ok ok ok ok ok sk k sk ok

..cacgttttcagc
..atgttttgcagce
atcgggtgagaatttctata....90..
g———————— ....64..

.caatgtttcagc
.aaattttgcagce
Kk kokokok

1d=79309 gene=Y71G12B.11 name=Y71G12B.11 segment=chrI_1738530.1738828_1 type=IN VIEW

Figure 39: CS=6.24

aagaaatc
acgaaatc
aagaaata
acgaaatc

k kokokokok

Y71G12B.11


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13333584-13333899&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9149452-9150546&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31668160-31668464&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17803978-17804266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13333584-13333899&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9149452-9150546&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31668160-31668464&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17803978-17804266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13333584-13333899&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9149452-9150546&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31668160-31668464&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17803978-17804266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13333584-13333899&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9149452-9150546&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31668160-31668464&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17803978-17804266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:1738530-1738829

e Y | Y | G | V0 A N Y

C.Ele
C.Bri
C.Bre
C.Jap

Q
= | kin-2
C.Ele acaacgag|cacaggttagtt....701...--————- cgtcggggtcctctggagaaAGA-GAaGAAAaAGAAgaAGAGGAAGAAGA-—-———---—- aaaagaggcactagttagct...2536...caccaccaaggalatgtgatg
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Figure 40: CS=4.32
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Figure 41: CS=4.8
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Figure 43: CS=7.44
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11199686-11201853&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112454610-112456587&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104987808-104989441&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10334148-10335899
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C.Ele gccgaatt|gtgagtaagaag...544...attttcccacaagttgatttCATAACGCGATtaAAGTG----ctttctcccttcgggtgtgg——...1350...acatactttcag|atttcatg
C.Bri| agtgaatt|gtgagtgtggag...869...acacacacacaagttgatttCATAACGCGATtaAAGTGctTTGTaggaggttccgacggaggee...1250. . .ttatattttcag|attccatg
C.Bre| gccgaatt|gtgagtaaacga...357...tttcccacacaagttgatttCATAACGCGATtaAAGTG----ctttcccagaggggtggega——....842.. attcactttcaglatttcacg
C.Rem gccgaatt|gtgagtaagagg...382...attttcccacaagttgatttCATAACGCGATtaAAGTG----ctttctccttctagagcagg——....873...gagtgctttcag|atttcatg

Hokokokok | Kok KKK K K kKRR KRR ok Kok KoK oK ok K ok oK oK ok Kok KoK KoK K K oK * * RokkKKK | KoKk KK K

id=164451 gene=F32D1.3 name=F32D1.3 segment=chrV_4356141_4358116_-1 type=IN

C.Ele gggaaatg|gtgagaaataac....38...atccgatc---tagatcgacagt---TGCTTATCGCaTTATGcacaattaaggacaaggaca—-...366...tgaaaattccag|aattctcc
C.Bri tagagagg|gtgagttgtcaa...235...-tttgaaatacgagatcattgACAGtCGCTTATCGCaTTATGcacaattaggggc-agaacag...894. .. .taaattttccaglaattctcc
C.Bre ggaggaag|gtatgaattgtt....27...attcgata---gggatcgacagt---TGCTTATCGCaTTATGcacaattaaggacaagggca—-...376...tctatatttcag|acctatca
C.Rem ggaaaacg gtaagattactt...126...cttgggca———aggatcgacagt———TGCTTATCGCaTTATGcacaattagggacaaggaca— .199. . .gtttaatttcag|gtgtctcc
* k[kk K *okokok sorckokskokokokkokokkoksokkokokkokk Kok sk kok Kok *k kokk * ok

id=164453 gene=F32D1.3 name=F32D1.3 segment=chrV_4355571_4356054_-1 type=IN VIEW

Figure 47: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4356132-4358124&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:7043713-7045936&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:38916363-38917660&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59338642-59339995&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4355562-4356062&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:7042413-7043643&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:38915794-38916293&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59338151-59338572&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4355570-4358116
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C.Ele aagatcag|gtatgcttgtct....64...gctgcc———----- gccttccgtaactcAAAAATCGtGTTTTATCTTCA--atttacgtaatcaaatggaa...747...tataactttcag|atgcaaga
C.Bri aagatcag|gtatgtcccact....92...gccgat———---—- gtcttccgcaactcAAAAATCGtGTTTT-atcttccaatttacgcaatc———----- ...707...tataattttcag|atgcaaga
C.Bre aagatcag|gtatgcctgtct....62...gaagct-————---- gtcttccgcaactcAAAAATCGtGTTTTaTCTC-ccaatttacgtaatcaaatc---...736...attaattttcag|atgcaaga
C.Jap aagatcag|gtattttatcta...157...gccgcttcaaggtcgttttc————--——--- TATTGGaTTTCGCTTTCccggaaagagaagaagaata---...717...ttttaattacag|atgcaaga
C.Rem aagatcag|gtatggtgtctg....63...gaagct-———---—- gtcttccgcaactcAAAAATCGtGTTTT-atcttccgatttacgtaatc———----- ...763...ttcaattttcag|atgcaaga

koK ok koK ok | Kok ok ok * % * kKK Kk ok kkk * ok K kK KoKk | dokokskokok koK

id=216551 gene=RO8E3.4 name=ztf-16 segment=chrX_ 4808641_4809536_-1 type=IN

C.Ele aagatcag|gtatgcttgtct...777...ttgtaaattgtaat-—-attgtg——-TGAAaGTGAAAACCGATTTTT-agatgttaaaaacataccgt...34...tataactttcag|latgcaaga
C.Bri| aagatcag|gtatgtcccact...723...-——-——- ttgtaatgtgatcgaaagcg———-—-- AAAACCGATTTTTaagacaatacacaaaataaa-...77...tataattttcag|atgcaaga
C.Bre| aagatcag|gtatgcctgtct...760...----aaattgtaatgtgatcgaaa————--- GGGAAAACCGATTTTTaagacaataagaattttgat-...41...attaattttcag|atgcaaga
C.Jap aagatcag|gtattttatcta...797...----aagttgtaat---attgaagattGAAAGCGAAAaCCGATAttttacttgatcggaa-—--tgtg-...77...ttttaattacaglatgcaaga
C.Rem aagatcag|gtatggtgtctg...788...-—————- ttgtaatgtgattgaaagcg-————-—-—- AAAACCGATTTTTaagacaatcggaatagtgtg—...39...ttcaattttcag|atgcaaga

seokoskokok ook ok [ ok ok sokckokokokk  kk kK sokokokokokokokok  kokk K * * K kk skokok | skokokokokokokok

id=216551 gene=RO8E3.4 name=ztf-16 segment=chrX_4808641_4809536_-1 type=IN VIEW

Figure 48: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4808632-4809544&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9977260-9978153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3063246-3064143&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16424576-16425547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146314633-146315553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4808632-4809544&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9977260-9978153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3063246-3064143&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16424576-16425547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146314633-146315553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4808640-4809536
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.262...acaaactcttc---ttattcaaa----- TGACaTCGTGATA---acaaatcatggtagaaggag...37..
.330...--aaaagttccgatttcttcga-————- TGACaTCGTGATAaga--aagtcatggtcgaagga-...38..
.333...tcctccteccte---ttcttcaaa——--- TGACaTCGTGATAagagcaagtcatggtcgaag---...40..

274...ccaaaagttcca--ttcgtcttCTCCgaTGACaTCGTGATAaga--aagtcatggtcgaagga—...38. .

.tttagtattatg
.tttagtattatg
.tcttgtcttatg
.tctagtgttatg

* ok ckk o ckokokkok

id=111312 gene=T23D8.3 name=T23D8.3 segment=chrI_9972995.9973370_-1 type=E3

ttttttca|gacgggtatggtacgaTATCACGAgaGTCGaggagttgagagtgcatgggataagacacatca
caatttca|gacgggcatggtacgaTATCACGAgaGTCGaggtgtcgaaagtgectgggataaaacacatca
ttaattca|gacgggtatgatacgaTATCACGAgaGTCGaggagttgaaagtgcatgggataagacacatca
tattttca|gacgggtatgatccgaTATCACGAgaGTCGaGGAGtcgaaagtgcatgggacaaaacgcatca

sokokok [ kokskokskok koksk sk skokskskokskoRskokokskokskokskokokskokok Kok kok kokokoksk ok kok Kok skokskokok

ggttagtg
ggtgagtc
ggttagtg
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kokk kK

id=111320 gene=T23D8.3 name=T23D8.3 segment=chrI_9971643_9971705_-1 type=E3 VIEW

Figure 49: CS=3.12
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9972986-9973378&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7571524-7571985&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:178350592-178351058&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111894767-111895178&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9971634-9971713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7570669-7570748&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:178348796-178348875&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111893625-111893704&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9971642-9973370

W F53H10.2
e .

C.Ele atgttgat|aatccgtaagtt...2130...---gaagacttgtgaccgtagtcGTTGtTTTCaACCGAA---aaattggaaaaaaagagtaa ...1180...acttttaatctt|ttcagatt
C.Bri, atgttgat|aatccgtaagtt...1971...---gcagaattgcgatcgtagccGTTGtTTTCaACCGAAaaaaaattgaaaaaaaagag—————— ...1050...ttatatcttcat|ttcagatt
C.Bre| atgtcgat|aatccgtgagtt...1448...---gcagaattgcggtcgtagccGTTGtTTTCAacCGAA--aaaattgaaaaaaaaggaga———————- ...1061...acttttaattct|tacagatt
C.Rem atgccgat|aacccgtgagtt...3682...ttggaaaaagagggaaaaaa——-GAAGaGAGAaAAAGA-—----————- aaaagaggagggcgtatgtg...1228. . .atcacttttttt|tacagatt
Kkk KoKk | Kk kkokk kKKK * ok ok kX * k% ®k Kk kKKK K K * ok k[k kkkkkk
1d=155014 gene=F53H10.2 name=F53H10.2 segment=chrV_10860861_10864250_-1 type=IN
C.Ele tggcacta|aaaaggtgagtt...2335...gtcaccttcccccgttcaag———--- TTCGGTGAAACAAC----- aaacagacagtgtctccgat...1894...ttaaccgatcgajattccagt
C.Bri tggcatta|aaaaggtgagtg...2103...acagaagcatcccgttcaag———--- TTCGGTGAAACAAC----- aaacagacagtgtctcatgt...1781...tcaacactgggalatttcagt
C.Bre| tggcatta|aaaaggttagtt...2458...cctctctcaacccgttcaag-—————- TTCGaTGAAACAAC----- aaacagacagtgtctcctgt...2041...taaatcatgggalatttcagt
C.Rem tggcatta|aagaggtaagag...1108...-—-——-—- tatcgatgatcagaggtatcTCTTTTCTCcCTTTcccttcgacaatatgtgtct-————- ...3498. . .tcaacgacggaalatttcagt
skkokk ok [k kokkok kK * kokok * * * *kk Rk koK * ok ®|skoksk kokokk

1d=155018 gene=F53H10.2 name=F53H10.2 segment=chrV_10855315_10859621_-1 type=IN VIEW

Figure 50: CS=4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10860852-10864258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8393052-8396169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67154114-67156719&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:99476009-99481022&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10855306-10859629&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8388086-8392064&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67148369-67152962&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:99468893-99473593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10855314-10864250
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.agcaggctcacattaatatcTAGTGTAGAGATAGaGCGGcgaaaatggattagtggtac. ..
.gcttggectcacattaatatcTAGTGTAGAGATAGaGCGGcgagaatggattagtagtac. . .
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id=82016 gene=R13H4.1 name=nph-4 segment=chrV_11836067_11838007_-1 type=IN
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id=82016 gene=R13H4.1 name=nph-4 segment=chrV_11836067_11838007_-1 type=IN VIEW

Figure 51: CS=3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11836058-11838015&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6836920-6839228&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110076157-110078340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:36169326-36172261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126751091-126753161&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11836058-11838015&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6836920-6839228&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110076157-110078340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:36169326-36172261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126751091-126753161&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11836066-11838007
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C.Ele gcacagaa|gaaggtaagcca....313...cacattaatatctagtgtagAGATagAGCGGCGAaaaaggattagtagtaccgt———-—---—- ...1550...atctgtttattt|tcagcgag
C.Bri acatagaa|gaaggtaagatc....316...cacattaatatctagtgtagAGATaGAGCGGCGAgaaaggattagtagtaccgt————----- ...1898...tcgttacttttt|ttagtgaa
C.Bre tcatagaa|gaaggtgagtaa....320...cacattaatatctagtgtagAGATagAGCGGCGAaaatggattagtggtaccgt————---—- ...1769...ctctttattttt|tcagtgaa
C.Rem| gcatagaa|gaaggtaagaga...1781...cttttgcgaaggcggaggag-GATGTGCCAGTTGTTT-———-- ggtcctcccgegggatctga. ... 193. . .ttatttttgttt|tcagtgaa
sk kokokok [ kokokskokk Kok * ok * * ok okk kkok * ok Kk ok okokk * ok kokk [k Rk Kok
id=82016 gene=R13H4.1 name=nph-4 segment=chrV_11836067_11838007_-1 type=IN
C.Ele| caaacttt|attggtaagcct...2394...tatcaggttacatacaagaa-——---- TCGCaCGCT-ATCTgatgacggaaattctgattc....927.. . .tcacgtgttg-—-tt|tcaggaac
C.Bri caaacttc|attggtaggtta...2386...tatcgagttacatacaagaa———--- TCGCaCGCTCATCTaatgacggaaactcggattg....567...aaatatttta---tt|tcaggaac
C.Bre caaattat|gtcggtgagttt...1813...tctcaggttacaaataaaaa———--- TCGCaCGCT-ATCTaatgacggaaactcagattc....604...---cgtgttgctttt|tcaggaac
C.Rem ctaacttc|attggtaagatt...1046...ttgaagataagaaatcataaGAACAACTGTACATT----- ggatcggaaaactcaccaaa...1315.. . .tcacgtgtat-—-tt|tcaggaac
* Kk ok * kkk ok * * ok ok ok ok kK * kk ok * kokk Kok * ok ok | skokskoksk ok ok ok

id=82018 gene=R13H4.1 name=nph-4 segment=chrV_11832541_11835938_-1 type=IN VIEW

Figure 52: CS=3.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11836058-11838015&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6836920-6839228&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110076157-110078340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126751091-126753161&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11832532-11835946&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6833761-6836808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110073535-110076045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126748523-126750979&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11832540-11838007

C.Ele cgggtcgt|tcccgaggagaa...515...tagtgaaaagatgcgaaagtGCGATATGCAAATG—————--- ctttacttactttcttttgt....80...gatggcagatgg|caaccttt
C.Bre  tggatcat|tcccgaggagga...549...tagtgaaaagatgtgagagtGCGATATGCAAATG---—--—- ctttacttactttccctctt...118...gatggcagatgt|tatgtatt
C.Jap  gggatcgt|tcccgaggagaa...555. .. .gag-aaagagatggagaagggCGATATGCAAATGGcgegectcttttacttactag———---—- ....85...aacaaaaaatgalaaataaac
C.Rem tggatcat|ttcctaggagaa...520...-agtgaaaagatgtgagagtgCGATATGCAAATG-——-——-—- ctttacttactttctttctt...115...tatggcagatgg|catccaaa

kk kk ok |[k kk kkkkk Xk kk  kk kkkkk kk okok ok ok ok ok ok ok %k %k %k %k ok k 3k >k %k >k 5k %k 5k %k k k * *  kkk

1id=115537 gene=C29H12.6 name=C29H12.6 segment=chrII_6116680_6117352_-1 type=IN

C.Ele| gatatgct|tcacatgattcc...463...-aattttgctgcacaaacattCATTaTGTAatTATCGCtgatgggaaggagagaagga——————— ...495...cccacttcaaaa-|ccttcatt
C.Bre| gatatgca|tcacatgattca...256...-aattgtgctgcacaaacattCATTaTGTAatTATCGC---taggaaggacacaagagggc————...469...-ccacttcaaaat|ccctcatt
C.Jap gatacgct|tctcatgattct...105...taattgtgctgcacaaacatTCATTaTGTAatTATCG-——----— gagagggggagagcageggg. . . 386. . .accacttgaaaa—|cgctcatt
C.Rem gatatgca|tcacatgattcc...115...-aattgtgctgcacaaacattCATTaTGTAatTATCG-———---- aaagggacaagaggcgaacg. ..486...accacttcaaaa-|ccctcatt

sokokok ok Kok skokokokokokokok sokokok skokokokokok sk ok ok sk ok sk ok ok ok sk sk e sk ok ok sk sk o ok ok ok * *k sokokkokk kokokk |k skokakokok

id=115541 gene=C29H12.6 name=C29H12.6 segment=chrII 6115423 6116461 -1 type=IN VIEW

Figure 53: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6116671-6117360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49308682-49309443&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5096521-5097255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16074190-16074918&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6115414-6116469&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49307652-49308474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5095770-5096358&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16073272-16073969&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6115422-6117352

%\_H(HGOZJ

C.Ele gtgcgtGT|CAtaGTTGtAAGTTCACAAAtTGCCActGAATgtgctcac——————-—-—- tgtttttatatt...115.. .aataatattga-alattgtagt

C.Bri gtgcgtgt|catagttgtAAGTTCACAAAtTGCC-——-——- c————== ctgaatgatccgttttgat---...121...-ttaatgaatcaa|gttttagt

C.Bre gtgcgtgt|catagttgtAAGTTCACAAAtTGCCA-——--- ctgactactgaatg---tgttcc——---- ...142.. .tttaatcctcaat|atttcta-

C.Jap gtgcgtGT|CAcaGCTGtAAGTTCACAAAtTGCCA------ ccgat--ccacatt---catttcgc----...139...agtgaaattta-alaacttgat

C.Rem gtgcgtgt|catagttgtAAGTTCACAAAtTGCCA------ c—————- ccgaatg---tgttccgattca...137...-atataataaaca|gtttcagt
sokokokokokokok | ok skok kKooK sk ok sk ok ok ok ok ok ok ok ok * *k *

id=297395 gene=H01G02.1 name=H01G02.1 segment=chrIV_11803842_.11804020_-1 type=IN

C.Ele gtgcgtgt|catagttgtaag...65...---tcaccacaaaacaacattcg-GTTCctTGGCATTTGTGAACTTTAGTTGAT----cttcaactactactaactgagttaacct-—-———- cgtaaaa--ctgaa-aataatattgaalattgtagt-—------

C.Bri gtgcgtgt|catagttgtaag...70...---cttcaa——--—-—- atactcggttctct-GGCATTTGTGAACTTttgttggtcatc-—-aaccaactactaacca-——----- ttaaattagat-agagcatgtat-taatgaatcaa|gttttagt-———----

C.Bre gtgcgtgt|catagttgtaag...88...---cttcca——---- aatattcagttc-ctTGGCATTTGTGAACTTttgttggtttt-cagacaaaaccactaacaa----aaaatcattttgttaaaa----------- attgtttaa|tcctcaatatttcta

C.Jap gtgcgtgt|cacagctgtaag...89...ccactccga-——---—-—- aaattatgtta-—-TGGCATTTGTGAACTTTGGTTGAC----ct----caactactaactg---taatttgtagtacatcaaa--cagaacagtgaaatttaajaacttgat------—-

C.Rem gtgcgtgt|catagttgtaag...85...---cttcca-———---- tctattcggttc-ctTGGCATTTGTGAACTTttgttggttattttgatccaactactaacc—————---- tcaatcatctgagatcttgaatataataaac--a|gtttcagt-——----
* * ok ok * *

kokokokokokokok | kok  kk kokkokkk * % * % * >k 3k %k ok sk ok sk ok ok ko kkkkk  kkkk )k kokokokokk

id=297395 gene=H01G02.1 name=H01G02.1 segment=chrIV_11803842_11804020_-1 type=IN VIEW

Figure 54: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11803833-11804028&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10196872-10197066&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:162337893-162338109&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:132421924-132422137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80198718-80198929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11803833-11804028&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10196872-10197066&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:162337893-162338109&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:132421924-132422137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80198718-80198929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11803841-11804020
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QaQaa

.Ele
.Bri
.Bre
.Rem

attgtgag——--

gttgtaag-—---

----caaaatct

tatgtaag-—---
*

aaggtaa--a

**x k%

k ok ok [kkk kkk *

ttttggaaattt...
ttagggaattta..
tttcggaaaaca...
ttatgagagcat. ..

gataaaaggaag. .
--agttagaa|gatcaaagaggg. .
--tgaaatga|gatcaaacgaag. .
--ggtaagga|gatgaaaggaag. .

— -

.497.

.1277..
.533..
.751..

.aaaaatatgcatagt-tgtccATATtCATGTgGGAACTTTtgGTGC-—--tcatctctatttgacaagag. .
Lo tcgcataacgtgtccatattCATGTgGGAACTTTTagcagtact-catccttttct——---—---
oo tattcatagt-tgtccatattCATGTgGGAACTTTtagcagtgecctcatcteggt———
Lo tatgcatagt-tgtccatattCATGTgGGAACTTTTagcagtgecc—catctctgttt-
sokokskskskokokskokskokskokskokokkokskokskokskokok ook ok okokok *

id=78312 gene=K08B4.1 name=lag-1 segment=chrIV_6102966_6106156_1 type=IN

.760..
.433..
.397..
.437. .

s taccaagtaccgatattcatGTACAAGGacTTCCACGTGGTGTtatacttgacacacttcatc. .
.acacattctcaagtacc--c---ca----AAAGGacTTCCACGTG----ttctttccatagctagctgt. .
Lo ttctggagtact-ctctttat-—---AAGGacTTCCACGTG----ttcgctattcttctcaacac..
.tca---tctcaagtact--cattca----AAAGGacTTCCACGTG----tttctactttacattatatt..

* %k %k k k * 3k 5k 3k >k 3k >k >k ok >k %k %k %k %k >k k *

id=78316 gene=K08B4.1 name=lag-1 segment=chrIV_6106497_6107706_1 type=IN VIEW

Figure 55: CS=5.8
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..3182..

.tttccagctgat|ccattcta

.ttttcagccgac|caattcta

.ctttcagccgat|ccattcta

.tttccagctgat|ccgttcta
ok kkokok Rk [k

.ttttcagattct|tctgccca
.cattcagattct|tctgtcca
.tttccagattct|tctgccca
.atttcagattct|tctgtcca

)k kokokokokokokk | kokkk kkk

ok k ok k

lag-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11387620-11390827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7314377-7319263&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:82972986-82976654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:73985486-73989514&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11386070-11387296&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7312726-7314053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:82971657-82972662&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:73984262-73985158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6102966-6107707

m ser-7
— ———

C.Ele aacttgtc|aggtcagttggg...241...--tacacacacacacatattgtGGAAATaaCTATaaGAATTGGTTTT--------—- tttgtcaacgacgcgececggg-————--—-—————--— ...2931...ctcttttgtttc|aggtcatc
C.Bri  gacgtgtc|aggtcagctgag....72...-—————————-—-—— atgtgttgtcaattcaacac-————------ TTTTtCACCtaTTCAtaagtttcgaggcacgaaga——————- ...2829. . .tatttctctttc|aggtcctt
C.Bre aacttgtc|aggtcagctggt...2b1...aagagaagagtacacatattGTGGaaATAACTATaaGAATTGGTTtTTGT-——-—-——--—-- cgacgacgcgtgagatagaa-—-— ...2252...tccctttgtttc aggtcatc
C.Jap aacttgtc|aggtcagttgga...223...--—--- agagtgcacatattgtggaaATAACTATAgGAATTGGTTTT——-—--—-—--- ctgtcggecgetge----aatagaa ..2001...tactctagtttc|aggtcatc
C.Rem aacttgtc|aggtcagctggt...286...aagagaagagtacacatattGTGGaaATAACTATaaGAATTGGTTtTTTGTGGACGACGCGG-———--—-—-——- gagatagaacaagagcggtg .2175. . .ttcctttgtttc|aggtcatt
Kok kokokok | Kokkokkkk koK * ok okkkk ok kkk HokkK Kokokok | okkokk K

1d=193558 gene=C09B7.1 name=ser-7 segment=chrX_2674978_2678238_1 type=IN

C.Ele aggaccat|tggtatgtcatt....989...--————- ggcatcgttctcgttccaat AAAATCAtATTCaATGGgaGTTTTT-——--- ttttgtcgaggectgecttc...376...acctatgattac|agattcgg
C.Bri, aggaccac|tggtacgtcaat...1014...caaagtggcac--ttattgagc TGAAg cGGTGGAAA---—————-—- ttctttcatctcttctctca...494. . .gttttttttttc|agattcgt
C.Bre| aggacctt|tggtacgtcact....537...----ggggcatcgtagtcgttcca ATAAAATCAtATTCaATGGgaTTGTgTTGCctgcc-—-ctcc-gacatgtgacg. . .462. . .actcattattac|agattcgt
C.Jap aggaccat|tggtacgtcagc....448...----—- gggca-—-tttctgttccaataa AAAATCAtATTCTATGGgaTTGT----- gggtctcttcctgacatgtg---...440...tttcgtaattgc|agatccga
C.Rem aggaccac|tggtacgtcagt....450...-———————————- ttttcttgcctgttggggcaTCGTaGTCGtTCCAaTAAAATCAtATTCaATGthTTGTgTTGCctgccctctcc gacatgtga--...454...actcattattac|agattcgt
sokokkokk | skokokokok kokokok *k * Kok * K ® Rk k[ sokkk Kok

1id=193560 gene=CO09B7.1 name=ser-7 segment=chrX_2678569.2680022_1 type=IN VIEW

Figure 56: CS=6.9


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15040607-15043884&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4191834-4194830&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:783186-785799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154244872-154247197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33984824-33987407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15038823-15040293&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4189906-4191508&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:781763-782872&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154243567-154244558&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33983482-33984510&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2674978-2680023

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

aacttgtc|aggtcagttggg. ...
gacgtgtc|aggtcagctgag. . ..
aacttgtc|aggtcagctggt. .
aacttgtc|aggtcagttgga
aacttgtc|aggtcagctggt

kk  ckokckok [kkkkkkk kxk
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kokokkokokk koK

...869..
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97..

1id=193558 gene=CO09B7.1 name=ser-7 segment=chrX_2674978_2678238_1 type=IN

.tgtgcactctgtttcttctgTCTTTTTTCcTTTTTCTTTT
.gaaaacccaaaccaaacgca-—-—-- TGTGTTGTCAAtTCAAcact--ttcacctattcataag----...2389..

.359..
.738. ..
.744. .
.2110...
.816. ..

* k*x %k *%

.—ggcacattatttgggagaga-—--AAAGaaAGAAAAGAAGtaagaagggggaagagggtg———. .
ggcaattaggagaggtgcgtTTGATTGACAgATACA--gaccttgaaaaaaaaatcca. .
.——-aacggcaattaggag-gctat-—-TTGATTGACAgATACA--caccttgaactatcgttcge. .
gcaaacgaccaccgcacgaaAAAGtGAAGAAAGAAAAAGAGA--gccttctcttcctteegett. ..
----acggcaattaggagtgctac--TTGATTGACAgATACA--cgccttgaactattgttcge. .

* k% kk ok *

1d=193558 gene=C09B7.1 name=ser-7 segment=chrX_2674978_2678238_1 type=IN VIEW

Figure 57: CS=6

..tctgcactctttttccggtc——-CTTTTtTTTCTcaCTTT--c-ttactccacatcttgaaac ..3140..
..ttttgetttttttcactcca——-——- TGTGTTGTCAAtTCAAcactttttcacctattcata ..2847. .
.gaaacctccccccaaacgca—————- TGTGTTGTCAAtTCAAcact--ttcacctattcataag----...2420..
———————— cctccgtttttaaagcaaaa...1356..

.2822..
.2162..
.1773..
.113..
.1671..

.ctcttttgtttc
.tatttctctttc
.tccetttgttte
.tactctagtttc
.ttcctttgtttc
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aggtcatc
aggtcatc
aggtcatt
sokkokok

.ctcttttgtttc
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.tccectttgttte
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*okokok
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15040607-15043884&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4191834-4194830&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:783186-785799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154244872-154247197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33984824-33987407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15040607-15043884&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4191834-4194830&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:783186-785799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154244872-154247197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33984824-33987407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2674978-2678239

E/\-/WM deb-1

C.Ele aaacttga|ttcaggttagtc...215...gtgtcggctcctaattcgttGAGCcaACACAcAACAAtagacaaacaagtcgacaaa...323...----aagaaattgtgt|tt-caggtt
C.Bri aaacttga|ttcaggtgagaa...205...gtgtcggctcctaattcgctGAGCcaACACAcAACAAtagacaaacaagtcgacaaa...334...ctgtataatac——--t|tt-taggtt
C.Bre aaacttga|ttcaggtaaatc...161...gtgtcggctcctaattcgttGAGCcaACACAcAACAAtagacaaacaagtcgacaaa...378...----gtaaatttctgt|ttgcaggt-
C.Rem aaacttga|ttcaggtgagaa...190...gtgtcggctcctaattcgttGAGCcaACACAcAACAAttgacaaacaagtcgacaaa...361...----ataattctggtt|tt-caggtc
Fokk KK KKK KKK KKK K KKK KKK KA KKK KKK KoK KA KKK KA A KKK KKK KoKk KK A KoKk K KKK K KoK K * * kK KKKk

id=216415 gene=ZC477.9 name=deb-1 segment=chrIV_7091787_7092405_-1 type=IN

C.Ele caattgca|taatggtgagtt...916...-actttctttttttccgctttTTGTTTGTGTGCTCcttgtaatttttcgacgacg—-...385.. .actaa--aatatct|cacagggg

C.Bri caattgca|taatggtgagag...693...-ttttgagctctccccgctttTTGTTTGTGTGCTCcttgtaa--ttttgacgatggg...184.. . .tctaa—-tatatct|cataggtg

C.Bre cagttaca|caatggtgagta...383...-gtcgtttttttacccgctttTTGTTTGTGTGCTCcttgtaatttttcgacgacg——...452.. .acatg--caaacct|aacagtgc

C.Rem cagttgca|caatggtaagtt...342...cactttc-ttttttccgctttTIGTTTGTGTGCTCcttgtaa-ttttcgacgacga—-...267...--taagtatcatct|cacagggg
Kk Kok k| kkokkokk ok * ok skkoksokokkskokokokokskoRsokkokkskok ok ok kokok kokskokok X * kx| K kk

1d=216431 gene=7C477.9 name=deb-1 segment=chrIV_7087897_7089275_-1 type=IN VIEW

Figure 58: CS=6.08


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7091778-7092413&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8841205-8841841&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:63023925-63024561&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56170624-56171272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7087888-7089283&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8837862-8838833&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:63020489-63021418&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56167456-56168159&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7087896-7092405

w teg-4

N

C.Ele aaaacaag|gtca gt ttct::::::ttaaatttag-———----------- attcaaa--------—- TCGAACCTTGTTCTCTTCTTCAagAGAATACATTCTctaaaatattctctcaaccg————- ...1883...acaaattttcaglaatttccc
C.Bri aaaataag|gtga gt tgtaat: TCGAcg TCGGGgATTCAGAAggAAGT-—--- ctaaaaaagaagaaaaaaag-—----— ...4763...ataattttgcag|aacttccc
C.Bre aaaacaag|gtac gc tat---: TCTCTTTTT------—--—---- TTCgggtgagaatgtgtgaaaat-—--- ...4907. . .ttttattttcag|aacttccc
C.Jap agaataag|gtgc----- gtttctgegtttttttgtattge: : cgatccattatttcatttacacgc GAAGAatGAGAaGAAGAAG--------- agagccttttgagctggata...1481.. . tttttttttcaglaacttccc
C.Rem aaaacaag|gtacgcgatgt----————-----—- tgttct::::::ttctatcctgcaaccacctgcaccattcacaggtaaaacgT----TTTCgaTTTCTTCTT [¢ gattcattccctag-——-- ...2479.. . ttttcttttcaglaatttccc
* kk skokok | Kok * * * * sokok kokok [ kok skokokokok
1d=207064 gene=K02F2.3 name=teg-4 segment=chrI_6819439_6832583_1 type=IN

C.Ele aaaacaag|gtcagtttcttt...3860...-———————-——- gtctcgtcttcgtttaaagtAGGGTTGTTTTTGAAtGAAGAGGATAAGaTTTGA-aagaaaactgagagga-tcct...1031. . . acaaattttcag|aatttccc

C.Bri| aaaataag|gtgagttgtaat...1067...-————--- aaagttaccgctgecgttga———--- ACTTTTCTccGAATT-—----- TTGAgtTTGA--gtgtagttgtagagacttgt...3833...ataattttgcaglaacttccc

C.Bre aaaacaag|gtacgctatatt....188...gaagtctaaagggt gaataa GAAGAAGAAAAGGAGA--agaagtaggaggtggtttat...4721.. . .ttttattttcag|aacttccc

C.Jap agaataag|gtgcgtttctgc...4138...-——————--—- ggttctccatcaagaaattgTTTCTTTTCTCT-—-TT--———-—- TT----- tttctctgttgctgcaacaa——-—- ... 771 tttttttttcaglaacttecc

C.Rem aaaacaag|gtacgcgatgtt...3974...-——————- aagggtcctcactaaaagaa AAGAAaaGAAGGAAAAcatataactaccttta-ttge....935. . .ttttcttttcaglaatttccc

* kk ckkok[kk % * * sokok kokok [ kok skokokokok

id=207064 gene=K02F2.3 name=teg-4 segment=chrI_6819439_6832583_1 type=IN VIEW

Figure 59: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8239829-8252990&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:8234356-8247381&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122519002-122532369&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:52333475-52351107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:26592569-26608684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8239829-8252990&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:8234356-8247381&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122519002-122532369&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:52333475-52351107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:26592569-26608684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6819439-6832584

WF13E9.11

C.Bri, cacatggagattccaggtga...458...-————-- tgacagtgtatagtaatataGTAATGCAAACATacaaatatgtgaacagacgg----...1265...--aaaaatgcccccatccatcg

C.Bre  tacatggagattccaggtaa...476...cagttgatgacag-——---—- taatataGTAATGCAAACATatatacatgtggacagacgg-——-...1313...attgtgatgcccatctcggt—-

C.Jap cacatggagattccaggtaa...469...----tggcgacagtgta---taatataGTAATGCAAACA----aatatgtgaacagacgggac—...2472...gttcgaatgcccatctcatc—-

C.Rem tacatggagattccaggtga...440...-———-—-—- tgacagtgtatagtaatataGTAATGCAAACACGA--atatgtggacagacgggtgg. ..1352. . .tgaaaaatgccccagt-—agtg
sk kokokskok ok Rk kR ok ok *okokokok sokoskokskokskok Kok ok sk ok sk ok ok ok ok ok * kokokokok kokokskokskokok skckkkk ok

1d=21296 gene=F13E9.11 name=F13E9.11 segment=chrIV_10866965.10868914 -1 type=IN

C.Bri cacatggagattccaggtga...1117...tttccccatcatttcttctc--ATGTTcaTGCActTTGCacttgtcgacaacttgegea....602...--aaaaatgcccccatccateg
C.Bre| tacatggagattccaggtaa...1143...tcttgttcttctttttcctc--GTGTTcaTGCActTTGCacttgttgacaacaggcaaa....642.. .attgtgatgcccatctcggt—-
C.Jap cacatggagattccaggtaa...1182...agagggcaacatttcgctcg-—--TGTTcaTGCActTTGCacttgttgacaacgagcggt...1755. . .gttcgaatgcccatctcatec—-
C.Rem tacatggagattccaggtga...1174...tctcatctttttcattctccTCGTGTTcaTGCActTTGCacttgttgacaacagaagga....614...tgaaaaatgccccagt--agtg
sokckokokok koK ok kR Rk ok ok * sokokokskokok ok sk ok ok ok koK sk ook ook ok ok ok ok ok skokkkk ok

1d=21296 gene=F13E9.11 name=F13E9.11 segment=chrIV_10866965_10868914_-1 type=IN VIEW

Figure 60: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11151681-11153497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112377980-112379862&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:110300278-110303311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105180823-105182710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11151681-11153497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112377980-112379862&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:110300278-110303311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105180823-105182710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10866964-10868914

ttggaagc
ttggaagc
tcggaagt
ttggaagc

* kckokokk

gcaatcag
gcaatcag
gtaaccaa
gcaaccaa
* kk Kk

tctagacttcag..
tcaagacttcag..
tcccgtcettceag. .
tcacgtcttcag...

k% ok skkokkokk

S =
ttgtttgtcacg...1308...-ttatccttggctga-ttcaccGTGCaCTTTTTTCTTccTTCTT-ttcct————----- ttttcgaagcttcaa—-....256...tatatagatctt
ctgtttgtcacg....149...---attactcattcattcatcca-—-TTCTTCTTCTTCTTtTTTCTccctcc——---—- ttctcgagactctt---...1358...gattgagatatt
ctctttgtcacg..... 32...tctgaaaaccaaaagtttag-——-—----- TTTCTTCTTCTcTTTT-—---—-----— gatttttggtcacttcttta...1402.. . .gattgagatatt
ttgtttgttacg....266...--cagcctataatgacttggcc———------ CGTCtGTTTTcATCG-cctcgaaatgggttttcgga————----- ...1060. . .gatcgagatatt

* kokkok kokk * *kk * % *k ok % okkkok koK

id=45850 gene=B0034.3 name=casy-1 segment=chrII_5951573_5953222_-1 type=IN

tgaaaatt
tgaatttt
tgaatttt
tgaatttt

kkkk kX

casy-1

* * * ok ok

1d=45852 gene=B0034.3 name=casy-1 segment=chrII_5948690.5951395 -1 type=IN VIEW

Figure 61: CS=5.2

.2610...gaagaa-—-————- ataaggaagggcgc-GAGAAAAGAAAAAAGcaGCGC HEE att
.2368. .. ----ggcgcaaggggcaaa-AGAAGAAGAAGAAGAAGGA RS ctt
.2705. .. ctgccaccaaatctata-AAAAcCtGGAGGAAGAGGgcgcataaagaagaa gaagaaa: : ctt
1109...atagaatttttccatca-——----- actCGATaaAAAATGATG---acagctcaagagagatgtctcttcttctactatgaattat::::::aaaagttgataaatacaattcgttctagttgagaacacct

*


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5951564-5953230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5597385-5598992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49651306-49652836&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15969979-15971400&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5948681-5951403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5594716-5597227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49648279-49651146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15967322-15969819&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5948689-5953222

M\/—m daf-12

S

C.Ele gttagttt|gttattatgttt....455...-———-—-—- gaagtgagtggagaggaaag AAGAACtGATGTTcTTGAGtgtgatgtgctct-——-caacatt...4451...--ccagggagctc-c|ggtttcct
C.Bri, gttagttt|gttattattttt....426...--—————---———- ttccttctggagtagaagta-———--GTA--—----——- ATGTcAGAGAGAAA-———--——————————- aaaaactatttttcagcggg...4482...--tcagggagcaccg|cggtttt-
C.Bre gttagttt|gttattattttt....283...--———----———- ttctttgagccgagagttgtTTGGGAAAG-————- AGAAAGAGGAGAA--———--———————- ctgatgttctgtagtgtgat-—-...4620...--tcagggagccc-c|cgtttcct
C.Jap gttagttt|gttttttttttg....242...ttgctggctgeegtttgttt AGAAGAa aGAAAAAGAAGAACTG-——-—-——————-—- atgttctatagtgtaaattc...4660...--ccagggagccctt|cgtttcc-
C.Rem gttagttt|gttattattttt...2402...-———- cacggaaggtacttcagaac-—-—----—---- GAAAatAAAGtAGAAaaAGGAGAAA-—-—————————————— aagagaaatcgacgacggtg...2498...cttcaggga---cca|ggtttcct
sokkokokokkok | okok ok ok kok * Hokkok * * Rokdkokkk K * ok

id=26316 gene=F11A1.3 name=daf-12 segment=chrX_10645835_10659276_1 type=IN

C.Ele gttagttt|gttattatgttt...3083...gattaaaattgtactga----- tttTTCAAAACATTTTCTT---—-——------ atcgtttcaagacttagtac----- ...1826...--ccagggagctc-c|ggtttcct
C.Bri gttagttt|gttattattttt...1357...----gaagtctta--gatttcttcca--—-———-- TTTCTCTCTtGTATTGT------—- ctagagaatagttccaaatg...3551...--tcagggagcaccg|cggtttt-
C.Bre gttagttt|gttattattttt...2032...--ccgaaatgttgcgatcgacc——------ TTCTTTTTTTCctTCTTTTgTCGAtgcctgttgtcgtecgtege————— ...2869...--tcagggagccc-c|cgtttcct
C.Jap| gttagttt|gttttttttttg...3980...-—--——- tattttgetgtttctgagac-TAGTTCTTTTTTTTCTCTTTT-———-- ttcttcttt----tttccgegage-....924...--ccagggagccctt|cgtttce-
C.Rem gttagttt|gttattattttt...3854...----——- aatgttactgacgacgttcg-T--TTCgTCTTcTTCTtCTTTTTTC--tgctatttttcagtttctcc————- ...1048...cttcaggga---cca|ggtttcct
sokkKKAKK [ KokK KK K Kk * % * * * * kkkkkK Ok * ok

1d=26316 gene=F11A1.3 name=daf-12 segment=chrX_10645835_10659276_1 type=IN VIEW

Figure 62: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7059569-7073027&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:6396177-6411875&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20413154-20426778&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:122267967-122281812&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116373562-116386881&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7059569-7073027&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:6396177-6411875&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20413154-20426778&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:122267967-122281812&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116373562-116386881&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10645835-10659277

m sto-2

C.Ele
C.Bre
C.Jap
C.Rem

cttcttcglagtgag----ttgtttttatatctcatct---:
catcttcalagtgag :
cgtcatcg|cgtaagttttacggatacatttatcattttgt:
catcctcajagtgagtttactgttgtttcatatcatcttca
* kok Kk

C.Ele
C.Bre
C.Jap
C.Rem

TGTAaACTTTCTTT----—————-— tagaacaaaa----cttttcaaaa...2687...atttgccactaa

k% kk

cttcttcg
catcttca
cgtcatcg
catcctca

k kk kk

agtgagttgttt..
agtgagttgttt..
cgtaagttttac...
agtgagtttact...

ok kokokk

.3187..
.1786. .
2312..
1667. .

HE TTGTTTGTTGTTTTaTTTCTcatcagtctcatca——————-—-- tcatca...4931...----tccaacaa

raactctaggggatggataatatctcttacacgccttgcctTAACgGAAAGtGGAAAacAGAAA-————-— tgcgaatagaattgag——---- ttt----a...3437...tattctgaaaga
ti:iiiiattttcttttaatctcaataagttttttttectett——----———---—- TTGTTTTCTTGTTTG-——----—-——- aagaattaagaagacatct----a...3302...aactttgaacaa
* * * * E

1d=233792 gene=F32A6.5 name=sto-2 segment=chrX_5315257_5323286_-1 type=IN

.----gacaaac--attattcatagat-------------- AAAGAaAAGTccTGCAaagacgaaaaccgatgageg————— ...1722. . .atttgccactaal|c----atgaaga
.—tgagataaag----- gataggaaaa-—---—-------- AGAAAGAAAACAACGGtGCGA--aataaatcatattgaatctc...3118...----tccaacaalaaagtatgaaga
.-—taaacaaaccgatcttttttTTTCTTTTCTTTTTCGTTA tccaaccaccaaaaaaacgg...2594...tattctgaaagala----atgaaaa
.atgtgataaaa----- attaggaaa----—-—------ CGAAACAAGAAAaaACAG------- atctaccaattttcaattct...3167...aactttgaacaaja----atgaaga

* Kok * * * * ok Kokkkk kK

1d=233792 gene=F32A6.5 name=sto-2 segment=chrX_5315257_5323286_-1 type=IN VIEW

Figure 63: CS=3.84

c----atgaaga
aaagtatgaaga
a----atgaaaa
a----atgaaga

sokkokok K


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5315248-5323294&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3601491-3607257&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:3138744-3145954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146713792-146718724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5315248-5323294&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3601491-3607257&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:3138744-3145954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146713792-146718724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5315256-5323286

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

accaacta
accaaata
accagata
accaatta
accaaata

kkkk  kk

ggtaatattttt...
ggtaacacttta..
ggtaacataaaa...
ggtaatgacgaa. ..
ggtaacatacat...

%k ok Xk k

.464. .

(T aaatccgtttgeccacccgece
*

~_ —

C.Ele cttcttcg|agtgagttgtttttat-——-—-------------::::::2aaaaaaaatattatttatcatttgaaaaaagttgtcaaa——---- GCTTTCTTTCaCAAA

C.Bri catcctcalagtgagttgtagttgttgtttcatatcaccat: CAATTTTGcGAGAA

C.Bre catcttcalagtga HE : GTTGTTTGTTGTTTT-------

C.Jap cgtcatcg|cgtaagtttt 1:::::aatatctcttacacgeccttgcctAGGACtAGGTgAGAAaaTGAAGaAAGATaTTGGAAGAA

C.Rem catcctca|agtgagt HER TCATaTCATCTT-------

* kk kx| kx K * Kk

C.Ele ttttttaccggtaaaacttt-—-————-----—- ...1914.. . -atttgccactaa---|catgaaga

C.Bri AAAGAACAT------ gaaaaaactactgctcgaga...4423...tgttttctaaaaa---|-atgaaaa

C.Bre atttctcatcagt------------- ctcatca...4937...----tccaacaaaaag|tatgaaga

C.Jap  GAGAGGAAGAAAGGAGCAAGAAATAaAGAGGGGAagAAAGaAAACaacgatgaaaaatgaataac——-—--- ...3254.. .tattctgaaagaa---|-atgaaaa

C.Rem CAT--cgatgaaagaaaaattagct----...4851...aactttgaacaaa---|-atgaaga

*  kk ®kokkok ok
id=233792 gene=F32A6.5 name=sto-2 segment=chrX_5315257_5323286_-1 type=IN

N gtttttgtcattcgagcatc—- TTTGgGAAAGaAAAGT----- caataagaatgttgcttgac. .
.1032. . . -——————- tcatcgagtagctaactaaa ATGTTtCTTTtTTC TTCAAAGTTG----cgagtatacgcgagcccacg-. . .
.520...-—attgttgtttgtttttgecg AAAACAACAAAtCAAC--acaaagtacttctgggaatt-. .
.209...aacccaaaacttttttttacGTTTcCTTTTCTCTTCTgcTATTTtTTTGTTTTTTTTTTTaTTTTTggTTTTgtTTTAGGTTTTgTTTTAggTTTTagGTTTTTTTtttcagattctttcatccag-. .

1d=233794 gene=F32A6.5 name=sto-2 segment=chrX_5312768_56315138_-1 type=IN VIEW

Figure 64: CS=5.4

GTGGAtGATGGATGA----tctacttttgtggcgttgaa-. .

.2140..
.762. .
.1546. .
.2099..
.1361..

.gccctettttta|gatg
.ccctaattttta|gatg
.gccctettttta|gatg
.acttgcttttta|gatg
.gccctcatttta|gatg

* Kok Kok ok | kokok k


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5315248-5323294&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10499393-10507327&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3601491-3607257&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:3138744-3145954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146713792-146718724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5315248-5323294&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10499393-10507327&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3601491-3607257&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:3138744-3145954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146713792-146718724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5312759-5315146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10497411-10499309&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3599251-3601413&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:3136177-3138651&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146711788-146713708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5312767-5323286

w unc-62

C.Ele aagattga|catacaaccgttttgaagtgtgtgagaagttgtcattttCGATatTCATC|TGTCtgtc
C.Bri, aagattga|catacaaccgttttgaagtgtgtgagaagttgtcatttTCGATatTCATC|TGTCtgtc
C.Bre aagattga|catacaaccgttttgaagtgtgtgagaagttgtcatttTCGATatTCATC|TGTCtgtc
C.Rem aagattga|catacaaccgttttgaagtgtgtgagaagttgtcatttTCGAtaTTCATC|TGTCtgtc

sokokokok ok ok ok | skokskskok sk ok sk sk ok sk ok sk ok sk ok ok sk ok sk sk sk sk ok sk sk ok sk ok sk sk sk sk ok sk sk ok sk ok ok | sk kok sk ok sk o

id=258170 gene=T28F12.2 name=unc-62 segment=chrV_4499462_4499511_1 type=AN

C.Ele aacaactg|gtacgttatttt...2061...---gctggcagagagacagccttGGCAatGATGGATCGccgecagetggegacgttgac—...1832. . .tatttttctgealggttcatce
C.Bri aataactg|gtaagtgcactt...2344...acgactggcag---gacagccttGGCAatGATGGATCGAcgcagctggecgacgttgaca...1618. . .aaaactattccalggttcatc
C.Bre aataactg|gtaagttcactc...2302...---gctggcagagcgacagccttGGCAatGATGGATCGAcgcagetggegacgttgaca. .. 1441. . . aaactctttacalggttcatc
C.Rem| aataactg|gtaagttccgtt...1971...---gctggcagagcgacagccttGGCAatGATGGATCGAcgcagetggegacgttgaca...1195. . .cttaatatttca|ggtttate

Kok kokokokok | kkk kk * ok ok ok ok k 2k ok ok ok sk ok ok ok ok ok ok ok ok ok sk ok ok kok ok sk skodk ok ok ok ok ok ok ok 3k K ok sk ok ok k ok ok k sk k Xk ¥ kK| kokkk  kkok

id=258195 gene=T28F12.2 name=unc-62 segment=chrV_4505892_4509863_1 type=IN VIEW

Figure 65: CS=1.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16420048-16420114&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:88455-88521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155241720-155241786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89662721-89662787&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16409696-16413684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:78634-82692&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155231908-155235747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89653537-89656799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4499462-4509864

)k kkkkk

aacaactg
aataactg
aataactg
aataactg

k% kkkkxk

aacaactg
aataactg
aataactg
aataactg

gtacgttatttt
gtaagtgcactt
gtaagttcactc
gtaagttccgtt
*kk kok *

gtacgttatttt. ..
gtaagtgcactt...
gtaagttcactc...
gtaagttccgtt. ..

k%% kx *

L..2331. . e tttgtcaatttggttgatggTGA-——-—- AGGTGTCAATTtatgaggaaaagagtgattg——-

....503...tccttgacttcacaccacct—-———--- GTTTGAttTACGAGGTGT-------- gaaaaaagaagcggatttca. .

....417.. .tcctccttctgttgacacct-————--- GTTTGAttTACGAGGTGT-------—- gatctcatgaaatcacaaca..

....374...aagacctgtttttgacacct————-—-- GTTTGAttTACGAGGTGT--——---- gaatccaatgggggaatcaa. .
*k ok *okok Hokokok kK *%k *

id=258195 gene=T28F12.2 name=unc-62 segment=chrV_4505892_4509863_1 type=IN

3812...---agacgcaca--taaattgtcacGATTtGACACTT----TTA--gtggctgtttgggtccgatc———-----

1595...-ttgagtggacattttgactg-———------—- ACATTTCGTGTCAAACtgac------- gaacgaccacccagcc. . .

1281...attgagtggaca-tttgactg-———-——-—-—---- ACATTTCGTGTCAAACtgac——----—- gtacgaccaccctctt. ..

1069...attgagtggaca-tttgactg-———------ ACATTTCGTGTCAAACtgac——-——-—-— gaacgaccaccccgcea. . .
* kkk ko ok kK Hokk ok * ok kk X * kkk ok

id=258195 gene=T28F12.2 name=unc-62 segment=chrV_4505892_4509863_1 type=IN VIEW

Figure 66: CS=3.84
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16409696-16413684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:78634-82692&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155231908-155235747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89653537-89656799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16409696-16413684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:78634-82692&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155231908-155235747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89653537-89656799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4505892-4509864
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C.Ele cgatggag|gtgagaaataga...665...cgcctaggcgaaagatatat————----—- AGGGTGTCAAta-ATTGgatttgcacaccgatacaca——————---— ...377...ttcaagtttcag|ggatcatc
C.Bri, cgttggag|gtgagaaataga...163...-————- aattgtctatctagaggggg-——-GAGGGTGTCAAta-ATTG-g---attcagtgtctcctctcte————- ...423...cagatgttcccg|ggatcctce
C.Bre cactggag|gtgagaagttta...395...-————————-———- atggataataggcgacgaagAGTCAATCTAGTAaa---gtgcggecgac———-——- tctaaaat...602...tagatgtttcag|ggaccatc
C.Rem cgttggag|gtgagaaataga...234...-————- ggataaatatggataatagg-—----—--- AGTCAATCTAGTAaa---gtgc-acgacactctttct-—---—- ...566...tagatgtttcag|ggatcttc

* kkokskok | kokkskkkk kK kK ok skkkkK K K * % ® Kk ok k[ kkk ok kK

id=258186 gene=T28F12.2 name=unc-62 segment=chrV_4502827_4503948_1 type=IN

C.Ele aacaactg|gtacgttatttt...3811...gagacgcacataaattgtca—-———- CGATTTGACACTTTtagtggctgttt-gggtccga—————..... 83...tatttttctgca|ggttcatc
C.Bri, aataactg|gtaagtgcactt...3904...gtgacgcacataaattgtca———--- CGATTTGACACTTTTagtggttgttt-aggtccgat———-..... 59...aaaactattcca|ggttcatc
C.Bre| aataactg|gtaagttcactc...2693...----- tgataaagattgtgacaaggTACTAaGATTGATT--gtgggaa—---aacggaaatgtgg...1052. . .aaactctttaca|ggttcatc
C.Rem aataactg|gtaagttccgtt...2323...----- tgataaagattgtgacaaggTACTAaGATTGATT--gtgggaatttctagggtgat-———....845...cttaatatttca|ggtttatc

Kk KRRk [KokK KK * * ok ok kkkkk K * k% Kk kkkk * ® Kok [ Hokkk KoKk

1d=258195 gene=T28F12.2 name=unc-62 segment=chrV_4505892_4509863_1 type=IN VIEW

Figure 67: CS=5.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16415611-16416749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:84725-85408&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155237779-155238869&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89658944-89659837&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16409696-16413684&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:78634-82692&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155231908-155235747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89653537-89656799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4502827-4509864

M—T glo-1

C.Ele
C.Bri
C.Jap
C.Rem

atctggga|tatttcaggtgagcgaaaataaaatttttatt:::::: CTAAcaGT--TTctAGTGaaGTTGattggcttaatg—————- caaaaata...4517..
ata : TGGGAtAT--TTCAGGT--------- aagccgaaca-———-— ttaagcgaaa...4947..
atctggga|catttcaggtaa-——---------- tcttca--: : TACAcaCAAAaTGTT--------—-—-=--= gctgtttgecagg———--- ggaacaaa...4873..
atctggga|tatttcaggtgagcgaaaagaatttctttatt::::::tttatcagcctgecactgtctacaaggcaagaggecatcaCGGATTgTTCTTcCATT-———————-— ggttgaacggctcctccgge----...4013..
*k * * *

C.Ele
C.Bri
C.Jap
C.Rem

atctggga
atatggga
atctggga
atctggga

kok  skokokokk

tatttcaggtga..
tatttcaggtaa...
catttcaggtaa...
tatttcaggtga. .

kokokkokokkokk k

id=17717 gene=RO7B1.12 name=glo-1 segment=chrX_9874201.9881449_-1 type=IN

.2946. .. -—-—- accccattgcaatggggcggTAACCACTtcAAAC--TTAG-—---- aaattatagaacaagagagg. .
.548...-agctagtgcgtaaccataga-——-—----—-—- ATCTGAAATT-TCCA------ agtttattgatttctgcact..
.428. .. ————- cgggcatgtttgggaaggaa--—--AACGcT---TTGTGTGcaggcaattttgaggecg————-- tgt..

.1115. . .gaagtagaccg--atggtggag——————-— AATGtAAGAGGATCTG-—---- aatttgaggttcgaatctgt..

* * * *  okk %

id=17717 gene=R0O7B1.12 name=glo-1 segment=chrX_9874201.9881449 -1 type=IN VIEW

Figure 68: CS=2.4
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.tatatcaaagtc|atttccag

* *

.aaacattatttc|atttacag
.gaaaaaaaatat|aatttcag

.caagacaaacgc|attttcag
.tatatcaaagtc|atttccag
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9874192-9881457&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:3438999-3447552&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73077247-73084428&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:134171409-134178051&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9874192-9881457&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:3438999-3447552&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73077247-73084428&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:134171409-134178051&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9874200-9881449

M Y52B11A.4

tggtcgaggtgag

ccgttgaggtgagtaaaggggacatcgg
tggtcgaggtgagttgaacagacatctg

tggttgaggtgagt-——-ggggatatctggacacagggagg: :

ok kokokokokok ok k

cgttggag
ctttggag
ctttggag
ctttggag
* kkkokokok

: TTGTAGTTTGTAGTT---aactacaaaccacacaaaat----...4917...tcataactttag|gtccgccg
e ittt gagaaaaatgggcggagcttaactcttTTTT---TTGTAGTTTGTAGTTTTAgatttt--ttttaactagaaaa--...3174. . .taattttttcag|gtccgecg
raaactttcttgatgagaagaa GTTTTGTAGTTTGTAGTCT----ctccagcctctacaaagcga--...2523...tctgagtttcag|gtccgacg
TTGTGTATTGTAGTTTGTAGTT------- acagtgaccacttggcgttg...2416...ttttgttttcag gtccgeeg

Kok koK Kok Kok KoK KoK *k Kok Kok [KkKkK KK

1id=301861 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10985080.10990496_-1 type=IN

gtgagactacaaactataAACTACAAACTACAAactacaaaaaacccgggaaattttgacccaatatcgagga :::::aaactatacactacaaactacaaaattttcag|atgattcg
gtgagc—---aa--—--TGGACTACAAACTACAA----- GAAA--tttgagaacttttg-——---—-—---------: actacaaagactacaaactacaaaaatttcag|atgattcg
gtgagaggctt—————- AGACTACAAACTACAA AAT : -——== ag|atgatccg
gtgagcctttga-——--- GACTACAAACTACAAacTACACAA HEE aaactacaaaatcttatgtttttaattttcag|atgattcg

Kok KoKk Kok KoK KK K KoK * Hok | kokokkk Kok

id=301871 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10981094.10981268_-1 type=IN VIEW

Figure 69: CS=4.72


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985071-10990504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2982196-2985978&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171751973-171756982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85879418-85884892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10981085-10981276&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2979376-2979542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171749436-171749502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85876989-85877115&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10981093-10990496

my52811A.4

~_

C.Ele tggtcgag|gtgagcatttga---...2064...tgaatatttggaattataga-———---—--- GGAAaATTCAAGTTTTCaaacaaaaattttgaa---aaaa----- ...2844. . .tcataactttag|gtccgccg

C.Bri, ccgttgag|gtgag---taaaggg....607...tcggaatttcgagatttttc-——————----—- GAATTCTCAGTTTT--tcaaaaatattgat---ctcaca---...3081...taattttttcag|gtccgeccg

C.Bre  tggtcgag|gtgag---ttgaaca....944...cctgaaaaaagtttggtcccAATTTGTCAGAAAAtGTTC-———-————-——— gtatatacgagagcaacaac----...3962...tctgagtttcag|gtccgacg

C.Jap ttgttgag|gtggg---tacggta...3743...cagcctttcgecagegttttt—-TTTTTCGGGGAATTTTCAG-- ---aaaattctaaa---aaaatggga...1163...acacatttccag|gtccgccg

C.Rem tggttgag|gtgag---tggggat....113...tgtaaaatttgggtaattttATTTTttCTGGAAAATTCT-———-----——- tactttctaaatgtcacata---...4793...ttttgttttcag|gtccgecg
Kk kkk|kkk K X *

* % * % * k  kok|kokkkk kk

1id=301861 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10985080.10990496_-1 type=IN

C.Ele tggtcgag|gtgagcatttga---...4832...-——————————-—- aatctaaaaatataaaaataGAGAAATT---TGAATTTTCcaaaaaaaaaattttta——----- att-———-..... 76...tcataactttag|gtccgeccg
C.Bri ccgttgag|gtgag---taaaggg....659...cagaatttt-————- aattaaaaatc----------- AAAAttCTGAGAATTC--c———--— aaattttctg-—----- gttccttga...3027...taattttttcag|gtccgecg
C.Bre tggtcgag|gtgag---ttgaaca...4246...-——————-————-——- aattcggaaaattccaatca-—-GAATTTTCTGACGAATT---------- ttttctaccggaatattcct---....662...tctgagtttcag|gtccgacg
C.Jap ttgttgag|gtggg-—-tacggta...4056...-—-—- ttttcattgaattaaaatga------- CTGAgAAATTCTCTGAAAAA-——-——-—- tgatcctgaacagtgaaatt--—---- ....849...acacatttccag|gtccgeccg
C.Rem tggttgag|gtgag---tggggat....499...ggtcactgt-——-—- aatctaaaatc----—------ AGAATgTTTCAGCctAAAAT---tcataaactttc———----—-—- atttccta-...4407...ttttgttttcag|gtccgecg

Kk kokok|kkk kK *okok * * % * * *k ® ok [dokkokk Kok

id=301861 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10985080.10990496_-1 type=IN VIEW

Figure 70: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985071-10990504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2982196-2985978&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171751973-171756982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98300670-98306913&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85879418-85884892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985071-10990504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2982196-2985978&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171751973-171756982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98300670-98306913&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85879418-85884892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985079-10990496

MYMBHAA

caattgag|gtgagttaggga..... 93...ctataaactacatggagaaa—-— TTGTAGTTTGTAGTCT aagctcatcagactacaaac---...4816...ctgtaatttcag|aaccgatt
cagctcag|gtacgattttaa...1628...tcagaaacccattgtagctc———————---- TGTAGTTTGTAGTTTCATTtaTTCAaaTTTTTAtgttttacaatatttttaaa-—-...3264...gaaattttgcag|laaccgaat
cagttgag|gttagtgtcggg....384.. . .ttccgattgctttgtagagg———--- CAGAaTTGTAGTTTGTAGccTTAACCTCT------- acaaagctc—------ ctgccgacccg...4512. . .aaatattttcag|aaccgact
cagttgag|gttagtcatgtt...1202...tt-——--- tatttttgggatgaggccTAGTTTtGTAGTTT gtagttaaagaggatttgga----...3709...ccaattttctag|gaacgaat
kK ok kok[kk % * ok koK ok ok ok ok * * * kK kK

id=301859 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10990621.11004118 -1 type=IN

atgattcg
atgattcg

C.Ele cgttggag|gtg
C.Bri  ctt--TGG|AGGTGAGCAATGGACTACAAACTACA
C.Bre ctttggag|gtgAGAGGCTTAGaCTACAAACTACAAaaTCTG ag|atgatccg
C.Rem ctttggag|gtgagcctttgAGACTACAAACTA-——-—-———————- aglatgattcg

* ok *|  x sokokokok ok ok ok ok ok ok ok | sokokokok Kok

id=301871 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10981094_10981268_-1 type=IN VIEW

Figure 71: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10990612-11004126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2986089-3000733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171757087-171773164&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85884994-85900939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10981085-10981276&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2979376-2979542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171749436-171749502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85876989-85877115&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10981093-11004118

WYSZBllA.4

.Ele, caattgag|gtgagttaggga....118...gtttgtagtctaagctcatc———-—-------- AGACTACAAACTACAAAATTG----cctaatga----cattgtagtttg...4786...ctgtaatttcag|laaccgatt

.Bri cagctcag|gtacgattttaa...2105...----aaacacctcgcgcgtttactGAGGCTAAgcGACTACAAACTACAAAA---cgcttcta-——agcctcagtgaa ..2793.. .gaaattttgcag|aaccgaat

.Bre, cagttgag|gttagtgtcggg...1016...gtgcaagttttttttgattg-——----- GCTCacTTCCAAAAttTTCCaAATTTcgttgcaaa--agccatacaaa—-- ...3883...aaatattttcag|aaccgact

.Rem cagttgag|gttagtcatgtt...4378...ttattgaggcttaaggaatt-——- TGACTACAAACTACAA--—----- attccagtcagcctcactat------....531...ccaattttctag|gaacgaat
dok ok kok kK ok * * ok kk ok ok ok * ok % * Kk Kok

QaQaaQ

id=301859 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10990621.11004118 -1 type=IN

C.Ele tggtcgag|gtgagcatttga---....176...atttttcatg-—-aaatttttttTAATTTTcTGTAGTTTGT AGTCT ctaagtctctgtgcctcaac...4726...tcataactttag|gtccgecg
C.Bri| ccgttgag|gtgag-—-taaaggg....507...--tgggcggagcttaactcttt————- TTTTTGTAGTTTGT----- AGTTTTAGaTTTTttttaactagaaaaaattga...3168...taattttttcag|gtccgecg
C.Bre tggtcgag|gtgag---ttgaaca...4137...-atctgaatattcaggttttt-———-GAATTccGGAAtTTTTGGAAGAGT---—------ attttttcattttatcagect....764...tctgagtttcag|gtccgacg
C.Rem tggttgag|gtgag---tggggat...2494...cttgtgaggg——-caattgtgta-—————- TTGTAGTTTGT AGTTA cagtgaccacttggecgttge...2415.. . ttttgttttcag|gtccgecg

sk kokok | dokokkok * * ok ® ok dkokk ok *okok * ok ok [ sokokokok ok

id=301861 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10985080.10990496_-1 type=IN VIEW

Figure 72: CS=4.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10990612-11004126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2986089-3000733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171757087-171773164&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85884994-85900939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985071-10990504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2982196-2985978&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171751973-171756982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85879418-85884892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10985079-11004118

m Y52B11A .4
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C.Ele caattgag|gtgagttaggga..... 93...ctataaactacatggagaaa———--- TTGTAGTTTGTAGT-ctaagctcatcagactacaa--...4818...ctgtaatttcag|aaccgatt
C.Bri, cagctcag|gtacgattttaa...1628...tcagaaacccattgtagctc———--- TGTAGTTTGTAGTTT-catttattcaaatttttatg...3282...gaaattttgcag|laaccgaat
C.Bre cagttgag|gttagtgtcggg....389...-———- attgctttgtagaggcagaaTTGTAGTTTGTAGccttaacctctacaaagectc——-—...4523. . . aaatattttcag|aaccgact
C.Rem cagttgag|gttagtcatgtt...1202...-—-—- tttatttttgggatgaggccTAGT--TTtGTAGTTtgtagttaaagaggatttgg——...3710...ccaattttctag|gaacgaat

k% ok ckk|kk ok * * kk  kkokkkkk * X * k% kX

1id=301859 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10990621_11004118_ -1 type=IN

C.Ele caattgag|gtgagttaggga....829...-———- gaagtttggttggggctcac-—ACTACAAACTACAA---aattgggtgecggectaagatt-—--...4082. . .ctgtaatttcag|aaccgatt

C.Bri cagctcag|gtacgattttaa...1847...-——— aaacttcttcctcggcttgtAGACTACAAACTACA-——————- ccggtctcctaagectcagt...3063. . .gaaattttgcag|aaccgaat

C.Bre cagttgag|gttagtgtcggg....803...-—==———- gttttctggaggcaaagcgaCTACAAACTACAAgcgtttctcagece———-—— actacaa-...4109...aaatattttcag|aaccgact

C.Rem cagttgag|gttagtcatgtt...4379...tattgaggctta———-- aggaattt-GACTACAAACTA----caaattccagtc——--- agcctcac—....534...ccaattttctag|gaacgaat
Hok ok kK| dkk *ok *k okokokkokko ok ok * *ok ok

id=301859 gene=Y52B11A.4 name=Y52B11A.4 segment=chrI_10990621_11004118_-1 type=IN VIEW

Figure 73: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10990612-11004126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2986089-3000733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171757087-171773164&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85884994-85900939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10990612-11004126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2986089-3000733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:171757087-171773164&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85884994-85900939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10990620-11004118

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

Qoo

kokkk  kok

.Ele| atacggtg
.Bri| acaccgtg|tggttcgtgcca...b5b5...--caattgaaaaatgtggtaag

.Jap acacagtt
.Rem atacggtg|tggttcgtgcca...590...---aagaaagaaaaaagatgagg
* ok ok [okokokokokokkokokok *

gatcagtg
gatcagtg
gatcagta
gatcagtg
gatctgtg

kK k

1d=308824 gene=R153.1 name=pde-4 segment=chrII_7642117_7642930_-1 type=IN

tctgagatggccagcagtaaggtaag
tctgaaatggcgagcagtaaggtgag
tctgaaatggcgagcagtaaggtgag

tcggagatggcgagcagcaaggtgagecgaag tttgaagaagttttgaattcacttgtgttatgatttttcaGCACGtAGATCTCaaTCTT-—--—--—---- acagataaagatgaaaatga------------- .
tctgaaatggcgagcagtaaggtgagagtttg:::::: TCTTTTCTTCTTTCT-——-----———-- gagaaaaaagaaaaaggaaa. . .
sk ok kokskokok skskokokok skokokokok Kok sokokok *

1d=308837 gene=R153.1 name=pde-4 segment=chrII_7630976_7632209_-1 type=IN VIEW

Figure 74: CS=3.9

CCTTCTTTTTCTCTTTTTgctcccttcttttggaattc————----———-—- ..
TCTCTTCTTCtcTTCTTCTT----atttcattctggattttttt-———————-—- .
TTTCTTTtgTTCTTTTCTTTGCtcTTTTCTTGTCCacTTTT--ggaatcttttttcttcggaa. .

pde-4

tggttcgtgeca...367...---gcttt-gcgattgtgtgaaaa AAGAAAGA----- GAGcgAGAGAGaaAAGGaggcaatagggagtaaatat---...358...cgagc-cgacgac|gaagaaga
GAGAAGAAGA--------------AGAAGAGA---aaaaagatgaggggttttgt...231...-gagcacgacggc|gaagaaga
.Bre, acactgtg|tggttcgtgcca...550...tgtgtttgagtgattgtgtaAAAACGGGCAGtcGAAAAatGTAGtaAGGAAAGA-—-——————————— AGAAGAAGagaaaaaagatgagggcttg-——...215...cgggc-cgacgac|gaagaaga
tggttcgtgeee...526...----agtaagattccagaggagcg AAGAGAGATTTtCGTGC-------———-—————- ccatgtcttcaatgtgtgeg...361...-gccgacgacgac|gacgacga
AGAGAaGA--------—----—- AGAAGGGG-ggattctgecttctggettct-—...243...-gagcacgacgac|gaagaaga

* * skokdok ok kok ok kK

.1080. . .aatgataacatg

.989...tgataacacatg

.1154. . .ataacacacatg

.375...agtgataacatg
.857...ataaaacacatg
Hokokokok

ataataaa
atggtaat
ataaccat
ataatgat
atatatta
*k


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7642108-7642938&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5603353-5604237&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:69256749-69257636&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:101264693-101265676&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17533072-17534001&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7630967-7632217&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5591003-5592102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:69245876-69247175&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:101248756-101250306&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17521766-17522915&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7630975-7642930

U/\MFBHM

\ /
N/

.Ele| tgacttag|gtgagttggtca...322...tgcctatgtaccaacgagtgGACCaGTTTTGACcagcaatttgagaagaattt...452.. .tactaattacag|ggagctct
.Bri, tgacttag|gtaggtttgatc...307...cgactatgtactgccgagtgGACCaGTTTTGACcggcaatttgagaagaattt...491.. . .tatggtttacag|gaaactcc
.Bre| tgatttag|gttagttggtca...350...tgactatgtactgaagagtgGACCaGTTTTGACcggcaatttgagaagaattt...490. . .aagaattttcag|ctaacgca
.Rem tgacttag|gtgagcatatat...328...actatatgtactgacgagtgGACCaGTTTTGACcggcaatttgagaagaattt...484.. .tcttattttcag|caaattcc

Kok kokkok|kok Hokokskok Kok sokokskokokskokskokokskokskokskokokok ko skokok sk ok sk ok sk ksk sk ok ok *k Kok

aQaaQaaa

id=216097 gene=F13H6.1 name=F13H6.1 segment=chrV_6359210_6360060_1 type=IN

C.Ele tgacttag|gtgagttggtca...511...-tcaatgaatagaaga-—--- aggtcGTCAaAGACCcGGTCgttggetcggegetcagggg————-— ...262...tactaattacag|ggagctct
C.Bri  tgacttag|gtaggtttgatc...481...--———- caacggaggctcctggggtcGTCAaAGACCcGGTCgacggectc-—-tttcgattctga--...316...tatggtttacag|gaaactcc
C.Bre tgatttag|gttagttggtca...535...accattgaatagatga-—-—--—- gegtcGTCAaAGACCcGGTCg--ggcgagaggetcggatctg———...304. . .aagaattttcag|ctaacgca
C.Rem tgacttag|gtgagcatatat...b513...-———-- gaatagaaaagtttggggtcGTCAaAGACCGGTCgttggec————- tctcggatctttca...298...tcttattttcag|caaattcc
skok kokkok|kok *k kk sokskokskokskokkskokkokkkokokokk  kokok *k ®k kkk| kX

id=216097 gene=F13H6.1 name=F13H6.1 segment=chrV_6359210_6360060_1 type=IN VIEW

Figure 75: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14559499-14560366&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6374348-6375239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147737875-147738808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7140405-7141310&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14559499-14560366&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6374348-6375239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147737875-147738808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7140405-7141310&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6359210-6360061
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele caaagtga
C.Bri aagagtga
C.Bre cagagtga
C.Jap caaagtat
C.Rem cagagtga

k  kokk *k

caaagtga
aagagtga
cagagtga
caaagtat
cagagtga
* Kok

gttcaatttatt..
gtctctaccgat. .
gtctceettett. .
gttttttttcte. ..
gtttttccgtat. .

k%

gttcaatttatt..
gtctctaccgat. ..
gtctcccttett. .
gttttttttcte. ..
gtttttccgtat. .

.4911..
.1744. .
.3460. .
.326..
.2176..

N

.1403...-agcgcccgtgaaaatgaata AGAAGAAAGAA2aAGTG--------- a----gagaaagtgacgttttctg...3505...atctcaagatga|gtgtatac

.203...ctgttgttttgagttccagcTCTTCTTCTTCTTCTTTTCCT actgctgc----tgcttctgtcge. . .4552. . .agaagacgatga|gtgtgtac

.1649...-agccggtgtgggagagtgac GGGAAGAAGAAGAAGA----—-——--- tttctgag----agcttctctctc...3260...acacgatgagca|gtttgtac

.160...-tggcgaggggagaagcaaat GGAAGAaGAAGaaGAAAAAGGGGaaaaaagaagaagaagaggg—————— ...4742. . .aagacaagatga|gtcgcgga

.1436...--gatggggcgaagcgcagaaa TGAAtAAGAaAGAATGAGAAGAAGA----aaagtgagaaaatgacgttt--—-...3464...tcgccaaaatga|gtgtgtac
* * * * ok k|[kk

1d=296840 gene=T04C9.1 name=T04C9.1 segment=chrIII_5997386_6002669_1 type=IN

.tgtcctcttctttcatatca CATTcTTCTTTTTTCT--a; criiii:

.——--aaattaggtcaggtgattggAGGAAAAAAGAaGGAAaaGAAGAAGA agaagcg c: ::tcattcctttccgaacgectecgetegatg———--
.——atttttccgctcgattacct TCTTCTTCTTCTTTCT--acgaaaaaaaagaagcggctcttctattttccctec: ccgattcagagcatataacctcatgatttcag——-
.—ggccaccagt---atatcagtaa TCCTTTTTTCgcCTTTTCTTCC cgctttgetcctcccectttt: tcttttcactgtgegggetctttttcttectegtt

.tg--ttctcggttcgtttagtc TCTTTTTCTCcATTCTTCTTTTTGctacactcgatttaaaaagtg-——————------- tccaca::::::cgttcggattacagaagaagatatatcgtgatgaa
*

id=296840 gene=T04C9.1 name=T04C9.1 segment=chrIII_5997386_6002669_1 type=IN VIEW

Figure 76: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7781003-7786303&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:10612229-10617085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:27328154-27334918&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:120695841-120702801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:109662285-109667550&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7781003-7786303&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:10612229-10617085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:27328154-27334918&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:120695841-120702801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:109662285-109667550&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:5997386-6002670

QaQaaQ

QaQaa

.Ele
.Bri
.Jap
.Rem

tGAGTTAG
tGGGTTAG
tGAGTTAG
tGGGTTAG

Kok kokokkk

ATctCATATCcTTCCGcaaaatggaaatgatatgtaatctagecttacaggttgttcaalcatcccaa
ATccCATATCcTTCCGCTTGATGGAAatGATATGtaATCTAGCTTAcaggtctctcaalcatctcca
ATctCATATCcTTCCGgaaaatggaaatgatatgtaatctagcttacaggtcgttggg|aatcecta
ATccCATATCcTTCCGecgtaatggaaatgatatgtaatctagettacaggtacctcaalcatctcga
sk skokskokskokokskkok ok ok ok skokokskok ok kR skok ok ok kskok ok ok Rk Rk ok ok

id=173482 gene=T07C5.1 name=ugt-50 segment=chrX_12692536_.12692593_1 type=IN

.Ele
.Bri
.Jap
.Rem

tgagttag
tGGGTTAG
tgagttag
tgggttag

Kok kokokkk

atctcatatccttccgcaaaaTGGAAatGATATGtaATCTAGCTTAcaggttgttcaalcatcccaa
ATccCATATCcTTCCGCTTGATGGAAatGATATGtaATCTAGCTTAcaggtctctcaalcatctcca
atctcatatccttccggaaaaTGGAAatGATATGtaATCTAGCTTAcaggtcgttggg|aatceccta
atcccatatccttccgegtaaTGGAAatGATATGtaATCTAGCTTAcaggtacctcaalcatctcga
sk skokskokskokokskkok ok ok ok skokokskokskokskokkskok ok kokkskok ok kR Rk Rk ok ok

id=173482 gene=T07C5.1 name=ugt-50 segment=chrX_12692536_.12692593_1 type=IN VIEW

Figure 77: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5026252-5026326&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14261111-14261185&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129338152-129338226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111447768-111447842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5026252-5026326&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14261111-14261185&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129338152-129338226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111447768-111447842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12692536-12692594

Mm lgc-38

~_

C.Ele taagtact|ttcct------ tt--tttg-tctgttt--——-::::::ccatccggtgctctcatcccttatagagaaaagaaaaatgCTTCTgTCTTCTTCTG———-- tcttccactcacatacactc...2047...caggggcgaaag|taacgaaa
C.Bri tgagtcct|ttttc——---- ttactttgctcttttt-----::::::ccacacgacgt gtaa TTCT-TCTTCTTCagTTTCCttcgacatctggaagcgtag. . .3428. .. cagggatcaaag|caatgaga
C.Bre taagtact|tttca------ tt-ctttgttcttttttgaaa::::::cc ga TCTTTTCTaTTTTCGttcaaaactcggaattcaga...3585. ..cagggatcaaag|caatgaga
C.Jap --agtcaa|tttttcaccaatttttttactcttctc——---:::: gg TCCTCTTTCTcTTCTTcTCTTTT-atttggccaaatgaagggaa...3138. .. .tagggacccgag|caacgaga
C.Rem TCTTTCTTCTTGAtACTT-tcttgtttccgaacacgttc...3941...cagggatcaaag|caatgaga
sokokok ok sokokok dok | kok kK K
id=326635 gene=F11H8.2 name=1gc-38 segment=chrIII_7009591_7014252_1 type=IN

C.Ele -taagta--ct|ttccttttttgt...3778...----aacttgatttttcggtgtac-————- TAGAAGAAGAAGAAG-—----- ttgagcttctgtgtggagag. .. .805. .. caggggcgaaag|taacgaaa

C.Bri -tgagtc--ct|ttttcttacttt...2637...----aaagagaaatagagagaaat----GGAAAaGAAGAAGAAGAA----gaagaagaggattccgaaaa...1674...cagggatcaaag|caatgaga

C.Bre -taagta--ct|tttcattctttg...1738...----agttatagctgtagaagtgtTGAGAAAGAAaAAGA-————----—— agagcagttgtttttcaaat...2256...cagggatcaaag|caatgaga

C.Jap ---agtcaatt|tttcaccaattt...1056...gctagattgctttttggaag-———-AAAGAAAGAAAGAAAGAAAGacAGGGgaagaaataaagagaggcaa...2705. .. .tagggacccgag|caacgaga

C.Rem gtaagtc—-tt|tcttcttgata-...2063...gcccaaagactaa-agaaaga———AAGTTCAGAAGAAGAgtGAGA-—--- gactggtaacattgagataa...1840...cagggatcaaag|caatgaga

*okok *| % * * Kk ok ok * sokkok *k

id=326635 gene=F11H8.2 name=1gc-38 segment=chrIII_7009591.7014252_1 type=IN VIEW

Figure 78: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6769420-6774098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5891712-5896121&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:14222987-14227076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116741854-116745721&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:34479104-34483108&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6769420-6774098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5891712-5896121&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:14222987-14227076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116741854-116745721&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:34479104-34483108&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7009591-7014253

%MMMM unc-13

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

agctgtcg|gtgagt-—atttctattgattttataacttaa::::::tttggcaaattttaatcaaattttgggacctttttagagt-———- AAGAtAAGAGAAAAGAGtcgttgaagaggcaggaaaa————- ...1176..

aactgttg|gtgagtcgatttgaatttcaaaaataaaaata: raagtgacactctctagaattcgattgacccgaaaatg-—--—- CTGAAATTCGGAAAC-—------—- aaaaataattaaaaaaattt...2228..

cacacaag|gtgagtc-ttttgctttttttttattgaaaaa: :gagaaagcgtctctaacgaaa CTTTCcGAAATTTG--—----———-————-- catttttctcgaaaaatctg...3018..

cggtgttg|gtgagttgttttgtctttttttaaaatttact: :aattacgattttcatgcaattcaccggttattttttcGTCGGGAGAAAATTGGAAAAGAG-—--—-- gaatgggaaaaaagaaaacc....312..

cactgttg|gtgagtcgattcg HE AAAAaaTTGGAAAAaAATG----- aaaaaaaccttcaaatcttc...4913..

K| kkokokkok  okok *k ok * * %
1d=95539 gene=7ZK524.2 name=unc-13 segment=chrIl_7422984_7424929_1 type=IN
tccttttg|gtgagtggttgttattcagaattataatttct::::::tttttggaatatctttttctaaaacgcttacaatttttt-—-CTCTTTTCtTCTTTCTT-—————---——————- tcaaaaactgtttccttcta..
gccttttg|gtgagttaaaaatattttaatttttataaatt: r:ctttctggatttctgatcctgaaaagtttgtacctattga-—GTTTtTTGAATTTCAG-—--—-——--- atttattctaaaattaggat----—-—-—- ..
gcegtttg|gtgagtt-————--—- ttttggectatct-—-tt: ::cctattgtagcaaaaatca gaCGAAatTTTCaGAGAG-—-—-—-—-———-———— tttgtcttaatggtgtttga———-- ..
acctttcg gatttgcataatatttgtt::::::ct-————- acgataccatcg--—----- tttgcacctat----- CTTTTTCCAAcaTTTTTTgtTCTGGTaatt————--- attttctctgctcaaa
accgtttg|gtgagtt t HEEE tca gcCGTTTTTTCCAATTTT-----————————-——- agtgcaaattttggtggccg——. .
kok kok ok [ sokokokokok * *kok *

1id=95545 gene=7ZK524.2 name=unc-13 segment=chrI_7425800.7430275_1 type=IN VIEW

Figure 79: CS=5.4

.3710..
.3935..
.2331..
..3913..
.4928. .

.gcctgatctcaglatgaattc
.ctttttttccaglacgaattc
.aaaattttgcag|acgaattc
.caaaaattgcag|atgagttc
.tatgttttccaglacgaattc

.aacttctttcag|atgtacaa
.gttctttttcaglatgcgcaa
.aaaatgtttcag|atgcgcaa
.tttgaacttcag|atgcgcaa
.ttctattttcag|atgcgcaa

ko kokok |k kk kkk
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7647483-7649445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2302893-2306575&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:118695321-118699907&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:11164457-11166424&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:98050117-98056563&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7642137-7646629&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2296784-2301543&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:118684355-118692624&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:11155303-11162485&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:98040648-98048388&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7422984-7430276
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\/

C.Ele cacaagcc|aaggttggtgga....955...tatgcaaatacgattgtcag-——----—---—---- TAGAGAAGAGAAGAAGA--cgtgcgaggagtgctaattc—...3448. . .ttttccaatttt|cagttggt
C.Bri, cccaagcg|aaggttggtaac....752...---gtgaaagtgctagtgaatgg-————--—-—-—- GTTTGAAGAAGAAAAGcGGAAGaaaatagagtgcactctttt-...3213. . .aatgaggatttg|cagctcgt
C.Bre  cacaggcg|aaggtaatgggc...1441...----catcaccacttgtgaatctc-————-—-—--- AGGAAGAAGAAGAA--—-—--- aaaatatgc-atatttgtatg...3470...tattttctcttc|cagctcgt
C.Jap ctcaagcclaaggttggtcga...1109...----tcaagccaatcggatcatttTTCGATtTTTCCCACA-——-—-——————-——— tttttttgectatatttgttt-...2915. . . tgtttcaagttt|aagcttgt

* kk kk | dokkokk * ok * ok * % * ®k | kK ok kK

id=142364 gene=R10E9.1 name=msi-1 segment=chrIII_3967105_3971588_-1 type=IN

C.Ele| cacaagcc|aaggttggtgga...2109...-——-—- gcttattttatggaaatactTCTTCTTCTTCTTTTTCTA gttttttttgggecageceet. .. 2292. . . ttttccaatttt|cagttggt
C.Bri  cccaagcg|aaggttggtaac...35562...-————- tctccattgaaagaagtgtcCTTCCcaCTTTTTCTTCAAAT- aaagtggccccaccgecgee. .. .414. . .aatgaggatttg|cagctcgt
C.Bre cacaggcg|aaggtaatgggc...2937...-————- tcttgtgtttccgacacggec--TTCTTCTTCttTTTCT ctgtctcttctcacatcact...1972...tattttctcttc|cagctcgt
C.Jap ctcaagcc|laaggttggtcga...1614.. . .aaatgcgctcc————-——— gagatattt--——--------- TGTGGGAAAATTGGAtattttcaaagtttatgagc———-—-—-- ...2411.. .tgtttcaagttt|aagcttgt

%k kk kk | kkkkk %k %k * % * *% k% ok kk

id=142364 gene=R10E9.1 name=msi-1 segment=chrIII_3967105.39715688_-1 type=IN VIEW

Figure 80: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3967096-3971596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII_random:177359-181426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9380038-9385633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41676490-41680610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3967096-3971596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII_random:177359-181426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9380038-9385633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41676490-41680610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3967104-3971588
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.Jap
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.Bri
.Bre
.Jap
.Rem

ttctagac
ttctagac
tcctagac
ttctagac
ttctagac

) skokokokokok

cacaagcc
cccaagcg
cacaggcg
ctcaagcc
cacaagcc
* kok ok

agtgtaagtc HE ATTTtTTCCTCGTC ttttttcactcatttcttte..
cgtgtaagtcttcgtggcgagacccaaatctt::::::gggaagcatgagaatttggaattttcagecgatttttgagaGATTTTtcTCCAGTTTTTTcTCGTTTTC tccttcttttgaattttect..
cgtgtaagttcgaatgaggatctt : : ggttgagaaaa TTTTACAGAA---AAAAAA-----——————————— agaaatgattttaggcgaaa----- .
cgtgtaagttttattctcgectaca :aaaaaagttgagaaatc GAAAtGGAGAgtAGAGAAAGAGCGAGtcTAAATtactactgtacttatacagt. .
cgtgtaagtc AAAACTCGAAAAA-———————————————— aggatatttctcttttgttt---—-..
Hokk Kok Kok ok * %

id=142358 gene=R10E9.1 name=msi-1 segment=chrIII_3972900.3976323_-1 type=I5

aaggt--tggtggaattg : HE GACGAGGAAAGAT ttt catttgccccatacact-—---- ..
aaggt--tggtaacgagtgtggtggtgttage: ::gggaagttgggtgtgaaagtgctagtgaatgggtttgaagGAAAaaATGAct AAAAA-—-tcTTGGAAAAATC-------- att----caacatttttctgaaac-------- ..
aaggtaatgggcgaagga-—————-—-----~:i::!::agggtgttaaccaggctactttgagcttcgtggttc TTTTT----TTTCTGTtGAAAat-—------ cattttttcatctccctt--—--..
aaggt--tggtcgaaatg : ::cgtaaaccccagecctgatttcaactatcttcgatcgaaaATTTAcCTCGCTTTaTCTCTTCTTT----TTTC-—————-- tttttagttactttttttca————————---- ..
aaggt--tggtgaggaaa : TTTTTCGAaTTTT tttttgcgaagaagtccaat. .
% %k Xk %k %k k * %k k >k

id=142364 gene=R10E9.1 name=msi-1 segment=chrIII_3967105_3971588_-1 type=IN VIEW

Figure 81: CS=5.9
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.tcccttattttt
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.ttttccaatttt|ca
.aatgaggatttg|ca
.tattttctcttc|ca
.tgtttcaagttt|aa
.atccccatattc|ca
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3972891-3976331&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII_random:183580-186817&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9387079-9390078&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41683485-41687884&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59731086-59734279&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3967096-3971596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII_random:177359-181426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9380038-9385633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41676490-41680610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59724736-59729276&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3967104-3976323

C.Ele
C.Bri
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C.Jap
C.Rem

e

gtggtgag-
gtggtaagt
gtggtgagt
gtggtgag-
gtggtgagt

kkkkk kxk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ta--agaactagtt...1350...
gggaacaaaaa———....
tgaaaaaactg---....
tggtagaactag-—-....
taattaaacta---....

k%

gaggtggg|tgaaattggecg. .
aaggtgag|ttggtcatgtta. ..
gaggttag|tttccagettct..
aaggtgag|tggaaagaaaag. .
aaggtgag|ttccgaaaatga. ..

*kkk k| k

..———--ctgctcttttcccctagcac---CTCTTTTTTGTTccTTGTG-~-------~ caaactttccattttattat..

..aaactttgc---tccacttttac-—--- TTCTCTTCTCTTTTTTGTgcatgagtcgecgtttgtca——————---—- ..

..a--—-ttgt---attgctcgaagaaagTTTCaTCTTtTTTCT-—--————-- ctcaaaa----gtgtgacattgag. .
* * * ok ok

id=201274 gene=T22B7.1 name=egl-13 segment=chrX_5663876.5668284_1 type=I5

.360..
415. .
.984..
.997..
.45..

.atctgcaatcggtctgcaaa——-—-- A

.——tgaaaaatgaaaagaaacgg----

.gatttgatgacagctgaaatTGCAAt

.----cggtgacagctgaaattgcaAT

.acaagacagtgtgttgcaat----—-
* ok

AGTGtAAGAATAG----- aacaaaaccac-acgtcatac--...1165..
AAAGAAaGAAAAAACAGT-acagaattttgatttcctcc—-...1263..
AACAGAaGAAGAG------ aaggagtgggaaggagtagc--....661..
AACAGAAGAaGAAGAGAAagcagggcgta-gtgctaata——....583..
AGAAAAAGAGAGA----- ggcacaatt---gttcccctega...1696..

* *kokk

1id=201278 gene=T22B7.1 name=egl-13 segment=chrX_5669735.5671337_1 type=IN VIEW

Figur

e 82: CS=5.4

-—-acaatcttttgtgttatgta-..
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.3665. .
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.2323..

.ttttcagcacgt
.gtttcagcacct
.ttttcagcacgt
.ttttcagcacgt
.ttttcagcacgt

okkkkkokokk K[k Kk kok

.tttccagcatga|gccgtaga
.tttgcagcatga|gccgtaga
.tttccagcatga|gccgtaga
.tttccagcatga|gccgtaga
.tttccagcatga|gccgtaga

kokk  kokokkokkook %k | kok k ok k kk >k

cagcaaca
ctgcgaca
cagctacc
cagccaca
ctgctaca

egl-13


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12050561-12054986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9803006-9807169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190361499-190364882&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2329016-2332389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2120176-2123484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12047508-12049127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9799756-9801522&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190358306-190360050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2325799-2327479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2116843-2118677&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5663876-5671338

cgatccga
cgatccga
cgatccaa
cgatccga
cgatccaa
Fokkkkk ok

C.Ele gtcaaggt|acgttccaattaaa-—-—————------- cctcttaacttc----aattttctgtc——--ATGCtcTCACCcCTCAcTCGTtcacatttcgtgtgagectat——————————----- ...1133...tgttttacagga
C.Bri| gtcaaggt|a----aaaattacctattatttttttttctcttaccccaaaaacattttctgtcatgctctctctcacccctcaCTCGTTCACAttTCGTGTGTgttatatgaatgaatacgta....711.. . .tgttttacagga
C.Bre gtgaaggt|atgtttgaattacc ctcttacc aattt-ctgtc----ATGCtcTCACCcCTCAcTCGTtcacatttcgtgtgtgttat-————————--—--—- ....578...tgttttacagga
C.Jap gtcaaggt|atgtttcgcttgtt--—————- ccttecttttttcgee——---- aaattttttgtcatgctct-——-CACCcCTCACTCGTTCAcATTTtgtgtgtgttatatgaatgg———---- ....699...tgttttacagga
C.Rem gtcaaggt|atgttcaaattacc ctcttacc aagttactgtc-—--ATGCtcTCACCcCTCAcTCGTtcacatttcgtgtgtgttat————————--———-- ....594. . .tgttttacagga

Kok kokokokok | K *k * %k * kk kokokok koK ok sk koK koK skokskokskokokokok kokokokok sk kokok skokokok ok ok ok ok ook ok

id=130569 gene=T07D1.4 name=fox-1 segment=chrX_2447531_2448753_-1 type=IN

cgatccga
cgctttttgttttacaggalcgatccga

C.Ele gtcaaggt|acgttccaatta...1036...
C.Bri gtcaaggt|aaaaattaccta....762...
C.Bre gtgaaggt|atgtttgaatta....484... atctgtgaatgagcgctttttgttttacagga|cgatccaa
C.Jap gtcaaggt|atgtttcgcttg....604...ttga-——aatt--tctaaacattttGAATTGAACG-GTGAGaGGTGtactgtagcatctccgatacacgagatgtgcacggttgtg: ttctgtgaatgagcgetttttgttttacagga|cgatccga
C.Rem gtcaaggt|atgttcaaatta....502...-====——- actattttaactcct----tagacACG-GTGAGaGGTGGtGTGT--tgcatctcaataatgagatgtgcacggttgtg: :::::atctgtgaatgagcgectttttgttttacagga|cgatccaa
Kok kokokokok |k * * % ok kkok Rk sokstokkokok ok fkok ok ok skokkokokok | okokokokok ok

1id=130569 gene=TO07D1.4 name=fox-1 segment=chrX_2447531_2448753_-1 type=IN VIEW

Figure 83: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2447522-2448761&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16196851-16197700&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193324401-193325080&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:6913269-6914086&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:114971942-114972638&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2447522-2448761&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16196851-16197700&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193324401-193325080&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:6913269-6914086&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:114971942-114972638&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2447530-2448753

r:/\:/\-/\-/\-&—/—\—/—\-/_\ﬂmsnm

C.Ele| gaaattgt|agaagagggtgt...1982...cgaaaaggtagattaatcca-AACCGCcTGTCAATCAAattgtagagcctacaactat...1480...cttttcagagac|aaggggaa
C.Bri gaagtcgt|ggaagaaggagt...1524...cgaaaagacggattaatcga-AACCGTaTGTCAATCAAatcatagagctttagtccta....929...tttttcagatac|aaggggaa
C.Bre gaggttgt|agaagagggcgt...1413...-gaaaagacagattaatacagAACCGCcTGTCAATCAAatcatagagcctactacacc...1339...attttcagagac|aaggggaa
C.Rem gaagttgt|cgaggaaggcgt...1217...cgaaaagacagattaataca-AACCGCcTGTCAATCAAatcatagagcctacacccta...1003...cttttcagatac|aaggggaa

Kk ok kok| kk Rk kk kok skokdkokk  kkokkskokk ok skokskokk skokskokskokakokokokokok  kokskokokok ok * sokkokskokokok ok | skokskokskokokok

id=161533 gene=H08J11.2 name=H08J11.2 segment=chrX_9083977_9087519_1 type=I5

C.Ele tgtgagtt|ttttctctgttg...924...ctcgtttccatctttttcac——-TTGATTcGACAaGTGGTTgaataggtttgacaaataaa...1182.. . .ttcagggacgac
C.Bri, catgtgag|tatcccttgttg...842...---atatcgatactcctctcctcTTGATTcGACAaGTGGTTgaataggttcgacaaataaa...1763. .. .tgcagggacgac
C.Bre  agtaccca|ttttaactgtta...743...ctgttcccaaaacttttcac-—-TTGATTcGACAaGTGGTTgaataggtttgacaaataaa...1472...ttcagggacgac
C.Rem cctttcgecltgttttttgttg...476...tagatatcgatactcccttc——-TTGATTcGACAaGTGGTTgaataggtttgacaaataaa...1110...tacagggacgac

* * % *okokok * ok ok ok K skokskokskokokskoksk ook Rk skoksk ook kokskokokokok ok skokskksk ok sk ok ok *skokokokokokokokokok

aacgcttc
aactcatc
aacgcatc
aatttatc
*k *k

id=161545 gene=H08J11.2 name=H08J11.2 segment=chrX_9095091_9097278_1 type=IN VIEW

Figure 84: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8631326-8634885&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14734986-14737536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159255369-159258218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:67130948-67133265&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8621567-8623771&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:14723291-14725994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159246736-159249049&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:67122506-67124190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9083977-9097279

C.Ele ggttagtt|tttttttttcaa
C.Bri, ggttagtt|tttttttggagt...
C.Bre ggttagtt|ctttctcattta
C.Jap ggttagtt|tgttatcttcca...
C.Rem ggttagtt|tttttttggaat
soksokkkok| Kk ok
C.Ele ggttagtt|tttttttttcaa...
C.Bri, ggttagtt|tttttttggagt...
C.Bre ggttagtt|ctttctcattta..
C.Jap ggttagtt|tgttatcttcca...
C.Rem ggttagtt|tttttttggaat....
sdoksokkkok| Kk ok

\V

....732...-ctcaacttgtttcattttct CTCTacTGCTTCTTCTTCTTCTacTCT--T---caatctcgtcgtcatttaaa. .

.278. .. ————- actttggaaaccaagcaggc—————------- TAGCacTTTCTCTCTTTCtcTTTCTTTTAttCTGCTact--agtacgtatccactttt-..
...1022...caaccagctgtctaatgaacGAAGaAGAAGAAGAAGCtGAGA agcgtattacattgtccatt-——-..

.841...--gaaatgtacaaagtgaagtaAGAAAGAGAGAGAgAAAG agc--attactttgtccattca-..
....488...-gaccatttttatacttgtct TCTTCCTTCTTCTTCTTTT--TCG--Tagttcaaaatttttctcttc——-..

* % * * *
1id=286505 gene=F49E11.1 name=mbk-2 segment=chrIV_13015092_.13023809_1 type=IN
.893...——————- gaacgaagaagctgaagaat-——-—-AAGAAGAAGAAGAAGAAGCAAGGG cgcgtattacattgttcatt-—-..
.363...-—-ttccgaacacatatacataaAGTAGtTGAAaaAGAAAtGGAAGAGAGAAAGCTA cacatgtgcggtaatcgatt-—-..
.19569...----tccttcctgattttcaggag TCTCTTTCTTTtTTCTCTTCagatcttccgccaagatatc——-. .
2059...-—————- attttgctctacttggegece CTTTgTCTCTCTCTTTCT-——————--- ctctctctectctctatctcec..
575...tctcttcaaccagctgtcta-———----- ATGAACGAAGAAGAAGAAGAAGCtGAGA

1id=286505 gene=F49E11.1 name=mbk-2 segment=chrIV_13015092_.13023809_1 type=IN VIEW

Figure 85: CS=3
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cagattgalatctgtgcttat...38...cactcattcaatacttcctgTTCCGTGCACTCcaagggagagagtgtgcatg...77. . .taagtggaacag|taagtttt
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cagattgalatccgtgactac...58...tccgtgcactccaagggagaGAGTgtGCATGGAAacttgecattaactgtcccca. . .54. . .taagtggecgeag|taagtttc
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Figure 87: CS=2.4

WF53F1().2



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11241102-11241309&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2008929-2009136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105048564-105048770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38580391-38580595&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11241102-11241309&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2008929-2009136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105048564-105048770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38580391-38580595&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3831120-3831311

gatccgag
agctatat
ggctcgag
agccacat
*

tgcagcgttggt. .
ttcaaagatggt..
ttcagcgttggt..
ttcaacgttggt..
* kkokok

* kx

gatccgag
agctatat
ggctcgag
agccacat
*

.1142.

.1082...---
.1198...-—-

.1228...—-—

,@ﬁ

kokk  kckk  skokokokokskokskokskokskkkkkkkkkk  kk kkkk ok

tgegtggegetgttgttttgGGAGGGCGCGACGCACGCTCATTcgeccggteggtegtegege. . .
atgcgtggegetgttgtttt-GGA--GCGCGACGCACGCtcattcgettggteggtege
ggtctccatgcgtggcgctg TTGTTtTGGA--GCGCGACGcACGCtcattcgectggecggtege
atgcgtggegetgttgtttt-GGA--GCGCGACGCACGCtCATTcgectggecggttgegegeg. . .
sokokokskokokokokokokok K

1d=314394 gene=F07A11.6 name=din-1 segment=chrII_11619823_11621067_-1 type=IN

tgcagcgttggt. .
ttcaaagatggt. .
ttcagcgttggt. .
ttcaacgttggt..

k kk ok kkkxk

id=314394 gene=F07A11.6 name=din-1 segment=chrII_11619823.11621067_-1 type=IN VIEW

.1166.
.1284..
.1232..
.1307..

..actgttgattgt
..acggttgattgt
..actgttgattgt
..acagttgattgt

kok  kokok ok ok kkok ok

.gaaggtcccgeccacaattc-AGTGtAGTGTCGTCGCGCgcTCTCTgtctccagecactgttgattgt|cgttctet
——————— ccgeccactattcggttgttGTGTCGTCgcGCGCTCTctatccccagecacggttgattgt|cgttctet

skokokokokokkk kokkk skokok  kokokookokokokkokkkkkokkkkkk ok

Figure 88: CS=3.84

Lo cccgeccactattcgg-tgttGTGTCGTCgCGCGCtCTCTGtAGCAAgeccactgttgattgt |cgttctet
.gaaggtcccgcccactattc-GGTGttGTGTCGTCgcGCGCTCTctgtccccagecacagttgattgt |cgttctet
K kokokokokok skokoskokok ook ook | skokokkok ok ok

cgttctct
cgttetet
cgttctct
cgttctct

kK %k >k k >k k >k

din-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11619814-11621075&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7608214-7609587&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152741209-152742530&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140400654-140402056&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11619814-11621075&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7608214-7609587&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152741209-152742530&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140400654-140402056&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11619822-11621067

ttcattca

agtcttta

actctttc

tccatatt
*

*

-ttcattca

agtctttat

actctttct

-tccatatt
* %

ttgtcttctaaa. .
ttgatttcttat..
ttattgtttaac...
tcattttttaaa..
* kK

ttgtcttctaaa
tgatttcttatc
t-attgtttaac
tcattttttaaatcattatctctttttctctcac-AAAAAaTCGAATTCAGAGCAccccatccaacataattacc...3066. .
*k

———————— ttttttcttcaaaa--AAAAaTCGAATTCAGAGCActttttaatccccctcgeaa. .. .1719. ..
———————— attatcacaatcaaAAAAAAaTCGAATTCAGAGC-acccagcaacaacaattttt...2229...

-------- ttta-cac------AGAAAAaTCGAATTCAGAGCAcaactcgaactccaccccct...1347..

* 2k ok ok ok ok ok ok 3k ok ok %k ok ok >k %k ok %k k

1d=288310 gene=ZK1151.1 name=vab-10 segment=chrI_11771325.11773120_-1 type=IN

.1490..
.1610..
.876..
.1345. ..

.——aaccaacccaacccaaacacTGTTCt t TGAATTCGATTTT----- ctttctacaatctctgtatc-——--- .

.——aatcaaccagcctctcacac-GTTCttTGAATTCGATTTTTT---ctctt----- tctctgegtctatet. ..

.ccaatcaa-aaaattctcaca-TGTTCttTGAATTCGATTTTCT----ttgagaattaatcccagtct---—-...

tttctcge-tgagtactcaca-TGTTCttTGAATTCGATTTTTtccactcaaaaacgtttctg-—————---- cen
*

k0 kckok skokokokok kokok ok ok ok ok ok sk ok k sk ok k * *%

tcattctgaaca|ggaagaag---
ccgcttctcaca|ggaagaag——-
.-—-ctctgcaca|ggaagaagaag
.ttctggtttcaa|ggaagaag——-

1d=288310 gene=ZK1151.1 name=vab-10 segment=chrI_11771325_11773120_-1 type=IN VIEW

Figure 89: CS=6.24

.222..
.613..
.457. .
1722..

k| ok %k ok ok ok ok k ok

.tcattctgaaca
.ccgcttctcaca
.———ctctgcaca
.ttctggtttcaa

*



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11771316-11773128&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:988257-990581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87051798-87053233&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54880083-54883251&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11771316-11773128&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:988257-990581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87051798-87053233&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54880083-54883251&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11771324-11773120

gatcaact
gatctacg
gatccacg
gatctacg

kokkk  kk

C.Ele gatcaact
C.Bri, gatctacg
C.Bre  gatccacg
C.Rem gatctacg

sokkok Kok

gcaacaaaggta...426..
gctacacaggta...413..
gcgacacaggta...384..
gcaacacaggta...437..

Kk kskok kokokkok

kk okckk ckskokokcksk  skokkk kskokokkkk ok kk ok kokskokokkok * *ok ok

1id=305510 gene=C16D6.2 name=C16D6.2 segment=chrX_12538022_.12539351_-1 type=IN
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.Bre gatggaag|gttagtttattt...2742...-———--—- ttctttctctcttcttctga TGAAGG----GAAGAAGA-AAAGAAtgaatggaaaagatggccag. . .2163. . .acaccgttcga-atc|tcgtcg—-
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C.Ele agaactag|gtacgccaaatt....585...-——————- cg-———-— ggaaattcacgtgcatgt-——----——-—-——- GAGGAGgAGAGGCAAATAGAATTTAAaggggtttccccgatctttt—————————-—-—- ...4314.. .tcatcca-attcc|agagaact
C.Bri, acaaacag|gtacgcgatgag....604...cgcc--catg-——-- tgaaattcacgt GAAGGGAAAAAAGacAGAAA----——-———————- tgcgagcaaaca----aaaagggg. . .4301...-actacattttcc|agaatcct
C.Bre  agaaccag|gtatgcttatta....255...-—--tttttgatcattgaaattttCTCTTCTTTTTTCACTCTT ctttatatttccgatctcgt--———-—-----—- ...4651...-catttatattcc|agagaaat
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C.Bre agaaccag|gtatgcttatta....495...-——————- atgaaattcacgtgaaacac TGAGAGaAAAGAGAGGcacatgataaaaagaagaag...4414...-catttatattcc|agagaaat

C.Jap ggcaccag|gtaatacacgca...4448...---tcgcttcgagctccactaag——---- TTGTTCTTCTTcTTCTTTTCTT--———--———————- cgctgeccggtttcgecattet....455. . . -tatcatcattcc|agagaccc

C.Rem agaaacag|gtacgcgaaagg....658...cttttgactctctcctccce—————-——- TCTTTcTCTTTTTCTTCTTCAT--—----——-—-———-- tttgtgcaaacgacaaaaac...4245. .. .-atttaaatttcc|agatttca

* kok | kokok * * skokokok | ook

id=31150 gene=R13H8.1 name=daf-16 segment=chrI_10751178_10762756_1 type=IN VIEW

Figure 92: CS=3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4309656-4321251&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2755460-2766063&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84208354-84219138&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:86570161-86584697&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122346442-122358828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4309656-4321251&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2755460-2766063&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84208354-84219138&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:86570161-86584697&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122346442-122358828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10751178-10762757

et e

C.Ele
C.Bri
C.Jap
C.Rem

\_/

C.Ele tcgactca|gaatgcttgcaa....196...tccttttccttcacaaaaaa-—-GAGGAAgGAAAaAGAAATGGAGttGAAGGaactcaattcgattaa—caac-...3067..
C.Bri tcggttga|gaatgttggcaa....701...gaagagacctgatagaaaatGAAAAGAAGAGAAGAAAAAGAGTTCT-------- gtgecgtccggetcattgggt. . .2048. .
C.Jap tcgtttga|ggattctggcaa...1772...tattcatttagataatgacaAAAActGAAGGAAAAGT taatttgact--actaaccagc-...3136..
C.Rem tcgattga|ggttattggcaa....191...tccgattccttcgtattccc————- GGAAGGAaaAAAGA------————=—— aa-tagagtcgacgactcaat-...2091..
Kkk ok k|k ok ok kokkok *  kkk K *
1d=142538 gene=D2007.2 name=D2007.2 segment=chrIII_8149018_8152373_1 type=I5
tcgactca|gaatgcttgeaa...1279. . . ——————————- gagtcataacttgtctgatc-TTTTCttCTTCATTTTCTTTTCaTTCCTCctcccacactcgecattttaa...1984. ..
tcggttga|gaatgttggeaa...1163...---aataaaacgagcgatatcta-—--AGAATTCTTTTaTCTTCTTTTTCTTTT--—---—- gattagattttccttccgec...1695. .
tcgtttga|ggattctggecaa...3321. .. - —————————————- cctctcctcccccacctttcGCTTTTTTTCTTCCTTTT-—--———- gctccgagagecctcaattt. . .1586. .
tcgattga|ggttattggcaa....709. .. .acaaacgagatgag-aacaac TCTTTTTCTTCT-——————- cctgggaattcagtttctcg...1575..
Kkk ok k|k ok ok kokkok * * kk kkk ok

id=142538 gene=D2007.2 name=D2007.2 segment=chrIII_8149018_8152373_1 type=I5 VIEW

Figure 93: CS=4.8

.ttcagaacttcalaagacatc
.ttcagaacttcalaagacatt
.tgcagaactttalaggacatt
.ttcagaatttcalaagatatt

k kkkkk kk k|k kk kk

ttcagaacttcalaagacatc

.ttcagaacttcalaagacatt
.tgcagaacttta|aggacatt
.ttcagaatttcajaagatatt

k kkkkk kxk k|k kk kxk

D2007.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:5631299-5634671&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6606340-6609195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:107364412-107372082&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136474688-136477064&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:5631299-5634671&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6606340-6609195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:107364412-107372082&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136474688-136477064&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8149018-8152374

M‘MT%BMJ
%

C.Ele gcgttgag|gttggttttttt...467...gacaaccccacagacacaca-——-TCAAAAtGTCGAAAAtGTCAAAcaagaaaagtg---tgtgcctag-....87...tgatcgttacag|acatgtca
C.Bre ggattgga|gtgagtttgata...524...ctcagacacacagacacata———-TCAAAAtGTCGAAAATGT----caa-acaagagagctgtgccg-——....69...acttttctacag|acatgtca
C.Jap aatatgag|gtaaatttttaa...308...--caatcacacacacacacact--TCAAAAtGTCGAAAA----tgtcaa-acaagag---tgtgccg---...117...tttgtgttgcag|acatgtca
C.Rem gctttgag|gttagtctgatt...460...----gacacacagacacatacacaTCAAAAtGTCGAAAATGT----caa-acaagag---tgtgccgtga....63...ctctttctacag|acatgtca

wok kK ok ok ® kkokok kokokskok ok stk ko ok ok ek ok ok ok ok ok sokk ok kokk ok kskokskokok ®kokok | sokokoskok ok

1d=284064 gene=T05B11.1 name=TO05B11.1 segment=chrV_7749345.7749984_1 type=IN

C.Ele gcgttgag|gttggttttttt...5564... -~ ——————————= tgaaatattatatatacattTTTGACTTTTTTGACtTTTTGAcacgtgtcaacaag ccaacttgat--cgttacag|acatgtca
C.Bre ggattgga|gtgagtttgata...595.. .aaactgactgactgaaatat-———-----——----- ATATTTTTTGACtTTTTGAcacgtgtcaaccct tctact-ttt--c--tacag|acatgtca
C.Jap aatatgag|gtaaatttttaa...393...-———-----—--- acatatatcacctctttttt-———----- TTTTTGACtTTTTGAcacgtgtcaacacgcacgcggaaaactgtctacatacctcctactcaactgttttgtgttgeag|acatgtca
C.Rem gctttgag|gttagtctgatt...524...--actgactgactgaaatatat ATATTTTTTGACtTTTTGAcacgtgtcaaccct tctactcttt--c--tacag|acatgtca

*% k% ok ok * kKKK ok koK ok ok KoK oK ok KoK oK ok ok ok ok oK ok oK * kkk ok ® KoKk | Kok kKK

1d=284064 gene=T05B11.1 name=TO5B11.1 segment=chrV_7749345_7749984_1 type=IN VIEW

Figure 94: CS=6.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13169575-13170231&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155172094-155172785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:96133735-96134255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89600976-89601597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13169575-13170231&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155172094-155172785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:96133735-96134255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89600976-89601597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7749345-7749985

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gttgtgag|ttctttttttaa....266..
gttgtgag|ttttttatcctt..... 4a7. .
gttgtgag|ttttttcgaatc...3587..
gttgtgag|ttttttcaaacg...2631..
gctgtgag|ttttttatttet.. ... 43..
k kokokskokok ok oKk
gaggtaag|agttttctacat....694...
tgttcata|ggtttactgtac...1557...
gaagttcglaattctgtggat...1258..
gaggtgag|tttttggaacac...1982..
gaggtgag|tattttgaaaaa...1222..
*ok *

.atatccgccccgtaaaattg-TTGTGTacTTTCaCTTTTT-——-- ca---—---- ttcactttctgaggaaat. .
.----gaatttcggcaaattataaa--TTTTCTTTCgTTGCAAAAATtgaatcagatcaatcaaaaa———--- ..
.—-—--cgaattagtagaatctcgagTTTCttTTCTcTTTCTT----ccgcgacgtttcacttttca————--- ..
.gttcca--ttcggattattttc-——-TTTCTTCTTttTTTCT----- cggccgecgeccacaatcte————--— ..
.tttcaaattcctgaaag----aaa----TTATTTCgTTGCAAAAATtgaatcagatcaatcataaa———--- ..

* % k% * %

1d=9251 gene=C18F3.2 name=sax-7 segment=chrIV_8067348_8070021_1 type=IN

tcattagctggagaaggagc——------- AAAAAGaGAAGaaACACAGgaaatagctggaccttcgag——-—--

-acccaag-gaagacttaacccATTTTgTGCAAaGAAAtGAGAG----caccaggcgcgecgeccgeg—————= .

o gaaacattaaattactatacGAGAAAAGAAGAGA--------- atactgaacatcttcatctc--....

e atttaacccactttgtgcaaAGAAAtGAGAAGAAA-—-—-- actagccgctcggaccctte. ..

.——cccaagtaaagacttaacccATTTTgTGCAAaGAAATGA-----—- gagcaggcgctgagaaaacg—————- .
* kK Kk Kk Rk *

id=9267 gene=C18F3.2 name=sax-7 segment=chrIV_8079133_8081420_1 type=IN VIEW

Figure 95: CS=4.5

.2325..
.2066. .
.1321..
.2200..
.2215..

..15611..

..459..
892..
1425..
L471..

.ttttcagtgcaa
.ttttcagtgcaa
.ttttcagtgcaa
.ttttcagtgcaa
.ttttcagtgcaa

3k >k 3k >k 3k >k 3k %k >k %k %k k

.attacagtggac
.attacagtggat
.attacagtggat
.tttgcagtcgac
.attacagtggat

ok kokokok kk

caaatgcc
cagatgcc
cagatgcc
caaatgcc
cagatgcc
Kok dokokokok

cctggagt
cctggagt
cctgggca
cctggagt
cctggagt
*okkokk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9423755-9426445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10634502-10636715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62239003-62244604&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:95419499-95424426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101521392-101523748&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9412356-9414660&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10624880-10626998&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62231230-62233474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:95407232-95410734&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101513432-101515224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:8067348-8081421

aQaaQaaQ

N

.Ele gttgtgag|ttctttttttaa....671...-aagaacggttgaatcggaat-——-GAGAGAgAGAAAAAG--—----- agatctgacaacccccgagg...1924. .. .ttttcagtgcaa|caaatgcc

.Bri gttgtgag|ttttttatcctt...1180...---agttgtctcttctcttcttcTCATCACCAAtCACAA-ttttattgaattct-—-——attctt----....937...ttttcagtgcaa|cagatgcc

.Bre gttgtgag|ttttttcgaatc...2909...caacaatgttgcatttgata-——-GAGAAAaAGAGAGAAACagtcagtaggaactaa———----- atgg...1999...ttttcagtgcaa|cagatgcc

.Rem gctgtgag|ttttttatttct...1237...-ggagttgtctgctttcttct-——-CATCACCAAtCACAA-ttttattgaattct-———attctt----...1024...ttttcagtgcaa|cagatgcc

® kokkokokok | kok kokok * * ok *%k *k sokokokoskokskokokokokok | kok  skokok ok ok

id=9251 gene=C18F3.2 name=sax-7 segment=chrIV_8067348_8070021_1 type=IN

gttgtgag|ttctttttttaa...1092...gctgggtgctcgtgtcgatg-CTTTTTCTTCTCTT cacttttgcgaatctacgca---...1504...ttttcagtgcaa|caaatgcc
gttgtgag|ttttttatcctt...1324...ctcaaacccgecctcttecttt-————--—- TTGTGTTGGTGGTGGtgtaatgactaaccagt———-—-—--—------ ..794. . .ttttcagtgcaalcagatgcc
gttgtgag|ttttttcgaatc...3586...tcgaattagtagaatctcga-GTTTCTtTTCTcTTTCTT------ ccgcgacgtttcactttt—- ...1321...ttttcagtgcaalcagatgcc
gctgtgag|ttttttatttct...1392. .. -~ ——————- cgccteccttctttttcttctTTGTGTTGGTGGTG---taatgacaaaccagt————————-—————- ....870...ttttcagtgcaalcagatgcc
® kokkokokok | kok ook Kk ok kk Kk K sokokokoskokskokokokokok | skok sk okokok ok

id=9251 gene=C18F3.2 name=sax-7 segment=chrIV_8067348_8070021_1 type=IN VIEW

Figure 96: CS=2.4



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9423755-9426445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10634502-10636715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62239003-62244604&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101521392-101523748&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9423755-9426445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10634502-10636715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62239003-62244604&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101521392-101523748&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:8067348-8070022

M\/VVMH sax-7
" ———

C.Ele atagtaa--g|tttttgactttt...809...--cgccgccacg-aggtccgaac———————- TCTAATGAAGCGTGcccttgtacg-tttgaatgtt———-——- ...3097...atttcagtccag|caccaaaa
C.Bri --agtaagcg|ttttcaattttc...431...-tcgacacaac--caatctttccGGAGAGAGAAAAaGAGAG------ cttagaagatgttaagatgt-—---—- ...1386...ttttcagcccag caccaaaa
C.Bre atagtaa--g|ttttctttcaat...636...---gccgcagcgtcgaaccgaac—————-—-- TCTAATGAAGCGTacccatgtacgttttgaatg-—-—----—-—- ..1139...ttttcagtcccg|ctccaaag
C.Rem atagtaa--g tttttcgatcac...768...gtatacccttttttggactt————GAGAGAGAAaAAGAaAGAGTGCAAT————tgaagttgaagtgtggtcac ..740...atttcagcccag|caccgaag
sokokkok ok | okokok * % Hk Kk * ok ok sokdkokskok Kok ok |k ok ok

1d=9253 gene=C18F3.2 name=sax-7 segment=chrIV_8070119.8074102_1 type=IN

C.Ele --gaggtaag|agttttctacat....588...-————--———- t-gttttgtgttcggttcgtcCATGCTTCATTAGG——----———- tcttctcgeggtcatttcete...1622. . .attacagtggac|cctggagt
C.Bri, tgttcatagg tttactgtac——...1243...———agaagaacaaatgttgcata ——————————— TTCTCccTTTTCTaCTTTTTacccatctc-caactgetttc—....775.. .attacagtggat|cctggagt
C.Bre --gaagttcg|aattctgtggat....503...-——————-——- taaccttttgtt--gttcgtccATGCTTCATTAGG-———--—--- cggcgeggeaattccttgtt...1648. . .attacagtggat|cctgggeca
C.Rem --gaggtgag|tattttgaaaaa....940.. tacgtgaagaggaacatcat —————— GTTGCAtaTTCTcTCTTTTCTcCTTTTtactcatctt- cgattgctta—— ...745...attacagtggat cctggagt
k| k% ® kk kk Hk sokokskokokokokokokok | sokokokok

1d=9267 gene=C18F3.2 name=sax-7 segment=chrIV_8079133.8081420_1 type=IN VIEW

Figure 97: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9419674-9423674&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10632504-10634419&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62237054-62238922&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101519698-101521311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9412356-9414660&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10624880-10626998&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62231230-62233474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101513432-101515224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:8070119-8081421

M\/\JVMH sax-7

%

C.Ele caagtgag|tgataacagttt...2063...---atgcacttcttcattca-——--- cttTTTCcTCTTCcTTTCAccTTTCctgacttt--——ataccgattatg....450...tgctgccagtge|tgtgecte——-—-

C.Bri caagtgag|tggggaaggggg....293...--—aaaaaaccaattttcgg———-- gtcCTTTcaTTTTCTCTT---TCTTgagatttg--—-agtatttagcat-...1716...--ctgc——-tgc|tgtgcctctcttt

C.Bre caagtaag|ttgggctagagt....354...ccagctcataaaatcttccc———---————--—- TTTTCTCTT-CaTCTC---acctagtt-gtagttattact...1349...tgctgccagtge|tgtgccce———--

C.Jap caggtgag|tggggggagect...4458...-——ctttttttcatttttct——-- ctc——-TCGTTTTCTTCC-GCTTGC--aatttcgtccgtccgtcecge——....449. . .tgccgeccagtge|tgtgeccce————-

C.Rem caagtgag|tggggagatggg....366...-——————- ttcaagtatccgtagttgtcCTTCTCTCTTTTCTC-CTTCT----attcatatagtactacaact-...1209...tgctgccagtge|tgtgcccec——---

Kk Kk kok |k * * % * * * * kk skkok [dokkskokk K
1d=9245 gene=C18F3.2 name=sax-7 segment=chrIV_8064309_8066907_1 type=IN
C.Ele caagtgag|tgataacagttt...2441...ttcagagaaaatagg aggaa GAGATGAAGtGAAGAGAGA--catagaaatacacacaaata--....75...tgctgccagtge|tgtgeccte————-
C.Bri caagtgag|tggggaaggggg...1749...————- agacgactgggacgacggaa————-—————————-—- AAGAAGGAtGAAAAAGAGcaagcggaagaggecggegge————...261...——ctgc-—-tgc|tgtgcctctcttt
C.Bre caagtaag|ttgggctagagt....950...tttaaaaaggaaggg ggagg GAGAaGAGGAatGAAAA---——-—- acagattagccgcagttaag...751...tgctgccagtge|tgtgecccec————-
C.Jap| caggtgag|tggggggagect...4679.. .~ ————————- aattccccaatgggcataaa-GCAGCGTGGAAGAAGgACGA-———-————- cgaagaagaggaagcgcaaa-—...226...tgccgccagtge|tgtgccce———--
C.Rem caagtgag|tggggagatggg...1342. .. ———————- ccattgggtt--tggaatcagaAGAAGacGAGGAAGGAGAtgGAAG--aaaaagagcaaaaagaggcg—————- ...229...tgctgeccagtge|tgtgecce————-
*k Kok ok |k * *x * * * * Rk skkok|dokdokkk ok

1d=9245 gene=C18F3.2 name=sax-7 segment=chrIV_8064309_8066907_1 type=IN VIEW

Figure 98: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9426869-9429484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10637131-10639239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62245038-62246836&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:95424831-95430124&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101524162-101525837&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9426869-9429484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10637131-10639239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62245038-62246836&Track=refGene
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.tgggctctgeccgegtaggtTCGAaTCCTgcTGACTGCgaa--ttcattttatttaaaattgttgtg————————---:::::: atatttttac----- agg
.tgggctctgeccgegtaggtTCGAaTCCTgcTGACTGCgaa-—-ccttttttget-———-ttttttatcgagcactgggg: ractgtcttatcgcagtttttgegetttttacccctt-—---
.tgggctctgececgegtaggtTCGAaTCCTgcTGACTGCgaa-ttcttttttatt————— tttttget-———-----—-——- : : atttttaattttttcagg
.tgggctctgeccgegtaggt TCGAaTCCTgcTGACTGCgaactttttttttgttgttattttttatt-————-——--—- : :----tataa------------- acctttttaa—---- agg
.tgggctctgecccgegtaggtTCGAATCCTgcTGACTGCgaa—-tcctttttgtt-ttcttttttattga——————---::::::----tataaagataaattaaatacttttttgacttccagg
ok koK ok K ok KoK oK ok K oK o oK oK ok K ok oK o oK ok K ok oK o oK ok ok oK oK ok *kkK kK Kk Kk *okok

1d=81285 gene=K03F8.2 name=acr-5 segment=chrIII_6513846_6514296_-1 type=IN VIEW

Figure 105: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6513837-6514304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:12225916-12226286&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:65018358-65018750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117174826-117175113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9800723-9801069&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6513837-6514304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:12225916-12226286&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:65018358-65018750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117174826-117175113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9800723-9801069&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6513845-6514296

ETWY\M/—\—O—/—\-A—'/—\i’:ﬁ adt-2

C.Bri ggtctgt TTCTtCTTTTTCtgTTTCG-————————— tttttttcttnnnnnnnnnn-...683...--tacagtaaagttgcacggag
C.Bre, ---——- gGTCTGT-—-————-——————- TtCTTCTTCTtCTTCTTTTTC——-—---—-— gtttttcttcttccactcat---...354...--ttcagtaaagttgcacggag
C.Jap ---—- gGTCTGTTTCTTCATTTTCcTTCTTCTTCTTCTCCTTTTTCaTTTCtgTTTGGgtgcgtggtgagtgtatgtg. . .334. . . gtttcagt-—agtcgcacgaag
C.Rem ----- gGTCTgT-——----—————- TTCTtCTTCTTTTTC-—-----————--—— gtttttcttcttccactcat---...357...--ttcagtaaagttgcgcggaa
* sorokokkokkk kK * k% * kkkk kokk kk Kk ok

1d=38998 gene=F08C6.1 name=adt-2 segment=chrX_7585661_7586061_1 type=I5

C.Bri, agtgagttttatttcggcgt-...1730...a-——---—---- tgactgacaaaaaagtcgt-—-—--- TGAAAGAAAAAGGGAA cgttagatcagaacccgacc....591...ttcagaatgcgattgcattt
C.Bre -gtcaacttttttgtgttcac....651...agccattcaactgaccggca GGAA--AtGGAAGA----GAAGAGGccAGCGGGC----- gccagggggtgaaaatcgaa--...1992. . .ttcagaatgcagtcgecgtat
C.Jap agtaagtctttttacttgca-...1795...ttttttatccctatcggataTTAGGGGAGGAAGCAAGGAAGGAAGGAAGGAAGAGGGTGgaGGGGttAGCGGGCCaggtactgaagagggaacaa—————- ....840...ttcagaatgcattcgcattt
C.Rem -gtgagtcatttttcacattt....497...agccactcaactgaccggca GGAA--AtGGAAGA----GAAGAGGCC---gccagcggegecggggggta————————--- ...1998. . .ttcagaatgcaattgcattt

*k ok * ok * ok ok ok Kkk Kk kkokk sokkokkkokkk Kk kk kX

id=39000 gene=F08C6.1 name=adt-2 segment=chrX_7586200_7588613_1 type=IN VIEW

Figure 106: CS=3.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7625522-7626271&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:102034206-102034628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35908136-35908563&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:469535-469954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7622982-7625399&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:102031327-102034078&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35905243-35908013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:466822-469418&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7585661-7588614

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

}/\E—/\_T -\ = B mai-1

C.Ele tatttgtc|gtttgtatgtta...127...gccgtcaacgatccattcatCTCCatCGACtACATggtctacttgttccagtacg..... 82...caagatcaaggt|agaatatt

C.Bri, caaccctc|gtgtgtctgtgt....65...aacggattcggaagaatcggACGTCtCGTCCTCCGecgetgetgtcgagaaggaca. ... 161, .. caagatcaaggt|aagctaca

C.Bre| aatctcgc|gtgtgtgtgcac....56...aacggattcggaagaatcggACGTCtCGTCCTCCGegetgecgtcgaaaaggaca. ...151. . . caagatcaaggt|ataaaacg

C.Jap gatccgtt|gtcgttgtcttg....66...aacggattcggaagaatcggACGTCtCGTCCTCCGecgecgecgtcgagaaggaca. ... .161. .. caagattaaggt|gggattag

C.Rem tatctttc|ttatgtgtgcct....b58...aacggattcggaagaatcggACGTCtCGTCCTCCGtgccgecgtcgagaaggaca. ..1546. . .tacagtagctat|agaatact

* * ok % *k *k * Kk Kkk kK ok * Kk Kk * % *
1d=273356 gene=K10B3.9 name=mai-1 segment=chrX_3114438_3114725 -1 type=E3
catcatctctgctccatctgetgatgctcca-:::::: ATGTtcGTCGtcGGAGtcaaccacgagaagtacgat. .. .ctcaataaaggt|tgtatatt
tatcatctctgctccatctgetgacgectccaa: :::::cgccacccaaaagaccgtcgacggaccatccggaaagctcTGGAGaGACGGACGT-—--———-— ggagctggacagaacatcat. .. . .tccaataaaggt|tgtatatt
tatcatttctgctccatctgectgacgecccaa tgccacccaaaagactgttgacggaccatccggaaagctcTGGAGaGACGGACGT--------— ggagctggacaaaacatcat. .. ..cacaataaaggt|tgtatatt
catcatctctgccccatcagectgacgccccaa tgcgacccaaaagactgttgacggaccatccggaaagctcTGGAGaGACGGACGT-————--— ggagctggacaaaacatcat. .. ..ttaaataaaggt|tgtataaa
catcatctctgctccatctgetgacgecccaa: @1 itgccacccaaaagaccgttgacggaccatccggaaagectcTGGAGaGACGGACGT-——-—-——— ggagctggacaaaacatcat. . . .ctcaataaaggt|tgtatatt
sokokokok kokskokok kskokskok kokokokok kok skokok * ok kokk * ok * ok kx skokok sk ook ok ok ok | ok ok sk ok ok

1d=273362 gene=K10B3.9 name=mai-1 segment=chrX_3113440.3114213_ -1 type=E3 VIEW

Figure 107:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3114429-3114733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8001438-8001749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1467566-1467868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136204347-136204659&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144901980-144903679&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3113431-3114221&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8000431-8001229&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1466564-1467363&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136203284-136204096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144902376-144903172&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3113439-3114725

WW\!/\-/\/\-Q-A—/—\-O—O—/—\—Me 1-2
SN :

C.Ele caatcagg|ttatcaaggttgagagtcttgacGCTTCTTTCTGTTGgTGTCacgttccagttgacttgatg...2038. .. .caaacttttagg|ttatgaac
C.Bri caatcagg|ttatcaaggttgagagtcttgacGCTTCTTTCTGTTGGTGtcgcgttctggacggcacac--...1536.. .attatttacagg|taatgaat
C.Bre caatcagg|ttatcaaggttgagagtcttgacGCTTCTTTCTGTTGGTGtcacgtttcggttttactca-—-...2711.. .cctaattccagg|taatgaat
C.Jap caatcagg|ttatcaaggttgagagtcttgacGCTTCTTTCTGTTGGTGTcacggtttgggaggcatcac—...1262.. . .tcctgttccagg|tgatgaac
C.Rem caatcagg|ttatcaaggttgagagtcttgacGCTTCTTTCTGTTGGTGtcacgttccggacggcaccg——...2015. . .catgttttcagg|taatgaat
sokokokoskokok ok | skoksk ok ok skoksk ok skokskksk sk kskskoksk ok kkskokok ok ok kskokokokokokkokok Rk kK Kk okokok [k kokokokok

id=104739 gene=F16B3.1 name=egl-2 segment=chrV_1295417_1297528_-1 type=IN

C.Ele caatcagg|ttatcaaggttg...1816...cctacttgcatgctat-——---- acacGACAaTAACAGAAAGAAGCaca-cgtccccccgtatatca. . .213. .. caaacttttagg|ttatgaac
C.Bri, caatcagg|ttatcaaggttg...1256...tctccttgcatgcaat-————-- tcacCACCaTAACAGAAAGAAGCaca-tgtgtccccaccctgte. . .269. . .attatttacagg|taatgaat
C.Bre caatcagg|ttatcaaggttg...2325...--————- tgcatgcaaacaaccgacacCACCaTAACAGAAAGAAGCacattgtgtcccc-ctgtata...375...cctaattccagg|taatgaat
C.Jap caatcagg|ttatcaaggttg....996...-taccctgcatg-———- atcccaccc-ACATTAACAGAAAGAAGCacc-tgtccccatcaccaget...257. .. .tcctgttccagg|tgatgaac
C.Rem| caatcagg|ttatcaaggttg...1617...ccttgttgcatgcaaa———--- acatCACCaTAACAGAAAGAAGCaca-tgtccccccccecctac. . .387. . .catgttttcagg|taatgaat
sekokokokoskkok | skokok koot skok sk ok sokok sk ok ¥ kk skkkioklollolklokdolkk kok kk sk ook [k dokskokk

1id=104739 gene=F16B3.1 name=egl-2 segment=chrV_1295417_1297528_-1 type=IN VIEW

Figure 108: CS=7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1295408-1297536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:1147228-1148852&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:4262176-4264975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:143995279-143996630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:88347763-88349866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1295408-1297536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:1147228-1148852&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:4262176-4264975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:143995279-143996630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:88347763-88349866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1295416-1297528

gacactgc|tgggcaagaagt. ..
gacactgc|tggacaagagat. .
gacactgc|tggacaggagat. . .
gatacggc|tggacaagagat. .

Hk kk okok ook Kok Rk X

109..
.105..

.120..

ko ko ko ko skokskokokokok kokok sk %k ok %k ok %k ok 5k %k k %k k k k

.ttctggcgaaaatcctgattTTGCatGAAAATTCt-cccgaatttt
.tccggccagaaatcctgattTTGCatGAAAATTCgcccagaatttt
. .tccggccagaaatccttattTTGCatGAAAATTCg-ccagaatttt
.tccggccagaaatcctgattTTGCatGAAAATTCg-gcagaatttt
* kkokkokokok

1d=4739 gene=C06A8.9 name=glr-4 segment=chrII_7786381_7786546_-1 type=IN

C.Ele gacactgc|tgggcaagaagt...127...ttttgcatgaaaattctccc-GAATTTT
C.Bri gacactgc|tggacaagagat...124...-tttgcatgaaaattcgcccaGAATTTT
C.Bre gacactgc|tggacaggagat...118...ttttgcatgaaaattcg-ccaGAATTTT
C.Rem gatacggc|tggacaagagat...138...ttttgcatgaaaattcg-gcaGAATTTT

sk kok okok|kokk Kk kok

1d=4739 gene=C06A8.9 name=glr-4 segment=chrII_7786381_7786546_-1 type=IN VIEW

* 3k >k 5k >k 3k %k >k 3k %k >k %k >k %k %k k k okokokokkokok

Figure 109: CS=3.84

CGCAActt
CGCAActt
CGCAActt
CGCAActt

cgcaactt
cgcaactt
cgcaactt
cgcaactt

3k %k %k %k 5k %k 5k k

3k %k 5k %k 5k %k 5k k

¥

glr-4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7786372-7786554&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9140643-9140822&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125646563-125646736&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18961511-18961704&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7786372-7786554&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9140643-9140822&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125646563-125646736&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18961511-18961704&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7786380-7786546

i  anc-53

C.Ele ccacgtct|atgtcgaagctt...463...--ataaagactcttcgcggaaa——---—- AATGttGCAACGGAAGTGatattcc-gagcatttttcga...345. .. .catcttcgtttt|ttacatag—-

C.Bri, ccacatct|atgtccaagctt...b546...-cctcgttttctttttttcte————- AAAAATGttGCAACGGAAGTGatattcgtggatgtcttctg-...317...tatctcttctat|attcttcg—-

C.Bre  ccacgtcc|atctccaaatta...391...atttcgctattctttcctca———---- GAAATGttGCAACGGAAGTGatattctaaagcatttttct—...544...—-tttcttctct|ttttaccgtt

C.Rem ccacgtcalatttcaaaactt...355...-cattgaagctcttcctcttcGAATacAAAATGttGCAACGGAAGTGatatttcggagecatttttcg—...348.. .tcctgtcgttac|tttcatac—-
skokk kk [k kk Rk ok * *k ko sk ok ok ok sk sk sk ok ok ok sk ok ok ok ok * Kk *

1d=305157 gene=F45E10.1 name=unc-53 segment=chrII_11069767_.11070656_-1 type=IN

C.Ele agcatcag|accatcgacaac...165...--—aaacctttttctttccgaaaCATTTCCcaTTGCtCATT---aatagtcaaat|tgaataaa
C.Bri agcatcaalaccatcgacaac...119...--—aaacctcttcctctttcgaaCATTTCCaaTTGCtCATTTTT-tattatgaat|cgaataaa
C.Bre agcatcag|accatcgacaac...135...tttaaacc---tcctctttcgaaCATTTCCaaTTGCtCATTTT-cttttatgaat|cgaataaa
C.Rem agcatcag|tccatcgacaac...140...---caacctcttcctctttcgaaCATTTCCatTTGCtCATTTTcATTTtataaaa|cgaataaa

srokokokskok | skokokskokokkokokkok sokkk ok Kk ok soksokokokokokok  kokokokokokokokok Kk | skakoskokokokok

1id=305190 gene=F45E10.1 name=unc-53 segment=chrII_11058048.11058273_-1 type=E3 VIEW

Figure 110: CS=5.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11069758-11070664&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7111351-7112315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152258454-152259489&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139962342-139963151&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11058039-11058281&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7101210-7101408&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152248501-152248715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139952550-139952770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11058047-11070656

ggtttctc|agcttattaatg
cgtctctc|aacttattaatg
tgtttctc|aacttattaata...
agtttctclaacttattaatg

Kok kokokk [k kokokokokokkkok

cgagcaca
cgtgcaca
cgtgctca
cgtgccca

k% kk kk

gaacggctatcc. .
gaacggctatcc. ..
gaacggctatcc....
gaacggctatcc. .

ok ok ok ok ok ok ok k ok %k k

.283..
...3093..
.302..
.442. .

.1159..
.405..
122..
.1447. .

.—-gccgggagggctccaagaga————--— AAGAaaGAGAAAAAGAG----TTTGTTaaatgta----ataattggtcact-..

.gtctttgaatgatatcctgt-——————---—- GAAAGAAGAGAAAAG-AGAGGGATA---tctg--tcatcttcattcatct...

Lo attgtccccggagcggaaaaAGAAaAGAGAAGAAAAGAAGAGGGG——-—--— cgccgagagtttaatgttat. .

.acacttgtgttacgtttaga—————---—-—- AAAGGAGAaAAAG----————-————-——- tgtgctccagtttgaattac—-..
* k% kk ok kK * ok

1d=305144 gene=F45E10.1 name=unc-53 segment=chrII_11080483.11083783_-1 type=IN

.cattaagccgagaacaaacgAACGGGgtTTCTTTTTCTCcTCTT-————-—-—-———-——- accatctttttggeggaatt. .

.ccttcctcecctectaatgtt---TATTTaCTCTTTTCTCTTCTTTT-—————- tttaacgaagatctatcggt--——---- ..

.ccgaaagacgtttgatagca————- TCTCCTTCTTCTTCTTCTTTgTTCTctgtcaaccaaagacacatc————————-— ..

.ttttagttcgegcacttcte———————----- CTTTTCTCtCTTT------— gtcatttacataatcttttc——--——-—- ..
* k% okk kx *

id=305170 gene=F45E10.1 name=unc-53 segment=chrII_11063437_11066659_-1 type=IN VIEW

Figure 111: CS=5.6

.2931..
.191..
.25655..
.3338..

.1976. .
.2871..
.2506. .
.1189..

.attcgaaatagc-—|ccatttca
.attcctcctaatct|ctttta--
.——ttctttcattaa|tcgcttca
.——tccacctaatat|ccattaaa

.ttatcaaatttc|taaattta
.ttatccaatttt|ttatttcc
.ttttcaaatttt|cagtggtt
.aaaaccaaattc|taaatttc

* kk kxk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11080474-11083791&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7121521-7124909&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152266740-152269702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139970246-139974119&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11063428-11066667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7105752-7109131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152253603-152256336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139957151-139959880&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11063436-11083783

AV VAV N\VAN VAR N VAVA N VAN e VA N VAN W, W -

aaQaaa

.Ele cgagcaca
.Bri  cgtgcaca
.Bre cgtgctca
.Rem  cgtgccca

Kk Kok kK

cgagcaca|gaacggctatcc...2203..
cgtgcaca|gaacggctatcc...1882. ..
cgtgctca gaacggctatcc...1518..

gaacggctatcc..
gaacggctatcc..
gaacggctatcc. .
gaacggctatcc. .

>k 3k %k 3k %k >k %k %k %k %k 5k k

~_

.215. . .cacagacatctattcatgcgCGAAGTGCAATTTTGGTTC-ctaaagatgagaggaggagg———...2925. . .ttatcaaatttc|taaattta

.168...ccagcacatccattcatgcgCGAAGTGCAATTTT-ggttcctttcctttccagag——————-—- ...3117.. .ttatccaatttt|ttatttcc

.178...-agacacatccattcatgcgcGAAGTGCAATTTTGgtttcacgaaactgaaagag———————-— ..2461...ttttcaaatttt|cagtggtt

.162...aagacacatccattcatgchGAAGTGCAATTTTGGTTCC———aaactggaagagagaagaag .2467...aaaaccaaattc|taaatttc
sokokskok sokskokokkokoRskokkokokkokdoRsk ok ok kK * * ok Kok

1id=305170 gene=F45E10.1 name=unc-53 segment=chrII_11063437_11066659_-1 type=IN

cgtgcccalgaacggctatcc. .. 1547. .
Kok Kok kok | sokokoskokskokokskokok ok

Sommm—mme— gtagtacg

*

caacgacgacct--GAACCgAGAATTTGCAtgTTTCGaacttttattgtttcttctt....933. . .ttatcaaatttc|taaattta
agaagaagaagaag-———-—- AGAATTTGCAtgTTTCGaatttcttttctcttctett...1400. . .ttatccaatttt|ttatttcc
aaccgccgcacaa—————-- CGAATTTGCAtcTTTCcaatttctcttcaacaattc-...1119.. .ttttcaaatttt|cagtggtt
---------- tgaGGAACCAAGAatTTGCAtgTTTCGatgttttcgtcttcgecgte. . .1078. . . aaaaccaaattc|taaatttc
sokkokkokdkokkok kokkok ok Rk k% * kk kk

1id=305170 gene=F45E10.1 name=unc-53 segment=chrII_11063437_.11066659_-1 type=IN VIEW

Figure 112: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11063428-11066667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7105752-7109131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152253603-152256336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139957151-139959880&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11063428-11066667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7105752-7109131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152253603-152256336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139957151-139959880&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11063436-11066659

...1366...

....826...
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.2444 . .
.940..
.2048. .

C.Ele caaaaacg|aggtaggaattc
C.Bri, caagacag|aggtgagcaaca....962...
C.Bre caaagttg|aggtgaggatta....577...
C.Jap taagaccg|aggtaagaacca....378
C.Rem caagtccg|aggtgagaatac
*[drokk ok x
C.Ele tcaatatg|aggtgagtatta...
C.Bri, tcagtatg|aggtaagtcttg....
C.Bre  tcagtacg|aggtaagtatca..
C.Jap tcagtatg|aggtgagtttcc...
C.Rem tcagtatg|aggtgagttttt..
kokok kk ok [kskokk kokk ok

----g---ctcgttcatgatatgctcc

.gatttgggtgtttcgctaat-—-TGTTTGCGTttAGAATtGGTG
*

\\\\\\\\\“Aﬂ/////////

* %k * * * %

id=329104 gene=C14A11.3 name=cgef-1 segment=chrX_2790117_2793927_1 type=IN

.gatttaggtgtttcgctaat-—-TGTTTGCGTttAGAAtTGGTGATGAT ttttttcttgttgegegaag. ..
.ctttttaa---ttaactaagggg-————------—- GAAAGGAAGAAAG acaatttcttgtcaagaggg-...
.tccctaaa---attgcaaacatt-—--—-—--- GTGTaCTATTgTTGC actcaccataatgagcggga. . .
.———ttgaa----—- cgctaaaggcattggAAGGAAGGAAAGAaGGAAGGGCATTTTActTCTTcaaatgatataatcatccecg-————--- .o

* kxk * *

1d=329107 gene=C14A11.3 name=cgef-1 segment=chrX_2794118_2796596_1 type=IN VIEW

Figure 113: CS=5.4

ATCATTcgGTTGTTCTcACGCGAACActcgaaaaacact-catctct. .
CTTTTTTCTTTTC----- aggttgtaaacaaat-tattt--..
tcacgttacactatatattt..
...gtctataagaaacttaccct-———------ AAGATAGGATtgGTTTtcTTTCcaTCTTTCTTTCTTT-——-- atttttgcataaca----atgtca..
CGTTGTTCTcACGCGAACActcgaaaaacact-catcctc. ..

.3951..
atgcttttttgcgaaaaacg-...
*

.603..
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.600..

.2355..
.3825..
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.ctcaggtttttc
.Ctcaggttttcc
.tccaggttcatc
.cttaggtttttc
.ctcaggtttttc

ok ok ok ok *

.ctcttcgaactt|ttcacttg
.cttctctttttt|tatgettt
.ttctttattctt|tacctcgt
ctccttctcatt|ttcacttt
.ctctttaatttt|tcgatttt
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agctcgac
agcacgac
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:14924918-14928745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4059778-4064658&Track=refGene
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33886377-33889185&Track=refGene
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WM cgef-1

C.Bri| gctgaacttggtaagttcta...1880...--tgcagcagttcgatcatgca-——-TATAAaTGAGAAGAAAGAGAAtGTTCggcgttcaaaacgaatagat-—————-- ...2b5...cctcaattttccagatcgaa
C.Bre tttgaacttggtaagttgga...1451...tgtatagcgatcttattgtt-————-—-—- GTTTCgCAAAAAGTtGCGA----tctgggaattggaaagaact-———-—-- ...163...aacctttttttcagattgag
C.Jap attgaaactggtaagtaaga...1175...--ttgt---gttctatcatgcatgcAAATGAGGAGAATAAGGAGACG------——---- aaaaagaagaaacgttcgtg...325...tttttttcttccagatcgaa
C.Rem tctgaatttggtaagttcac...1405...-————--—- gttcgatcatgcatgtaaatGAGAAGAAGAAAAAGAAatgttcgcgttcaaaacgaa———————————- ...262...aaaaaatcttccagatcgag
sokokok  skokokskokokokok *  kk ok * ok kK Kk Kok * kk skokokkok koK

id=329102 gene=C14A11.3 name=cgef-1 segment=chrX_2787690_2789975_1 type=IN

C.Bri  caagacagaggtgagcaaca....959...ttccagatttctt-tcagaca---GGACTTTTTTCTTTTCAggTTGTA----—-——--- aacaaattatttgcttctag-...3817...cttctctttttttatgettt
C.Bre caaagttgaggtgaggatta....967...-—————- tttcta-ctggtcaacaagttTCGTttACTTtT---TTGGAAACtgtacaatttcaatcgtttt-————---- ...1757. . .ttctttattctttacctcgt
C.Jap| taagaccgaggtaagaacca....b506...-—-tggttttctatccagttggcTGTCTTCTTATTCTtCCTCATTT-———————————— ttcatccacgcgacctaccc...2006. ..ctccttctcattttcacttt
C.Rem caagtccgaggtgagaatac...2079...--aaaaattgcca-acactcttc-—--TTCTTTTTCTtTC---TTTTC-——---—--- tttcaaaaatctgaagcaaa-....631...ctctttaatttttcgatttt

*k skckkk Kok ok *k ok * ok ok kk *x * * % *kk *

1d=329104 gene=C14A11.3 name=cgef-1 segment=chrX_2790117_2793927_1 type=IN VIEW

Figure 114: CS=4.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33889310-33891074&Track=refGene
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:674382-677206&Track=refGene
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w cpna-5

\/

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atgatttc|ttcagccgtccgttcactcag-—---aggtaaa
atgatttc|ttcagccgcccgttcactcaa----agg-——--
atgatttc|ttcagtcgtccattcactcaacggtaagtgaa:
atgagttt|ttcagccggeccattcaccaag-—--aggta--:
atgatttc|ttcagccgtccgttcactcaa-——-agg

Hdokk ckk|dokkokk Rk kok kkkokk ok * ok
C.Ele atgatttc|ttcagccgtccg..
C.Bri, atgatttc|ttcagccgcccg..
C.Bre atgatttc|ttcagtcgtcca..
C.Jap atgagttt|ttcagccggcca..
C.Rem atgatttc|ttcagccgtccg..
Hokokok ok [okokokk kok ok

SRR aactcatCTTTTTCTTCTgaTCTTcgTTTC-——-—-—-- ctgcttctttttttactctg...2861...atccaccgacaa--|tccaaatc
iiiiiitttttgatatctattacatgaaacgaaataaaaaatt-—--- TCTTCgTTTCCTaTTTC-------- ctcctectgattgteccttecct-—--—- ...3166...--tcacagacccat|tcaaaatc
cictttttttat ga TCTTCgTTTCCTTTtcTTCCT---—-- cctctgattgtcctttttct-—-...2504...--gacatgacctca|tcccaatc
HE TTTCaTTCTaaCTTTCTaaTTTTTTCCTTTattatggattcgcgacatag. . .4729. . .aattttcgctcttt|tccact—-
SRS EEN aa TTTTCCT----- TTTTCgaTTCT-------— cttccaatttaatctgacta...2983...tccccctgacca——|tccaaatc

* x * * %k * *

id=169145 gene=B0495.10 name=cpna-5 segment=chrII_7714691_7718436_-1 type=IN

.2153...-caacggaaatgggacgacaa-——------- GAAAAGGAAAAGAAaAGAAAAAGAGaggaaaacgggaaagagetg. . .1504. . .atccaccgacaa-—|tccaaatc

.3026...-cgacggaaatgggacgacaa-———————--- GAAAAGGAAAgGAAGA--------- gaggaagaggaagagaggag. . . 1501. . .--tcacagacccat|tcaaaatc

.2108...————- ggaaatgggacgacaagaaa————————-— AGGAAAAAGGAGAGAGGA----aaagaggagagccagccttg...1136...--gacatgacctca|tcccaatc

.4403...-———- ggaaagaagggtggaaggaghAGAGtgGGAAAGAAGAAGGaaAGAAGAAG--gcttttatgtgtgagtatgt....493. . .aattttcgectcttt|tccact—-

.1783...gcggcggaaatgggacgaca——————-—--- AGAA2aGGAAAAAGAGAGA------- atgagagaggaaaggagaag...1194...tccccctgacca-—|tccaaatc
skokkk ok * * ok ok ok ok K * * *

id=169145 gene=B0495.10 name=cpna-5 segment=chrII_7714691_7718436_-1 type=IN VIEW
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.1656. .
.262..
.340..
.1597..

.4242. .
.329..
.1647..
.4139..

it tgttggaaacgaatggctccCGGGcaAACGGaGAGAGaGGAAGGAGGAAaGAAGAAGAAGA

JR— tgtgatatacagatgattta CTTTTTCTTCTTCTTTCTCTTCTTCccgtttttgggggataatat————--—--—- ...3244. .

o gtcgagaagaaattggaatc AGCTTctTCTTcGTCTTTTTCTTCaTTCTC--——-- ag--atgtcgtcaaaaagattg...4633..

R atggaaagaaaagtaagagaGTAGAAAGAGAGAGAGAAAGAAaAAGAGagAAAGTG cactggaaaagtattccegt-—---------= ...4549..

.cgtaacttgatcaataatca CTTTTTCTTCTTCTTTCTCTTCTTcCCGTTTTTGaggaatgacatcagcacaac—-...3294..
*k * * * ok *

1d=239409 gene=WO6H8.8 name=ttn-1 segment=chrV_6134507_6144004_-1 type=IN

.gccaccagtgctacga ccct GGAGAAGAGAGGAAGAAGAAGAAG caaaagaagaagccacgcct——-—-- .
.——ttgaaatatgaagaaggaaa-——------—-—-----— AGGAGAGAAGAtGAAAGATaAAGAcaAAGTT cccgtttaagttgaattggt-———-- ..
.——gataatcattccgatgatat CACTTTTTCTTcTTCTTTTTCTtcCTCTCgTTTTTGTggaataacatcagcacaaca. .

* * *

1d=239409 gene=WO6H8.8 name=ttn-1 segment=chrV_6134507_6144004_-1 type=IN VIEW

Figure 116: CS=24

c-gtaggagaagacgtgtctt--——...

.tctaaattacag|gtcgtcca
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.659..
.4565. .
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.745. .

kokk okokok [ kokkk  kokk
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6134498-6144012&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9416134-9425897&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46299016-46308744&Track=refGene
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gtattcag
gaattcag
gaattcag
gtattcag

) skokokokokk

C.Ele attctcag|gttagttaaaga...996...tttttgtgatctttgaagtgTCATtcCGAATGTTTG-———--——-———- gagtcccgatgagaaccttc...3913...tctaaattacag|gtcgtcca
C.Bri attctctg|gttagtttattt...799...tgcatctccatatccaactg——-TTGTCATTgTTACAATACACCAccaatacgctgctggaatac——-...4104.. . .tttgaatttcag|gtcgacca
C.Bre attctcag|gttagtttattt...994...--tttgtgatctttgaagtgtcATTCcGAATGTTT---—--—---——- gaagtccagatgaaaatctt-...3918...gctttatttcag|gtcgtcca
C.Rem attctcag|gttagtttattt...936...--tttgtgatctttgaagtgtcATTCCGAATGTTTG-——-------——- aagtccagatgagaatcttc...3975...ttattatttcag|gtcgtcca

sokokokokok ok | skokokskokokok ok * ® o okk kk kR ok kokkok * ok kk ok ok sHokok skokok [ skokokok kokok

1d=239409 gene=WO6H8.8 name=ttn-1 segment=chrV_6134507_6144004_-1 type=IN

gtgagggatagtactctttaaaattggaatgt GA----GTAAATTCGATGG------ gggcgattggaagtaageca. ...
gtgtg- ttttatgatttgaaaattttccgcgc HH ggcggaatttcggaaccccccccccccctcatgtggttacTGGTATTGTGAGAT -GATAA-a----aaacgaaaagtagaacgaa-
gtacg-tt : AA----GCgaATTCatGAATa----gaacaagtatcaaactatt-...
gtgagatttcgttgttttttaaatgaaaactt gaaagagttatatgac TAA----GCcaATTCGGAAT-actttgtgcaaattggagag———-- e
*k K * k% * % *

1d=239413 gene=WO6H8.8 name=ttn-1 segment=chrV_6131033.6133032_-1 type=IN VIEW

Figure 117: CS=3.6
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9413224-9414673&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46296294-46297724&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:141752013-141753282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6131032-6144004
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C.Ele gtaagccalaaatcccctaaa...168...aaaaagaggctgaactaaatTGAGTCAGTCAaGTTCagaaaagactaatttgttga....724.. . .gcaggtgactcalaaaacact

C.Bri, gtaagcca|atattgcctgga...150...---aaggaagagagctaaattgaGTCAGTCAaGTTCagaatagactaatttgaaga...1039...tcaggtgactcc|aaaaccct
C.Bre  gtaagtcalaaacgcctcgag...177...---gaaaagaagaactaaattgaGTCAGTCAaGTTCagaaaagactaatttgctga....614...tcaggtgactcalaaaactct
C.Rem gtaagtcalaaaacgcccgga...159...gcggggaagaagaactaaatTGAGTCAGTCAaGTTCagaatagactaatttgttga....608...tcaggtgactcc|aaaacatt

wkokkk K

kkkkk kk|k *k * kok kokokokokokkokkkokkokkokkkkokoskkokkkkk kokkkkkkkkkk o kxk %k %k ok %k k k >k k k

id=131518 gene=WO7E11.1 name=WO7E11.1 segment=chrX_10098035.10099006_1 type=IN

——————— tacta----gacaaccaaaaacaaaacaatgaaactgaagaaatggcc aaaaa agga--GAACaTGACgTGACTTGttgtaattagctttattgag. ..
——————— tcgta----aaagactgaaaacaagacaatgaaactaaaggaagagggaagattttgtttgagaatgagaaatccccagcagacaGAACaTGACgTGACacactgtaattagetttatt-———....
tatttaatcaaagtatagagactgaaaacaaaacattgaaactgaaactagagaa t aaaaa cagacaGAACaTGACgTGACactctgtaattaactttatt-—-...
------- tcgga----aaagactgaaaacaaaacaatgaaactgga---agagaa------------tcgaataaaaaa-------cagacaGAACaTGACgTGACTTGctgtaattagctttattgga. .

* ok sk kkkokskokk kkk kkokkokkk ok kK * oKk Kk kokskokokokokskokok ok ok ok ok sokskokokokokok skokok ook koK

id=131528 gene=WO7E11.1 name=WO7E11.1 segment=chrX_10101940.10102142_1 type=IN VIEW

Figure 118: CS=5.92

.98..

110..
.109..

.tcagttcgtcga|gaagaagg
..tcagtttgtcgalgaagaagc
.tcagtttgtcgalaaagaaga
.gcagtttgtcga|gaagaagce

kokkokk  kokskkk | kokkkkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7619839-7620827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16876875-16878157&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20968475-20969359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:14719866-14720729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7616703-7616922&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16873631-16873864&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20965331-20965573&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:14716624-14716860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10098035-10102143

m F13E9.1

C.Ele gtaagttt|tgcagaaaatat...1635...gcaagtgtgccatt-tggtga———--- GAAAaG----AAGAAAGaAA----GG----aaggagttttgaaaagagcg...3272...tcaggagatccalctcgatcg

C.Bri, gtgagtta|tttataagcaaa...2327...-—————- gaacatgagaagaaatgatgGGGAAA----aaGAAGaAAA----GGCTActactcgctctattcaaaat-...2577...gcaggagatcca|ctcgattg

C.Bre ataaactt|tataaagagagg...1606...-—-———-- tgccattctcgtggaagaagGAGAAA-—--aAGAGAAGAGTTttGAGAA-aagaaaactttcggtgggge. . .3294. . .gcaggaaatcca|ctcgatcg

C.Jap  taaatctc|ttctgggaatgc...1632...-caaaaagtagatgttgtcaa——--—- TGAGatCCAAacAAATAGCA----—-——- gcaacaag--gtacgagatgta...3273...gcaggagatcca|ctcgatcg

C.Rem gtaagttc|agggaaaaataa....368...-————- agaacaatgtacaaatagat-ACGGAGtcCCAAGAATGGtcCATT----—- gacaagaagaacgtagagga...4533...gcaggagatcca|ctcgatcg

EE * * * % * sokokokok skokokokok | skokskokokk ok

id=116794 gene=F13E9.1 name=F13E9.1 segment=chrIV_10865225_10870842_1 type=IN
C.Ele gtaagttt|tgcagaaaatat...4932...actaatgaatggttctagta-————------ CCTTTTTTTCaTTTC iiiiiia tcg-—-—-
C.Bri gtgagtta|tttataagcaaa...3332...acctagaattatacagagac-—--—--- TAGTCTTTCTTTTTTTCC--gaagagaaacattgaaaa———--—---- agttttatttccg::::::aagaccaacaggggtaatgaaatgaaggcgccaccatcat
C.Bre ataaactt|tataaagagagg...2101...agaacgaatcaacctctcac-—-TTCTCGGCTTCTTCTTTaTTTCTCggtgagcataagctatagttgagtggatgttccacttgtce: agtaaagggatagtgaaggagaaggagatgtagtcg———-
C.Jap taaatctc|ttctgggaatgc...4631...--———- gatgtatttcttagccaaaa--TGCTcATTTaTTGGCTCG aggttctctctcc: a tecg-——-
C.Rem gtaagttc|agggaaaaataa...4670...--——- gatgtatttgtcgagctaaaAATGCTCATTTaTTGGCTCCGT tgccttttctete::iiia teg-——--
* % *  okk % * *

id=116794 gene=F13E9.1 name=F13E9.1 segment=chrIV_10865225_10870842_1 type=IN VIEW

Figure 119: CS=3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6622934-6628568&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4134539-4140286&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81901119-81907071&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:46071845-46080935&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43926804-43932593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6622934-6628568&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4134539-4140286&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81901119-81907071&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:46071845-46080935&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43926804-43932593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10865225-10870843

m‘ w twk-13

C.Ele
C.Bre
C.Jap
C.Rem

cgaagaac
cgaagagt
agaggaac
cgaagagt

k% kk

C.Ele
C.Bre
C.Jap
C.Rem

I

o

e

tgaggttggtag...1121.. .actcgtgtt----gacctaatccc-AGACACTAc--TC-AAaAAGT-agtatggtaataattcaaaa...437...aaagtttatttt|tcagtgeg

tgaggtaagtga...1379...-—-—-gtgtctcgcgccctaatccc-AGACACTAc--TC-AAaAAGT-agtatggtaataattcaaaa...507...agaatctaattt|tcagtgcg

tcaggtaggtca...2323...atccgagtg----gagacaaacgtTAGGtCCAACTATCAAGcAAGTGaaaatactccttttatcagg...417.. . tttttatggttt|tcagegeg

tgaggtatgttc....993...a---gtgtc----gacctaatcccaga-CACTAc--TCAAaaAAGT-agtatggtaataattcaaaa...465...aaattctcattt|tcagtgeg

* kkkk Kk * kk * *k Kk * kk o okk ok kkkk ko k% ok ok k% * ok kkok|kokskok kokk
1d=85933 gene=R04F11.4 name=twk-13 segment=chrV_12326557_12328196_-1 type=IN

gcACTTTT|GATAGTaaGTTT--tttttttta acgcaagc::

gcACTTTT |GATAGTgaGTTT----tttttga: HE

gCACTTTT|GATAGTTGGtTTTGcttttttgagtgacgtaatgacgtaataagctacaacaat::::::

gaACTTTT|GATAGTG RS

*skokskokokok | sokokskokok

id=85945 gene=R04F11.4 name=twk-13 segment=chrV_12322482_12323045_-1 type=IN VIEW

Figure 120: CS=8.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12326548-12328204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31936798-31938782&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98671410-98674253&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127233341-127234895&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12322473-12323053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31933504-31933940&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98664241-98665658&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127230555-127230621&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12322481-12328196

gagggtttacca...
gagtatttttga. ..
gagggtttttga. ..
gagcattttgag...
gagcattttaat....

tagttattgatt
gggtactttttt
acgtctttattt

aggtacttttttttctgett.

. .gaagataattgcgaacgcat--GTTCCTTT-——-- TTCTTCTC cgtctccagtgcccctttag————-—--—- ...3054..
. .aatatagtttaaaaatgttcTAAATaTCTTgGAAATTCttTTCCAAACTTTgaAAAAT-——————————————- ctaatttttttcttcttt-——-—--- tt...1705..
. .tgaatagaatagagggaaaa TG-GGAAGAAGAAaAAGA------- agagacaaaaaagaaaagga--————-——-— ...2468..
ittt ccctattcattctgeccgaat GGTGgaAGAAAAGAAtGAAGGAAGGaatgaacggagcggttcgga——————---— ...4538..
..——-agaaattccaatcggtctggTCCTCTc————- TTCTTTTCTTTTTCT gaacgg tcggaaaatgaata...1832..

id=233609 gene=R10F2.1 name=cdh-1 segment=chrIII_2911163_.2914819_1 type=IN

...——-gccggeggtttttctgegge GAGGcA GAAAgAGGGAATtccctggagtcgaataactc———---- .
..——-gctatgagaatttttgggaa-—-—-----------——- ATTTTGGGGTTTGGAAGAGTTTCAAGAgaGTTTA-—---—-- aactagagattttggaggaa. .
. .caacatattcgctcccttac————----- TCTTcTTCTTCTTCTCA ccggeggetgttggtggacg———----- ..
..———catgtcgagcatactagcacCTTTgcTCTTCTTCTTcTTCTCACC cccc—---gtcgtggegececgeeg——-. .
N S atgacatacgacggggaggg AGGGAAACGAAG-—---- aAGAGAGGGGA-aggaagtgattaataatttt-———----- .

id=233623 gene=R10F2.1 name=cdh-1 segment=chrIII_2918763_2925275_1 type=IN VIEW

Figure 121: CS=6.5

.atgttttcagtt
.taaatttcagtt
.ataaattcagtt
.caatttgcagtt
.atgttttcagtt

* okokokok

..4862..
.2289..
.3285..
.2575..
.4751..

.cagctttcaggt|tgtcgcca
.ttttttccaggt|ggtcgecca
.acttttgcaggt|tgtcgeca
.gttttttcaggt|ggtcgeca
.aacttttcaggt|tattgcca

/w cdh-1

cctgaaag
cctcaaag
cctaaaag
cctcaaag
cctgaaag
Kkok  kokokok

Kok kokokkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10868853-10872526&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:701213-703946&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66327120-66330232&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112035413-112040812&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:13829285-13831285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10858397-10864926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:685728-696164&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66314751-66323985&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112019929-112029386&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:13819962-13826987&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:2911163-2925276

C.Ele -gttaaggt|tagttattgatt----...2915...aaagtgcagaggacataaaa——------- TTTTtTCGGGAAAA-———-——————————— tttgatttatcggtacaatt----...1996...cagctttcaggt|tgtcgecca
C.Bre -gttaaggt|acgtctttattt---—-..... 54...-taatatagcggagaaagggg-—-GAGGAAAAGTTTCaaAAAG—--—---————--—- aaagaaattcc—----—--- caagagtcc...4852...acttttgcaggt|tgtcgecca
C.Jap  tgtcaaggt|atgcatttttt----- ...2326...-atgtcgagcatactagcacc--TTTGCTCTTcTTC----————--—-—- TTcTTCT---caccccccgtcgtggegeece———-...2579. . .gttttttcaggt|ggtcgeca
C.Rem  ----- aggt|acttttttttctgett...2631...-ttgttatcattagataaagcTGATcGAGAGCTTTCAGAAAAGTATAATTATGCCTatgcttgettt—————-- caattgggt...2259...aacttttcaggt|tattgcca
*okokok *%k * * *okok * Kk kokokkok
id=233623 gene=R10F2.1 name=cdh-1 segment=chrIII_2918763_2925275_1 type=IN
C.Ele -gttaaggt|tagttattgatt----...3860...a---taattgagcaatgagcaac TTTTTCGAAAAA-———————————————— catcttcagtcc—-tactcttg...10563...cagctttcaggt|tgtcgeca
C.Bre -gttaaggt|acgtctttattt----...3845...a--—---—---—- ataaaaaaaattcaaaatg----------- CTTTccGGAATTTTTCTTCaagtaaagaacattccgaat——---—------- ...1061...acttttgcaggt|tgtcgcca
C.Jap tgtcaaggt|atgcatttttt----- ...4745.. .ggcc——————- gcaaaacacaacaaaaAGAAAGGAAAA-----—-———- GAaaGCGAA-----————-———— ta--aataatagagagagcggg....160...gttttttcaggt|ggtcgeca
C.Rem ----—- aggt|acttttttttctgett...2765.. . .accccacttgecctga———-- aacca--GGGCATGATTATACTTTTCTGAAAGCTCTCGTCA-—-—------ ca--ctgaatccgagaatccga...2126...aacttttcaggt|tattgcca
Hokokok *k * * * kk * * ok Kk kkokkok| ok kskokk

id=233623 gene=R10F2.1 name=cdh-1 segment=chrIII_2918763_2925275_1 type=IN VIEW

Figure 122: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10858397-10864926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66314751-66323985&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112019929-112029386&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:13819962-13826987&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10858397-10864926&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66314751-66323985&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112019929-112029386&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:13819962-13826987&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:2918763-2925276

E::M\_/\_/\—M:T cif-1

C.Ele taatttt|c|ggctcgtctctattcgc———-- ATGAGCGGAGGAGtAGTGCACAgCAAACTTCAAaagctcgttctctccaccta...194. . .ccgcgaaataaa|ggtgaatg
C.Bri ------- -|-gac--tttctagcttcttTGTATGAGCGgtGGAGTAGTGCACagCAAACTTCAaaagcttgttctctcaacct—...192. . .gcgcaaaataaa|ggtgattg
C.Bre --ctttt|t|acac---ttctagtctttttgtATGAGCGGAGGAGtGGTGCACacCAAACTTCAAaagcttgttctttcaacata...191...gcgcaaaataaa|ggtgattc
C.Jap  ttctttt|t|ggattcttcctactttc---gcatgagcggaGGAGTGGTGCACAgCAAACTTCaaaagectcgttctctccacg——...193...gcgcgaaataaa|ggtgaata
C.Rem caatttt|t|ggat--tttctagtttccttgtatGAGCGGAGGAGtcGTGCACAgCAAACTTCAAaagctcgttctttcaacata...191...gcgctaaataaa|ggtgattg
*okok sokckokokokokok kokokokok kokskskokokok sokoskokskokokokskoskokokokokok skokokokok Kok koK sokok kokoskokokokok | okokokok ok

id=76491 gene=KO08F11.3 name=cif-1 segment=chrIV_4710472_4710747_-1 type=Eb

C.Ele gaaataaa|ggtgaatga————-— gTTGAAGTTTGaTGTGCATTtCTCCttTTTGCTCGTtcaca-gttccatattttctaaactgecatgtacaatattt|cagatgge
C.Bri aaaataaa|ggtgattga--—--- gCcTGAAGTTTGaaGTGCATTAc-cCTCTTGCTCATGCA-—-tgtttcccctttttaattgtaattggtgttgettt|tagatgge
C.Bre aaaataaa|ggtgattct----- gTTGAAGTTTGaaGTGCGTTtCTCCTCTtGCTCAT-taatatttttcccgtttcgecatgetacgtttt——-ttttc|cagatgge
C.Jap gaaataaa|ggtgaataatgagtg--GAAGTTTGaTGTGCATCACTCT------ atttatttagtttaaccccttcttcaaagtgt-tatgttattttg|ttgtta—-
C.Rem taaataaa|ggtgattga——-—-- gTTGAAGTTTGaTGTGCATtcCTCCTgTTGCTC----taaa-cttttatataat-taaaatgcatgtctaacattc|cagatgge
sokokokokokok | kokokokok ok * kkokkokdkokkok kokkok ok ok k * * * ok ok *k * %

id=76492 gene=KO8F11.3 name=cif-1 segment=chrIV_4710388_4710471_-1 type=I5 VIEW

Figure 123: CS=5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:4710463-4710755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5442699-5442982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:6556192-6556481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:113130460-113130751&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48314606-48314898&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:4710379-4710479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5442618-5442715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:6556111-6556208&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:113130381-113130476&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48314527-48314622&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:4710387-4710747

W Y75B7TAL.2

C.Ele gagagagg|ttagtgttggta...
C.Bri, acgatatg|taagtttttgtc...
C.Bre  tagagagg|ttagttcattta..
C.Jap aaggcatg|tgagtgtttgtt..
C.Rem aagagaag|ttagtttaatct..
* K|k kKK
C.Ele gagagagg|ttagtgttggta....572..
C.Bri acgatatg|taagtttttgtc....286..
C.Bre tagagagg|ttagttcattta...3530..
C.Jap aaggcatg|tgagtgtttgtt....335..
C.Rem aagagaag|ttagtttaatct...4010..
* ok k|k Kok

|

v

572...tcaccaat--tgcccaaattcc CATTTTCATCTCTCGTAtTATGAatGAGATGAAGATGttccatgcgtcgagagcage—...4316..
262...tcaccgat--cgcccaga--ttcc CATTTTCATCTCTCG aatgatgaacgagatgaaga...4648..
.587...----aaattctacacaaaatcgctGTTGACAACTTTTTTCTAGCTcTTTCcCTTCTaGAGATA-————————————=-- cgagcgctcgcagttagagg——...4299..
.311...tcgccgat--cgcccaga--tgec CATTTTCATCTCG cgaatgatgaacgagatgaa--...4601..
.389...t--ccaag--cttcaagggcggct TCTCGTTCCtGAAA ttattaagttttggttccaa--...4522..
* * * ok * *
1d=62915 gene=Y75B7AL.2 name=Y75B7AL.2 segment=chrV_1335939_1356931_-1 type=I5
Lo tcaccaattgcccaaattcc--CATTTTCATCTCTCGTAtTATGAatGAGATG-AAGATG ttcca---tgcgtcgagagcage. .
B it ttcatctctcgaatgatgaa CGAGATG-AAGATG ttcca---tgcatcaagtgcgge. .
Jmmmm—————— gccctaactt--tgaacgcctaTATCTC CAGAAGGAAAaaAGCTAGAAAAAAGTTGTCAACtgcaattttgtgtaaaattt-—-..
Lo ttcatctcgcgaatgatgaa: CGAGATG-AAGATG ttcca---tgcgtccaaageccge. .
.gaagcaggatgtttttattt TTTTC tGGAAtgTGAGA tgtca---caagaaatcagtcaa
* * K ok X E

1d=62915 gene=Y75B7AL.2 name=Y75B7AL.2 segment=chrV_1335939_1356931_-1 type=I5 VIEW

Figure 124: CS=4.8

.tctattttcaga|gaatgacc
.ataattttcagg|gaatgacc
.atttttttcagalaaatgaca
.acgcttttcaga|caatgacc
.gtttattacaga|gaatgaca

sk kokok

.4316. .
.4626. .
.1356..
.4577. .
....898..

.tctattttcaga|gaatgacc
.ataattttcagg|gaatgacc
.atttttttcagajaaatgaca
.acgcttttcaga|caatgacc
.gtttattacaga|gaatgaca

%k %k %k k %

k% kkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1335930-1356939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:677783-692474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:5058179-5079232&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:143926358-143944719&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25779901-25794605&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1335930-1356939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:677783-692474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:5058179-5079232&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:143926358-143944719&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25779901-25794605&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1335938-1356931

E/_\:W‘/—E inx-1
\/

C.Ele atcgtgtc|aggaaggtgagc...317...tgtctgaaaaaaaatgcgcc-——--CCGCCCCC-TGGAAAcgcata-acagcctatcaaac...728. .. .attgtaaccgat|ttgaagat
C.Bri| atcgggtc|aggaaggtaagc...414...----aaaacaggagagcgcttcacCCGCCCCc-TGAAA-tacaaacaaagcctaac-aac...714...attgtaaccgat|ttcaagat
C.Bre accgggtc|aggaaggtaagc...298...-cttgtaaaaggaaagcgccc——-CCGCCCcCTTGAAAAcgccta-acagecctatccaac...687. . .attgtaaccgat|ttcaagat
C.Rem atcgggtc|aggaaggtaagc...305...-gtctgtaagggaaagcgccc——-CCGCCCCT-GAAAA-cgccta-accgectatccaat...717. . .attgtaaccgat|ttcaagat

® kok skokok | dokskokokokokk kokok * * kkokk koK ok ok ®k ok ok ko kkokkk ok kok sekokokok Kok ok ook ok [ ok koK sk ok

1d=184775 gene=C16E9.4 name=inx-1 segment=chrX_6946614_6947736_-1 type=IN

C.Ele  cctccagc—|caacacgtatgt...507...-ttgatttgataccaaaccga-TTTTCAAGGGGTGG-caaaacgcaatg-—aatg-———-—-----— cctgt-gtgacaggc----ggctcctacaaatttcattagataacctaaaacgecttgeca-c|ttacagag
C.Bri gatataac-|aatcacgtatgt...490...--ttttttgaaacc-aaccgattTTTCAaGGGGTGG-ccaaacgcaatttcagtgtctgtct-——cctgtcttgacagg——--- gctacccaaaagtttcctttacaaacttcaagttttaact--t|tttcagag
C.Bre  -ctccaaca|tcacacgtatgt...535...gattttttgatacc-aaccga-TTTTCAAGGGGTGGcccaaacgcaatg-—-aatgtgtgtcctgtcttgtcttgacaggtcacggattcatgtaaatct-———--—-—--—---—- aaatgctcgtcgtt|ttgcagag
C.Rem agaataaa-|caccacgtatgt...525...ttgattttgatacc-aaccga-TTTTCAaGGGGTGG-ccaaacgcaatg--aa———------ tgccctgtcctgacaggec gtct taatttgc-ttatt|ttgcagag

* 2k 3k ok >k %k >k %k %k k skokokokok  koksk  kokokokokk kokokokokokokskokdkokkokk ok skokokokokokokokk * )k skokk  skokskokokokok * % *

1d=184777 gene=C16E9.4 name=inx-1 segment=chrX_6945920_6946544 -1 type=IN VIEW

Figure 125: CS=3.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946605-6947744&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12249817-12251038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134066820-134067900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148067022-148068137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6945911-6946552&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12249111-12249742&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134066088-134066760&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148066319-148066956&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6945919-6947736
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kokokokkokkk kkk

.393..
504..
371..
323..
.375..

.157. . .taagtcaaatgagtggccga-CGAATcCAATCcCTAAAGGCAT---atcatttc--tattg--tttccag---..
.244. . . --attgg---gtgtggccgacgtac-TCGATCcCTAAAGGCATATCatcatttc--ttctaattttcc——--- ..
.138...agatcgaaatgggtggccga-CGAACTCAATCtCTAAAGGCATATCat--tttc--ttatg--tttccagaa-..
.89...agaaaataa-aaatagcaaaaGGAATCAAATCGCTAAAGGCATAT---cagttcaactttattttatc————- ..
.146. .

* k¥ ok * skokok koK ok ok k ok sk ok k k %k k * **x ok

1d=184775 gene=C16E9.4 name=inx-1 segment=chrX_6946614_6947736_-1 type=IN

Lo tgtgtccaccatccaccgaa-—--GTGCCTTTAGtGA-TTGATTCGattc--tttg---cccattcaactg. .

fmmm—————— gtgtccaccacctttccaccGATGTGCCTTTAGEGA-TTGA--—-tttc--ttcgattccgacccaa——-..

.——gtttttgtgtccaccaccac-—----- GATGTGCCTTTAGtGA-TTGATTCGattc-atttg---ccca-tcaactg..

.tagtttttgtgtccaccact--——-----—-—- ATGTGCCTTTAGTGATTTGATTCTctgc----ctattctcaccctctt-..

.--gtttttgtgtccaccaccac-—----- GATGTGCCTTTAGtGA-TTGATTCGattcaatttg-—--ccca-tcaact-..
koK ok ok ok ook ok sokokokokokskokokokokokok Kok ook * % * ok ok

id=184775 gene=C16E9.4 name=inx-1 segment=chrX_6946614_6947736_-1 type=IN VIEW

Figure 126: CS=3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946605-6947744&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12249817-12251038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134066820-134067900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:10620425-10621432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148067022-148068137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946605-6947744&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12249817-12251038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134066820-134067900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:10620425-10621432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148067022-148068137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946613-6947736
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k% kkokk

gcctaggttagt. ..
gcctaggttagt. ..
gcctaggtcagt. .
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¥ okokkokkk kkk

C.Ele  tttctcat|ttttagcatacaaatctcaagaaATGCGAACGATTGaaccacgttgcacgctatcc. ..
C.Bri aaaaattg|ttttagcataCAAAtCTCAAGAaaTGCGaaCGATtgaaccacgttgcacggtat--...
C.Bre  cgttcccg|ttttagcatacaaatctcaagaaATGCGAACGATTGaaccacgttgcacgttatcec. ..
C.Rem tttaactt|ttttagcataCAAAtCTCAAGAaaTGCGaaCGATtgaaccacgttgcacgttat—-...

4409

2666. .
.4021
.1637. ..

...tgaaaaagaagagtaggaac

.. .ggataaagaagagttggaac

* k%

* ok

* ok kk

TTTGCAT---gcgaaac-caactcaacttat
Lo accaagtcatagcc-aagtctATTGCGCAgaTTTTGAGTTTGcttaagctaaatattatatt-

*kokx

*

k% ok

*%

....318...---atattttctcat|ttttagca
...2083...ataaaaaaatt---g|ttttagca
TTTGCAT---gcgaaactcaactcaactta-...
catagtcatacccaaagtctATTGCGCAgaTTTTGAGTTTGcttaagctaaatattatatt-

.324...---taatcgttcccg|ttttagca
...2124 .. . ---taattttaactt|ttttagca
* *  x ook kokokok

1d=184756 gene=C16E9.4 name=inx-1 segment=chrX_6951477_6956281_-1 type=Ib5
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. .ctcaacaaggac
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1d=184757 gene=C16E9.4 name=inx-1 segment=chrX_6951357_6951476_-1 type=E5 VIEW

Figure 127: CS=24
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951468-6956289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254816-12259666&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071189-134075628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071250-148075112&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951348-6951484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254696-12254832&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071069-134071205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071130-148071266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951356-6956281

E/\:/WW inx-1

C.Ele attcgacc|gcctaggttagt...2860...---gttggtagtggtgtcgtcgcCCT-CaGAAGAtGCGTtgATTGecgagtctcacttacgagacg—————- ...1860...---atattttctcat|ttttagca
C.Bri, atccgacc|gcctaggttagt...3280...gcgtttccttctggtgtcgc——-CCTCCCGAAGAtGCGTtgATTGegactctcacttaccagaca—————- ...1468...ataaaaaaatt---g|ttttagca
C.Bre atacgacc|gcctaggtcagt...2593...ttccttggtagtggtgtcgc——-CCT-CaGAAGAtGCGTtgATTGecgagtctcacttacaaggca————-- ...1745...---taatcgttcccg|ttttagca
C.Rem attcgact|gactaggtcagt...2260...tctactggtagtggtttcgc—--CCT-CaGAAGAtGCGTtgATTGcgAGTTtcacttacgecgacactcttg...1495...---taattttaactt|ttttagca

sk kokkk |k kokokskokk kokok * ok kokkk kokk sk ok skoksoksokokskoksoRokkokoksokk K kskokiokkokk kX * ok koK ko ok ok

1d=184756 gene=C16E9.4 name=inx-1 segment=chrX_6951477_6956281_-1 type=Ib5

C.Ele acaaggac|agaaaggtgagt...1492...----aaaaggattataactcaattTGATATGCTCTTCggGAGGtatc--ctcctgacgagatgga...251.. .aagtagttttcalttgcagtt
C.Bri  acaaggac|agaaaggtgagc...1537...----aaaaggattataattcaattTGATATGCTCTTCGGGAGGcatcctctcctgacaagatg—-...282...tggtgattgtgt|ttgcagtt
C.Bre| acaaggac|agaaaggtaagt...1048...----aaaaggattataattcaattTGATATGCTCTTCggGAGGcatc—-ctcctgacgagatgga...257...tggtgattctct|ttgcagtt
C.Rem acaaggac|agaaaggtgagt....907...ttctaaaaggattataattcAATTTGATATGCTCTTCggGAGGcatcctctcctgacgagatg——...240...tggtgatccttt|ttgcagtt

oKk Kok ok

kokokookokok ok ok | kokokokkkkk ok dokokokokokokokokokkokok  skokokokokok kokokokokokok kokokkokokokokokokkk  kokck  skokkokokkoksk  skokokkk *% ok ok

1d=184758 gene=C16E9.4 name=inx-1 segment=chrX_6949531_6951356_-1 type=I5 VIEW

Figure 128: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951468-6956289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254816-12259666&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071189-134075628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071250-148075112&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6949522-6951364&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12252794-12254712&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134069681-134071085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148069896-148071146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6949530-6956281

C.Ele tttctcat|ttttagcatacaaatctcaagaaatgcgaacgattgaaccacgttgcacgctatccagttcatcccagecagtgecgecacctcacgacactaagttctcaaagacat
C.Bri aaaaattg|ttttagcatacaaatctcaagaaatgcgaacgattgaaccacgttgcacggtatccagttcatccaagcagtgecgegectcacgacactaagttctcaaagacat
C.Bre cgttcccg|ttttagcatacaaatctcaagaaatgecgaacgattgaaccacgttgecacgttatccagttcatccaagecagtgecgecacctcacgacactaagttctcaaagacat
C.Rem tttaactt|ttttagcatacaaatctcaa
okt kkok ok okok ok ok ok o skok ok
C.Ele, acctcAACAagGAC|AGaaAGG t
C.Bri, acctcAACAagGAC|AGaAAGG t
C.Bre  acctcAACAagGAC|AGaaAGG t
C.Rem ----- GAAAtgCGA|AcGATTGaaccacgttgcacgttatccagttcatccaagcagtgecgegectcacgacactaagttctcaaagacttacctcaacaaggacagaaaggt
* ok ok * ok ok *
1d=184757 gene=C16E9.4 name=inx-1 segment=chrX_6951357_6951476_-1 type=Eb
C.Ele acaaggac|agaaaggtgagt...1632...aaacctttcgagtttcatcc———--- ACC-TCTGTCTGTTtaacatatttgtttttttct...117.. . aagtagttttca|ttgcagtt
C.Bri, acaaggac|agaaaggtgagc...1699...--——-- tttcattctctccctatcccACCTTCTGTCTGTTtcgecatcttttttcttcate. .. 125. . . tggtgattgtgt|ttgcagtt
C.Bre acaaggac|agaaaggtaagt...1185...aaacctttcgagtttcatcc————-- ACC-TCTGTCTGTTtcgcatcttttttcgeeccct. .. 126.. . .tggtgattctct|ttgcagtt
C.Rem| acaaggac|agaaaggtgagt....363...ggcgcctgtcaggaaattcc————- CAATTTTCGTTTC--gcattctctttttcttctat...794.. .tggtgatccttt|ttgcagtt
sokokokkokokok | okokokkokokok ko * % *k * ok k% ok *k kok

*% ok ok ok ok %k ok ok k ok

1d=184758 gene=C16E9.4 name=inx-1 segment=chrX_6949531_6951356_-1 type=I5 VIEW

Figure 129: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951348-6951484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254696-12254832&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071069-134071205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071130-148071266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951348-6951484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254696-12254832&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071069-134071205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071130-148071266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6949522-6951364&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12252794-12254712&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134069681-134071085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148069896-148071146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6949530-6951476

B e

C.Ele| tttctcat|ttttagcataca...76...ctaagttctcaaagacatacCTCAACAAGGAC|AGAaaggt
C.Bri, aaaaattg|ttttagcataca...76...ctaagttctcaaagacatacCTCAACAAGGAC|AGAaaggt
C.Bre cgttcccg|ttttagcataca...76...ctaagttctcaaagacatacCTCAACAAGGAC|AGAaaggt
C.Rem tttaactt|ttttagcataca...76...ctaagttctcaaagacttacCTCAACAAGGAC|AGAaaggt

koK ok ok ok ok ok ok ok sokokokokok ok ok kR sk ook skskokskok sk sk sk ok sk ok ok | ek sk ok ok ok o

id=184757 gene=C16E9.4 name=inx-1 segment=chrX_6951357_6951476_-1 type=E5

C.Ele| atcgtgtc|aggaaggtgagc...845...gttctttcatagtgcctgtgTTTGTCCgcTTGTgaTGGGtggtc-atgtgtgaaaatctt...195.. . attgtaaccgat|ttgaagat
C.Bri, atcgggtc|aggaaggtaagc...941...tatctttcctagtgecctgtgTTTGTCCgcTTGTgaTGGGtggtcgatgtgtgacaaatt—...181. . attgtaaccgat|ttcaagat
C.Bre accgggtc|aggaaggtaagc...804...tttctttcttagtgcctgtgTTTGTCCgcTTGTgaTGGGtggtc-atgtgtggaaatctt.. . 177.. . attgtaaccgat|ttcaagat
C.Rem atcgggtc|aggaaggtaagc...833...gttctttcttagtgcctgtgTTTGTCCgcTTGTgaTGGGtggtc-atgtgtgaaaatctt...183. . . attgtaaccgat|ttcaagat
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1d=184775 gene=C16E9.4 name=inx-1 segment=chrX_6946614_6947736_-1 type=IN VIEW

Figure 130: CS=1.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6951348-6951484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12254696-12254832&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134071069-134071205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148071130-148071266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946605-6947744&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12249817-12251038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134066820-134067900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148067022-148068137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6946613-6951476
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cgaagcgalaactcatcaacactgatgagtccagcgtaagt
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tiiiiictectetgttectectcactgtatectctctecgetccecgttttTGTGGTATTTCGAAATTTT agtctaataggaatatttca--...3604...tttattacagaa
HE TTTCTtCTTCTTtTTTCTTC-————————-—— gtctttccacccctatctat...4747...cttctcacagaa
ricgem———————————-- gaagctccgeccacttttgett—————-——-- TTCTTCttTTTTTGcCTCGAATTTTCaAAATctcaattgecgectccattgac...3196. . .cgattttcagac
GCTCCTcTTTTCTCTTTTTTTGTCTTTTTTG-cccctctgeccaaccggacaa——————-— ...4896...cctatttcagaa
*k * Kk * kkkk
id=61893 gene=K08H10.1 name=lea-1 segment=chrV_10013418_10020518_1 type=I5
—ttttttggatttttctgttcAAAATTTCGAAATtGC---TACA--- ...2096...tttattacagaa|tacaacgc
.gatcagaaggaagaaaaaaa---GA---AGAAAttGAGAAGAGAAA- ...2540...cttctcacagaa|tacaacgc
.—atgtacataaacaaaaaaat-—-GTTTcGAAATTTCGAGTAAAAA---—- ..2697...cgattttcagac|tgaaacgc
.tttcagtgtcacccactgat-CAGA---aGGAGGCAaAAAAAgAGAGAAAACGGGGGC--—--- caaacggatgccctccccce. . .2960. . .cctatttcagaa|tacaccge
* * ok * ok *x * kckkk [k ok kkok

1d=61893 gene=K08H10.1 name=lea-1 segment=chrV_10013418_10020518_1 type=I5 VIEW

Figure 131: CS=3.84

tacaacgc
tacaacgc
tgaaacgc
tacaccgc

* ok kkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10899041-10906158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:114240497-114249735&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:71543617-71552634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:95956511-95966137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10899041-10906158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:114240497-114249735&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:71543617-71552634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:95956511-95966137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10013418-10020519

Q
—=1T28B11.1

ttataaac
ttatgtaa
ttatgaag
ttataccc
*okokk

— o
cacatcaa|gttaaattgtgc-...36...acatgtaaatattggttg-——---—---—-—- tCcAAATTAccTATTTcCACATTTTTTGGCtctatttttgttaatcatca—-—...842.. .aaataattttat
cacatcga|gttaggcgttge-...62.. . ——————————- ttggttaaactacacacttc-———-——-------—- CACATTTTTTGGCtctaat--gtttgtaccttaat...918...aaataattttat
cacatcaa|gct-agctgtgeg...76. .. ——————————- tttgtcgaatcatcttcttc ----CACA-TTTTTGGCtctctttattttgtactgta--...874...aaataagtttat
aacatcga|gttagacacttc-...77...-—————-—- accttcgtcgagacac---cttc———-————-———-—--—- CACATTTTTTGGCGctctcctaattg-attgtaat...933...atataattttat
sokkokk k[ k ok * % *k Kk *%k Rkokk kokokskokkkk Kok *%k * * kokkok kokskokk
1d=23565 gene=T28B11.1 name=T28B11.1 segment=chrV_10712142_10713110_-1 type=E3

C.Ele cacatcaa|gttaaattgtgc-....907...ttgaaaaaaaaccataaaat-GCCAGAAAATGTGCcGAATAaaTAATTT--tat|ttataaac

C.Bri  cacatcga|gttaggcgttge-....995...agaaaaaaattcccaaaaat-GCCAAAAAATGTGcgaataa--ataattttat|ttatgtaa

C.Bre cacatcaa|gct-agctgtgecg....964...aatggaaaaaatctaaaaat-GCCAAAaAATGTGcgaataa--ataagtttat|ttatgaag

C.Rem aacatcga|gttagacacttc-...1023...tggaaaaaaaaaccaaaaaaTGCCAAAAAATGTGcgaataaatataattttat|ttataccc

sokkokk k| k ok * ok skkk ok kkokk skokskok skokskokskoRskokokskokskokkok K Hokok | ok okok

id=23565 gene=T28B11.1 name=T28B11.1 segment=chrV_10712142.10713110_-1 type=E3 VIEW

Figure 132: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10712133-10713118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8262089-8263162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66999738-67000780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57776898-57778002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10712133-10713118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8262089-8263162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66999738-67000780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57776898-57778002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10712141-10713110
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C.Ele ccgacgcg|tttctattggtg...38...tcttcccatacactatcaatTTCTCAAGAGTTTtCATATTCCTTT--ctctttttctatccaatttc—...2261...ttaaggatcaaalcatcttta

C.Bri  ccgacgca|tttttgttggta...64...tccgcaaaaacaatatcattTTCTCAAGAGTTTTCtTATTTTtttccatctttctctecttet-———-—-- ...2482...ttacggatcagalaatcttta
C.Bre ccgacgca|tttttgttggta...60...ccgctaaaaacaatatcaatTTCTCAAGAGTTTTCATAtTTTCATC--tctatatcctctcattttct...1927.. .ttatgaatcaaalcatcttta
C.Rem ccgacgca|tttctgttggta...68...cccgc-caaacaatatcaataTCTCAAGAGTTTTCATATTCC------ tctttctcttttctactaat...1596...ttacggatcaaa|catcttta

koK ok ok ok

kokokkokkk [kkk k dkkkkk * k ckoksk skokokoksk ok kskokokokokokokkokkokdkk kkkxk kkk ok kxk * kkk ok kkkk 3k

id=78911 gene=C34E11.2 name=C34E11.2 segment=chrX_11811473.11813860_-1 type=IN

C.Ele ccgacgcg|tttctattggtg...2263...aataaaattttccaactcacGAAGGAATGTGAAGCaTCTTGAGAAcacccactcgaaaactcctt...36...ttaaggatcaaa|catcttta
C.Bri| ccgacgca|tttttgttggta...2514...ccccaaaactt-—-actcacgatGGAATGtGAAGCaTCTTGAGAAcatccacttgagaaatcctt...32...ttacggatcagalaatcttta
C.Bre ccgacgca|tttttgttggta...1956...accgcgagtttctaactcacGATGGAATGTGAAGCaTCTTGAGAAcacccacttgaaaactcttc...32...ttatgaatcaaa|catcttta
C.Rem ccgacgca|tttctgttggta...1625.. . .actactttctc-—-actcacgatGGAATGTGAAGCaTCTTGAGAacacccacttgaaaactctt-...39...ttacggatcaaalcatcttta

sokokokokokk | kokk ok kokokokok * sokckokokokokok okokokskoksk kR ok sk koK kKRR Rk R kokokokok Kok kK Rk K sokok ok kkokok k| kokokokokokok

id=78911 gene=C34E11.2 name=C34E11.2 segment=chrX_11811473.11813860_-1 type=IN VIEW

Figure 133: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11811464-11813868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15236276-15238924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159912103-159914196&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122226127-122227892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11811464-11813868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15236276-15238924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159912103-159914196&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122226127-122227892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11811472-11813860
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-
C.Ele ggagccag|gtgtgtttcact....461...-———- agggatgtcctgttccaatg-—-TGCAgAT-GTTtTTCTTctgatgaatag--ttgatataa-...899...ttcttttttcag|tggaaaga
C.Bri ggaaccag|gtacttgttttg...1178...---ttcactcttccatacttcaa——---- GTGGATTGTTttGCAT---agcaatagtctcatcataac...129...ttcaaattgcag|tcgaaaga
C.Bre  agaaccag|gtgcgtttcatt...1281...taattcac---ttcgtatttcaa------ GTGGATTGTTttGCAT---agcaatagtctcatcataag...116...tctgtttttcag|tggaaaga
C.Jap agaaccag|gtgcgtttcttt...1319...-aattctc--tttccgacttcga-—---—- GTGGATTGTTttGCAT---agcaatagactcatcataac...161...tccgttttgcag|ttgaaaga
C.Rem agaaccag|gtgcgttttttt....506...-—————-- tccttecttctccaaaaaggTGCAgAT-G-TTTTCTTttgaaagacactctgaatge———...941. . .tttgttttgcag|ttgaaagg
ok okokdok[kk ok ok * * ok ok * kkk ok kokk ok ok ok ok ok ok * Hok kokok |k kokokokok

id=24308 gene=F09F9.4 name=F09F9.4 segment=chrX_ 4124527 _4125966_-1 type=IN

C.Ele cgtgcgag|gttagttaattt...248...ggggcagcaattgagacaacAAGAAtGACATgTGTAgaaggttttgacaagaatga————-- ...196...ttttgattgcag|atgctgat
C.Bri aattagag|gtatgaagttcc...374...agtctcatgttctaattaaaATGCAACACATTCAC-aa----cttg--aagaatggaaggaa....88...taacatttttag|atgcagat
C.Bre cattcgag|gtatgtttatat...389...ctcctcatgttctaattaaaATGCAACACATTCAC-aa----cttggaatactaggcgge--....63...ctctattttcag|atgccgat
C.Jap aattcgaal|gtatgttttcat...391...tacggcatgttctaattaaaATGCAACACATTCAC-aa----cttgccatgaaaggaaga--...125...ttacaattccag|atgccgac
C.Rem tgttagag|gtatgtttattt...269...ggagcagcaattgagacaacAAGAAtGACATgTGTAgaaggttttgacaagaatga————-- ...203...tacttttttcag|atgctgat
* okk k% X * ok kk ok ok ok kkkk * *kk K * Kk okok|dokkok kK

1d=24314 gene=F09F9.4 name=F09F9.4 segment=chrX_4123239_4123762_-1 type=IN VIEW

Figure 134: CS=5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4124518-4125974&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9065139-9066542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2394679-2396172&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:142615785-142617361&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145716916-145718458&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4123230-4123770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9063953-9064510&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2393503-2394050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:142614554-142615165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145715716-145716284&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4123238-4125966
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C.Ele
C.Bri
C.Jap
C.Rem

C.Ele

C.Jap
C.Rem

atggtgagagca

atggtgagagccgtttttcttacttcttcccaca--caaa::
ttttttctttttcgttttttett::

atggtgagcccc

atggtgagagtc
okokok ok okok ok

—

caggtaag
C.Bri, ----—- acg

caggttag
caggtacg
*

ttctgecttcttcccacaccccaa

t-cttttattttttctat...3013...tcacagatataggaggcgga

tacttttattct-——--- ...2305...ccagcagcttaagctg
tccgtgaacttg-—————- ...3175. ..
ttcttttcttat-———--- ....690...

* ok x *

:ttcagttttttgtataaagttgaatgaaaattaattgcgaTTCT
atgaactttttgtttgacgtgaagaccggcagagta

TCTTCCTTCTTCaCTTTA

*

id=2152 gene=C29A12.4 name=nrx-1 segment=chrV_10832329_10835510_1 type=IN

id=2157 gene=C29A12.4 name=nrx-1 segment=chrV_10838141.10842413_1 type=IN VIEW

Figure 135: CS=3.12

CTTTTTTCTTcATCT-----—----
TCTTCaTTCTgCTTCTT-—--—-----

tcccacacaattctttccte-. .
ca---ttttgaaaatttccgcat--..
gaattctcc----ttcttttttag..
AAAAGttTGAAAaAAAGtcaaatttttgactatgttt———--- ..

*

AGATatGAGAAGaaGAAGacacgtccaatgtttccggt----...1886..
AAGAAGaAGAAGAAGA--agaagaagaagaagaag----aag...1078..
gaagaagaagaagcgtcaaa...1727..
---------------- ...4182..

.3131..
.3500..
.2541..
.1621..

.ttttcaggattc
.tttgcaggattc
.atttcaggattc
.attttaggattc
Fokokokokokok

k%

.atttcaggttct
.tttgcaggttcc
.tcttcaggcetcc
.attgcaggttcc

k kkkk kk

aaccgcat
aaccgcat
aaccgcat
aaccgcat

%k kK k ok k >k

ttctcgece
ttctcccce
ttctcacc
ttctcacc
sokkkk koK


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10084049-10087247&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7634345-7638137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:152919845-152926844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:49667547-49672006&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10077146-10081435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7627258-7631445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:152909315-152916159&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:49659649-49664617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10832329-10842414
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C.Ele caggtaag|tactt---—----—-------—- 1:1::::gcagecgectctcecggaggetactggacaaatcataaaag-CATCATTTTTTCAAAT-—————————-————- gaaatatgaatattttgaat-----—------ ...3003...ttttcaggattc|ttctcgece
C.Bri  acgtcttt|tattt---- : :gccgeccttectactggagaca-————-—-----—---— CTTCTcTTTCTCTTTTTC aatagtttcttttcggaaat----—----- ...2682...tttgcaggattc|ttctcccc
C.Bre caggtacg|tccat--———————--—————- : TGGGGTcCCTTcTTCCTTCAACACCAGATcCATGCAaATCGtgttcttctttgttggttga————-——-——- ...4186...atttcaggattc|ttctctcc
C.Jap caggttag|tccgtgaacttgatggcggtattatcgttgec: :attctttgttcgattggagegagtttgecatcgttttTTTTTCTTCaTTTTCTTCTgTTTTTTTC gtctggaaaaagagaagacg. ..1943. . .atttcaggattc|ttctcacc
C.Rem caggtacg|ttctt---———-—--—-—--—- ttcttat-—-—-:::::: ATCCccCCTTCAACACCAAAAC--——-—————-—- ccttctcatgttggectctca-————--- ...4872. . .attttaggattc|ttctcacc
* * Ok * * * * * kK K okkokokRokk | kokkokk Kk

1d=2157 gene=C29A12.4 name=nrx-1 segment=chrV_10838141.10842413_1 type=IN

C.Ele caggtaag|tacttttattct------ ...1691...---actccaccggaaatctttga-————----- ATTTtcGGAAtGAATGATG gattaagagacggaaacaaa...2599...ttttcaggattc|ttctcgec
C.Bri, ----- acg|t-cttttattttttctat...3011...—-tgt-———- cacagatataggaggcg-————————-———-— GAAAGAAGAAGaAGAAG aagaagaa gaagaagaagaa...1079...tttgcaggattc|ttctcccc
C.Bre  caggtacg|tccattcatttt-——--—--- ...4145. .. --gatgtgtccggagagaccacTGGTaTGCATGtGTTTTGGTGTTGaaAAGGAAaAAGGGTCCTGgggtgtttctttgaaaatgt————. .. .. 25...atttcaggattc|ttctctcce
C.Jap caggttag|tccgtgaacttg-——----—- ...3177.. .tgtgcgaaaacgaaaaagta——————-——--—-—--- GAGGAGGAAGAAGAAGAAGAAGAAGAAGAA-gaagcgtc---aaaaatttcgtg...1718. . .atttcaggattc|ttctcacc
C.Rem caggtacg|ttcttttcttat------ ...4833...—————————- cgcagagaccacgggtgtgt—-—--GTTTTGGTGTTGaaAAGGGGAT—-------- cccggtttc---gaaaatttcct-..... 33...attttaggattc|ttctcacc

EE * * ok X * * % * * Kok kokskokokokok | kokokkk Kk

1d=2157 gene=C29A12.4 name=nrx-1 segment=chrV_10838141_10842413_1 type=IN VIEW

Figure 136: CS=3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10077146-10081435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7627258-7631445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:127147514-127151807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:152909315-152916159&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:49659649-49664617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10077146-10081435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7627258-7631445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:127147514-127151807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:152909315-152916159&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:49659649-49664617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10838141-10842414
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C.Ele cagtaaaa|ggtgagtttcct...2388...tttgatttggtttttttttt GAGAAaGAAGAGGgaaaagtgaaa--aagaatata-—-...2524...ggttttatttca|gagaaaat
C.Bri, cagcaaaa|agtgagtttctt....669...--———- ttt--gttctcgggatgtatga-—-———- AGGGTgtGAGAAAGAG----agccaactttcatcgagtgg...4240...ctgctgatttca|gggaccaa
C.Bre cagtaaca|agtgagttttca...1430...-—-————--- gaagacaacgacaccaggtaGAATGAGaGAAGaAAGAAaAGAA-tgattcaaa--agaaatatgaa...3472...cggttggttgca|gggaaaaa
C.Rem cagtaaaalagtgagttttca....500...atgaaattggagtcctcggt-———------—------ AGGAGaAGAAGAGG---aagtcatgttcagaatacaa-...4411...ccgcaatttgca|gagaaaac
Kkok kk k| kskokokskokskok Hokokok * ok * Kk kk [k Rk ok

id=36197 gene=C16C2.3 name=ocrl-1 segment=chrI_9720898_9727924 -1 type=IN

C.Ele cagtaaaa|ggtgagtttcct...3874...acgacgacagcgacaacgag-—————————--- CTTCTTCTTCTT-——----- ttccctttaacatctcagtc...1039...ggttttatttca|gagaaaat

C.Bri cagcaaaa|agtgagtttctt...3398...aaagccaaaatgcttggatc———-—----- CTTTagTTCTCtgACTCT----ctcgctcccttacttatttc...1509...ctgctgatttca|gggaccaa

C.Bre cagtaacal|agtgagttttca...3704...tcttttgctgctgetgetge————----- TTCTccTTCTTCTTTTTCATTTcacggatccatctcgtegte...1199. . . .cggttggttgca|gggaaaaa

C.Rem cagtaaaalagtgagttttca...3156...-————————- tctctgectectctctcactcTCTCCTTCTCTTTCT-—--—— ctctcgectctttttcgetet...1754. . .ccgcaatttgcalgagaaaac
sokk kok k| skokskokskokokok *  kkokk * Kk Kok [k Kk

1id=36197 gene=C16C2.3 name=ocrl-1 segment=chrI_9720898_9727924 -1 type=IN VIEW

Figure 137: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9720889-9727932&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7595236-7601833&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:55127730-55134801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:36872352-36879634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9720889-9727932&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7595236-7601833&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:55127730-55134801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:36872352-36879634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9720897-9727924
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C.Ele aagaaaaa|ggatgagaagaa...447...cgtcgatcataggtaatgct————- AGTGTGCTCTACTGAACCTTTTT------ ctctattttaaaagcaaacg
C.Bri aaaaagaa|agatgagaagag...108...gctcataaggtactagcacc---TAAGTGCGCTCTACTGAACT------- tccactcccccttcaga--aagtg
C.Bre aagaagaa|ggaggagaaacg...149...acct---agcatccaacttcagt-AAGTGCGCTCTACTGAACT---—--- cttatttcttt--———------—- gg
C.Jap agaaaaaa|gagcggaaaaaa...216...----cctagaaaccccgtcgtgaaAAGTGCGCTCTACTGA tg
C.Rem aagaataa|agatgagaaaag...165...----tagaggtaccactttttgaa--GTGCGCTCTACTGAACTtaATCTTcacacattctattcgtt-—-gagtg

* ok ok * kk sokk ook kokok *

C.Ele cgctctactgaactttttaaaaattatgatttccttgtagcgcataagaaagttcagtagagegcacttgateccttt-caacttttttalattaaaat----

C.Bri cgctctactgaact-——--——-—-——---—— ttgcgetgtag-————-- agatagttcagtagagcgcacttgtcagtttacaacaaatctajattttcaa——--
C.Bre cgct agttcagtagagcgcactttccctatt----gagttaca|agtagaaa—---
C.Jap ggcggggeceg gggaaattcagtagagcgcacttgctaggca-ctaaaaatgta|tttaaaaattta
C.Rem cgctctactggacttat--—-------—--- acttttagacgcttctgagatagttcagtagagcgcacattgetttgt-—---gtgattcajaatatgac——---

k% k skokokokokokokokokokkkkkk >k *

1d=293575 gene=W07G1.1 name=W07G1l.1 segment=chrII_13938026_13938635_-1 type=IN

C.Ele aagaaaaa|ggatgagaagaa...b536...----tgatttccttgtagcgcata-———----—- AGAAAGTTCAGTAGAGCGCACT---tgatc——————--- ctttcaactttttta|attaaaat
C.Bri| aaaaagaa|agatgagaagag...179...-————- g-aactttgcgctgtagagat AGTTCAGTAGAGCGCACTTG--—-tc-———--- agtttacaacaaatctalattttcaa
C.Bre aagaagaa|ggaggagaaacg...185...actcttatttctttggcgct-—————-——- -AGTTCAGTAGAGCGCACTT----- tccctattgagtt----acaagtaga|--—--—- aa
C.Jap agaaaaaa|gagcggaaaaaa...251...--—-—- a-tgggcggggeecggggaaat———————————- TCAGTAGAGCGCACTTgctaggcactaaaaatgtatttaaaaattta|-—————--
C.Rem aagaataa|agatgagaaaag...244...----tta-tacttt--—---—- tagacgcttctGAGATAGTTCAGTAGAGCGCAC--attgectttgtgt-————-——--————- gattcalaatatgac

*  kk kxk *  kk 3k >k 5k >k >k ok >k %k >k 3k %k >k >k % * %

1d=293575 gene=W07G1.1 name=WO07G1l.1 segment=chrII_13938026_13938635_-1 type=IN VIEW

Figure 138: CS=11.1
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QaQaa

QaQaaQ

.Ele
.Bre
.Jap
.Rem

.Ele
.Bre
.Jap
.Rem

aacgtcag
aacgtcag
aacgtcag
aacgtcag
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>k 3k >k 5k %k %k %k %

gtcagtcaatta..
gtcagccaatct. ..
gtcagttttgtt....
gtcagtcaattt...

ok ok kk

gtcagtcaatta..
gtcagccaatct..
gtcagttttgtt..
gtcagtcaattt..

ok ok k k

.1929. ..
1881..
113..
.183..

.2866. .
.3480. .
.2736. .
.4004. .

—————— tttttattgtgtttgtgtgt-————---—-----GTTTCTTTTTCT------------tttacagtaggctggttatg
.--—--ttgctcagcttcgacagctg-——-—-—-------—--- ATTGCATCTTCTTTT--—------ tttttcaaaacgttcctttg. ..
o ggctagetgggecatggegtt-——————--- GAAAACTGAGtTCAAA----ccatgcttttcgecgagaagg
.gggtacattcagaaacgtttTACActCTTTttCTTGGCGGTTTCTTTTCTTCTCtaaatcagtttttctaaaac

* * ok *k *

id=152709 gene=7ZK470.2 name=ZK470.2 segment=chrX 4137876_4145390_1 type=IN

.——--ccttttcacc--gcctacatatAGAAAGAGAAGC

.tcaatttttatggcttttte————-—- AGAAGAAaG--—-—----- ATGaCAAT--------- aaacagattatggtatcact..

.cgaaagattgttcctgecttt TTTGAtCTCGaTTTTT--tttttctct-———-—- tgagctteggt. .

.tgtgactctccgtccggtct-———-——- GAGAAGAAAAGAAATTGaCTAAGAAAGTGTAcccatgacg————-- tggtcgttage
* * *

id=152709 gene=ZK470.2 name=ZK470.2 segment=chrX_4137876_4145390_1 type=IN VIEW

Figure 139: CS=24
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melm
\/

C.Ele taaagtgt|gagt tgaattaaaaaataaaaaagta--TAGCAGCgaGTGGTttcgatccaccgacctctgg....940.. . .tttttttcagecc|gaaccaaa
C.Bri taaaatgt|gagtcttaaacagactaaaagtacttaaaaagactaaaaataggtctaaacagctaaacaaaaaaaaaaaaagagatcTAGCAGCgaGTGGTttcgatccaccgacctctgg....982. . .attttttcageg|gageccaaa
C.Bre tgaagtgt|aggtttttgtttggatagattctgatatctaaagaaaaa——------------- agtaaaagaaaaaacaaaaagatcTAGCAGCgaGTGGTttcgatccaccgacctctgg. ..1740. .. .tcagttgcaaca|gagccaaa
C.Jap tacgatgt|aagt aatg tttgcaaaaaaagt--——-—----- CTAGCAGCgaGTGGTttcgatccaccgacctctgg...2038. .. .tttatttcagecc|gageccaaa
C.Rem ttaagtgt|aagt caaactc aaaacag tttaagaaaaaaacaaaaaagatcTAGCAGCgaGTGGTttcgatccaccgacctctgg...2875. . . catgtttcagcalgagcccaa

* koK k k% k  kokokk 2k 3k 3k >k 3k >k 3k ok 3k ok 3k 3k >k 3k ok 3k ok >k ok >k k >k 3k >k 3k ok >k ok >k 3k >k %k %k k k% kk 3k

id=211545 gene=T15B12.1 name=T15B12.1 segment=chrIII_5294912_5295923_1 type=IN

C.Ele taaagtgt|gagttgaattaa....55...gcccagcacgcttccactgcGCCACGCTGCTG-caaaa-acaacaccctccatt....881...tttttttcagecc|gaaccaaa
C.Bri| taaaatgt|gagtcttaaaca...107...gcccagcacgcttccactgcGCCACGCTGCTGtcgaga-agagtgtggtggge—....923. . .attttttcagcg|gagecaaa
C.Bre tgaagtgt|aggtttttgttt....92...gcccagcacgcttccactgcGCCACGCTGCTGtcgaga—-aaaaagggtgggag—...1681. .. .tcagttgcaaca|gagccaaa
C.Jap tacgatgt|aagtaatgtttg....52...gcccagcacgcttccactgcGCCACGCTGCTGGecgagagactgetgegaggag—...1978. . .tttatttcagecc|gagccaaa
C.Rem ttaagtgt|aagtcaaactca....71...gcccagcacgcttccactgcGCCACGCTGCTGtcgaga—acacaggtgaaccg—...2816...catgtttcagca|gagcccaa

* ®okok| Kk sokoskokskokok ook sk oksk ok ko skokskokokkokskokkokkokokokk ok ok kK Kk Kk ok

id=211545 gene=T15B12.1 name=T15B12.1 segment=chrIII_5294912_5295923_1 type=IN VIEW

Figure 140: CS=6
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ttgcaaggacaa—-...
ttgecgggtttga--..
ttacggagtgat—-..
tctc--attagaaa. .

ttgcaaggacaa--.
ttgcgggtttga-—-..
ttacggagtgat--..
tctc--attagaaa.

.463...-ctcctggectgtccgtctggtCCGGetGGCCCAGGtGCTCCtGGGGCTcctgetggacecggettctece—————— .

.12562...-tgtcacaacagaaagcattaTTTCCgcGTTAAACTG-——-—---—-- tttgtggggtggacaaaagt——---- e
.1282. . .acgccacatcaaaagt-attaTTTCCCtGTTAAACTGttTGTG-----————-- aggttgatgaaaaaagaaaa....
.1493. . .-ttcatcactgaaaatcattaTTTCCgtGTTAAACTG-———-————-——— tttgtgaggttgaagaaaga——---- ..

* ok ok Kk * ok

id=29831 gene=F09G8.4 name=ncr-2 segment=chrIII_8262273.8264110_1 type=IN

...615. . .tctactcctggctcaccagcAGCTCCtGGAGCtCCTGGtGGT--CCTGG---tggtcctggtgggcagtttt. ..

.1345. . .catttttcagacatgegttt-—————--—-—--——- TAGTTgTAACtgGGAAAcaaaacggattggggaagaa. . . .

.1360...-———---—- aaagttacggttgagacaag-—-CGTATAGTTgTAACcGGGAAGcaaatcggattgggagaaga. . . .

..15687...tggttagaagagaaacattt-———-——-—--——-——--- TAGTTgTAACcgGGAAGcaaatcggattcaaatagat. ..
* * kk okk ok Kk * kK

1d=29831 gene=F09G8.4 name=ncr-2 segment=chrIII_8262273_.8264110_1 type=IN VIEW

Figure 141: CS=3.84
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:133470512-133472260&Track=refGene
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C.Jap
C.Rem

Q
] dyf-13

acgcataa
tctcataa
tctcataa
tctcataa
actcatca
* kkk kK

cgttaatatcat...152...tatccgaacacagaaacttcAGTCGTCAGCTGAACATGAAGAttGACAaagaagacgatcagcagcaa——--..
tgttgatctcaa...134...catccatgaaatgaatcttcAGTCGTCAGCTGAACATGAAGAttGACAAAGAagacgatcagcagcaacaga. . .
tgttaatctcaa...144...gaacagtggaatgaatcttcAGTCGTCAGCTGAACATGAAGAttGACAaagaagacgatcagcagcaa————..
cgtgccactaac...147...atgcgttcgattggatcttcAGTCGTCAGCTGAACATGAAGAttGACAaagaggacgatcagcagcaa———-..
tgtaaatcttac...154...gatccattgaatgaatcttcAGTCGTCAGCTGAACATGAAGAttGACAaagaagacgatcagcagcaa———-..
Kk skokokokokskokok kK sk ok ok oKk sk Kok kK sk ok sk KoKk ook sk ok sk sk sk ok ok ok oK

k% * %

*

*

.1071..
1080..
.1076. .
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.acccaagctcga
.acccaagctcga
.acccatgctcga
.aacccagctcga
.aacccggcectcga

k kk o kokokokokk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

id=185611 gene=C27H5.7 name=dyf-13 segment=chrII_7167472_.7168786_-1 type=E3

acgcataa
tctcataa
tctcataa
tctcataa
actcatca
* kkk ok

cgttaatatcat..
tgttgatctcaa. .
tgttaatctcaa...
cgtgccactaac. ..
tgtaaatcttac..

*% * %

.1240..
.1230..
1237..
1243. ..
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k% k*kx k%

.——-ttatttaaatt--gctcattta--TGTTttTCTTTGTtGTTTGGCTGACGACTcaacccaagctcgalctcaaata
.tttgtattctaatt--gctcaaTTTTgTGTTttTCTTTGTtGTTTGGCTGACGACTcaacccaagctcga|ctcgaata
.———aattttctatt--gctcaattg--TGTTttTCTTTGTtGTTTGGCTGACGACTcaacccatgctcga|ctcaaata
atttaactttatctaatttg--TGTTttTCTTTGTtGTTTGGCTGACGACTcaaccc-agctcga|ctcaaata
.—-—-gatttttaatt--gctcaaatg--TGTTttTCTTTGTtGTTTGGCTGACGACTcaaccc-ggctcgalctcgaata
stk sk ok sk o ok ok sk sk ok ok ok sk sk ek ok ok sk sk sk sk ok ok ok

kokokokokok | kokk kokkxk

id=185611 gene=C27H5.7 name=dyf-13 segment=chrII_7167472_7168786_-1 type=E3 VIEW
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17035461-17036806&Track=refGene
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B

aatttttt|ttcgtcattttttgcctgaaatgttcgtttcttctcaatttttcttggattttaaGAGTAGATtTGAGAATagtggatgattctagtcgat————--—- ...67...cggctctcccac|ggctgagg
aatttttt|ttggcgatttttccgetgaaatgetagatccttctcaatttttaacggaatttaTGAGTAGATtTGAGAATagtggatgattctagtcgat————-——- ...68...cggctctcgecac|ggectgagg
aatttttt|ttcgectgtttttgaacggaaatggttgtttcttcteg——-ttttttggattttaTGAGTAGATtTGAGAATagtggatgattcaagtcgat———--—- ...67...cggctctcacac|ggctgagg
aatttttt|c---cgctatttcccctgegatggttgagtttcgtgectctttttccaattt-TCGAGTAGATtTGAGAATagTATATgattcatgtcgattcaggtce...60...cggctactcctt|ggectgagg
Rk KKk K * kkk ok ok kKK K X * % *kk K Rk kkkRRRRRRRKRKKKRRKRKK  KRoRRkKk KoKRKk K KoKk kK * [Rkkskkokokk

id=120204 gene=T01C3.7 name=fib-1 segment=chrV_15002009_15002178_-1 type=E5

C.Ele aatttttt|ttcgtcattttt-...111...---—- actctaagtgaaatg-ggataATTCTCAATCTtACTCggctctcccac|ggetgagg
C.Bri, aatttttt|ttggcgattttt-...112...-————- ctctaagtgaaatgaggataATTCTCAATCTtACTCGgctctcgeac|ggetgagg
C.Bre| aatttttt|ttcgctgttttt-...108...----- actctaagttgaatg-ggataATTCTCAATCTtACTCGgctctcacac|ggctgagg
C.Rem aa-ttttt|tccgctatttccc...102...ctataactttaagttaaatg-GTGTAATTCTCAATCTtACTCGGctactcctt|ggctgagg

sk kkokdok [k ok dkokk Rk kokkdkok kkkk ok koksiokakokokskokskok ok kokokskok ok sk ok ok * [wkokskokkokk

id=120204 gene=T01C3.7 name=fib-1 segment=chrV_15002009_15002178_-1 type=E5 VIEW

Figure 143: CS=24
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:76721692-76721875&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54059716-54059898&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:15002000-15002186&Track=refGene
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C.Ele agtaagtc|laac----aatacccatgtga---attagcttg:::::: AAAGGaGAAGAatGGAA----atggataggttgaaggaaaa...4913...---cgttcagaaag---a|tgccacaa
C.Bri, agtaagtc|aaa----aatacccatgagaatgattagcttg:::::: GAAGAAGAAAGaaGGAAAAT--tagaacaacataaaatagga...4901...-————- tcagacagacca|tgccacaa
C.Bre agtaagtc|aacaaaaaatacccatgtgaatgattagcttg: :ttgtactcacatatgcttccacggtaggtgccacaaccttGGAAGAAAAAAGAAGAAGAAG--caaacgacaactttggetgt....528. . .—————- tcagtgccagaa|tgccacaa
C.Jap agtaagtc|aacaaaaaagacccatgtgaaatattagcttg: : AGGGGAAAGAaGAAGcgGAAAGTaagcagacagaggaagaaaa. . .4900. . .aatgtttcaga—-————- altgccgcag

C.Rem agtaagtc|laac----aatacccatgtgaatgattagcttg:: uAAGAGGaAGAAAaAGAAG--cgtaagaagcggcagaaagg. L4127, - tcagaagcaaca|tgtcacaa
sokok ook Kok ok | Kok Rk okokskokkk Kok kskokokskokskokok koK ok * Hokokok K| kK K koK

id=292384 gene=F08C6.2 name=F08C6.2 segment=chrX_7572330_7578717_1 type=IN

C.Ele agtaagtc|aacaatacccat...3753...tctaatcgcgcattcaaatc-————----—- TTCTTCTTCaTCTTT-accacctctctctctctcte...1157...--—cgttcagaaag---a|tgccacaa
C.Bri, agtaagtc|aaaaatacccat...2221...--tagttgc---ttcaaatctcaacGTTTTTCCTTTatTTTCTTC-agattcttaagaataatcag...2684...--—--- tcagacagacca|tgccacaa
C.Bre  agtaagtc|aacaaaaaatac...4454...gcaattcaccgctccttcat-—-CTTCTTTTCcTCTTTTTTCTTCTacgtcaattctcaacggcac....448...—————— tcagtgccagaa|tgccacaa
C.Jap agtaagtc|aacaaaaaagac...2363...attaagatctgaccctgaca———-- GTTTTTCTTCTTTTTTgTCTTtttatcccgattgttcgatt...2641.. . aatgtttcaga————-—- altgccgcag
C.Rem agtaagtc|aacaatacccat...2145...cagagtctcagttttcattt-———---- CTTCTcaTTTCTCTTCTTC-atctaataaacaacaaattc...2022...----—- tcagaagcaaca|tgtcacaa
sokdokkokkok | ok kk k% * * * ok x kX Hokkok K| kk ok kok

id=292384 gene=F08C6.2 name=F08C6.2 segment=chrX_7572330_7578717_1 type=IN VIEW

Figure 144: CS=4.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7633224-7638500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:102041687-102046865&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35914249-35921382&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:476260-480526&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10140128-10146532&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7633224-7638500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:102041687-102046865&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:35914249-35921382&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:476260-480526&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7572330-7578718

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

tggcaatagact-...
gagtgaaaaact-..
cag--attcgat-..
ggcggaaaatct-. .
ga-—--agacactg. ..

*

* %

100...-———-—- acttttgcacgacgcacgatCCAAATAGTTTCTTGCactc—-atttttttgtttccac. .
.103...----cagaatgttacc--acgcacgaACCAAATAGTTTCTTGCactctcccctgetccectet—-. .
.108...---tccaggttttgc---acgcacgaACCAAATAGTTTCTTGCatccg-aatatttcattttct-. .
.101...tgttcacgattt--—---—- ctgcacgaGCCAAATAGTTTCTTGCaccc--agtttcagttatgeat. ...

.91...---tccagattttgc---acgcacgaACCAAATAGTTTCTTGCacccataccttcttatttcc—-. .

skokokokkk kokokskkkkokskkkkkkkkk ok *

id=111546 gene=C39B10.2 name=lgc-41 segment=chrX_10456717_10457001_1 type=IN

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gta--agata
gta——agttt
gtaagaattt
gta--aggcg
gtaagagttt
*kk o x

tggcaatagact-..
gagtgaaaaact-..
cag--attcgat-..
ggcggaaaatct-. .
ga-—--agacactg..

* *

.244. .
.266. .
.268..
.226..
.231..

.aggtcaaatctgaaattccaGCAAGGGAC|TATTTGGt
.ggaaaacaaataaaattccaGCAAGGGAC| TATTTGGt
.tggtcaaataatgaattccaGCAAGGGAC|TATTTGGt
.gcctcaatactgaaattccaGCAAGGGAC| TATTTGGt
.tggtcaaatctaatattccaGCAAGGGAC|TATTTGGt

* 3%k ok ok ok ok ok ok ok ok sk ok ok sk ok | ok ok ok ok sk ok k

id=111546 gene=C39B10.2 name=1gc-41 segment=chrX_10456717_10457001_1 type=IN VIEW

Figure 145: CS=7
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7261844-7262145&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:6698454-6698777&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20603728-20604053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:39448880-39449163&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116567623-116567911&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7261844-7262145&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:6698454-6698777&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20603728-20604053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:39448880-39449163&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116567623-116567911&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10456717-10457002

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

kK %k >k k ok k k

cctcaagt|ccaaggtaataa...71...-tcaaaatgagcaatatgaaa-TATCcTGTTtTTGGGtgaggtgtaactgtatttag...72.
cctcaagt|ccaaggtaaaaa...71...-tcaaaatgagctatatagaa-TATCtTGTTtTTGGGtgaggtgtaattgtatttag...81.
cctcaagt|ccaaggtaatta...71...gtcaaaatgagctatat-gaaTTATCtTGTTtTTGGGtgaggtgtaaacgtaattag...77.
cctcaagt|ccaaggtgagat...72...-caaaactgagcaataagaac-TATCtTGTTtTTGGGtgaggtgtaattgtctttaa...76.
cctcaagt|ccaaggtgagaa...76...-tcaaaatgagctatatagaa-TATCtTGTTtTTGGGtgaggtgtaattgtatttaa...75.
sokokokokokokok | kokokokokokk ok sokok skokdkokk kokk ok skskokok skskokskokskokokskokokokokokokskokokokk kR kokok

cctcaagt
cctcaagt
cctcaagt
cctcaagt
cctcaagt

id=85643 gene=C16A3.9 name=rps-13 segment=chrIII_6374301.6374522 -1 type=IN

ccaaggtaataa...113...taactgtatttagattagatCTCAAtAACAcGATGacagttttcg---tagaaactag-...30.
ccaaggtaaaaa...113...taattgtatttagattagatCTCAAtAACAcGATGacaattctagttttagaaat-——-...39.
ccaaggtaatta...114...taaacgtaattaggttagatCTCAAtAACAcGATGAcaattcatc---attagattaga...34.
ccaaggtgagat...114...taattgtctttaaattagatCTCAAtAACAcGATGacaattcaa----tataaaatatt...34.
ccaaggtgagaa...118...taattgtatttaaattagatCTCAAtAACAcGATGacaatttaggtagttgtatc——--...33.
sokokokokokk ok sokk kk kokkskokskokskoRskokskskokskokskokokskokskokokokokok Kok

id=85643 gene=C16A3.9 name=rps-13 segment=chrIII_6374301_6374522_-1 type=IN VIEW

Figure 146: CS=3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6374292-6374530&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13054025-13054272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26893425-26893669&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7730611-7730854&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:14482936-14483182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6374292-6374530&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13054025-13054272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26893425-26893669&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7730611-7730854&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:14482936-14483182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6374300-6374522
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C.Jap
C.Rem

gttttttttgtt. ..
gttttttttttg. ..
gttttcgttaaa. .
gtctttctcaaa
gttttattttca...

acgagtta
gcgagtga
aagagtga
acgggteg
acgagtaa

gttttttttgtt. ..
gttttttttttg. ..
gttttcgttaaa...
gtctttctcaaa...
gttttattttca...

.463...-————-—- tcgaagatcagaaacggataGGAATGCATCAGAGATT--attagtctcgegtg-atacct-——--..
.484. . . —————————— gaagatcaaaaacggatagaAATGCATCAGAGATT--agga-aaaagagagaatgac--a—-. .
.3479...a-————-—- ggaaga--cgaaggtttttat--CGCTtcGCGCAATCTTTTTGacttgagtcttctggtcatt. .
37...atttttaatgagaga--agaaa----- AAGAAGGAGGAGAAGGCG--att--ttccgcaactatccgtt——-..
.458...---tgggttggaagatcaaaaacGGATaGGAATGCATCAGAGATT--atgatagtagag--—-atgactta—-..
Hokok *k * *
id=126403 gene=F46F3.4 name=ape-1 segment=chrV_11676370.11681654_1 type=IN
..———cg----cgcaatc-tttttgacttg--AGTCcTCT-GGTCATTCT----—----— caaacatttctcactcttcc. .
..————g----cgcaatcttttttgactcg--AGTCtTCT-GGTCATT-——--—---- ctcattcattcacccctcct--..
. .aaacgataggggaata----tagaTAGAGgAGATaTGCGCGGCG-—-——-—-——-—- cgcatgtggtcgcaaaagect--. .
..—--agttgtcgc————- ttttctagtcg—-TGCCcTTTCTgTCTTTCTT-—--ccggttgttttgttttaaag-————- ..
..———-g----cgcaatcttttttgactcg-—-AGTCgTCT-GGTCATTTTcATTCattctcctccatttccaact——--- ..

* * * % * * * % *

id=126403 gene=F46F3.4 name=ape-1 segment=chrV_11676370_11681654_1 type=IN VIEW

Figure 147: CS=3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9237905-9243206&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9337390-9342793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84375902-84381038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:149798028-149804143&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22503343-22508391&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9237905-9243206&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9337390-9342793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84375902-84381038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:149798028-149804143&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22503343-22508391&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11676370-11681655

E/—\.MM%MMAMMMM une-68

C.Ele gcagttag|gtttgtagttttccccattctgtttgttgtgttatt-—--ttttccaactagaagtgAGTTtCGAGTGGT----ttttttatccaattttccat...615...cttcaatttcag|laagaagtc
C.Bri gcagtcag|gtatgtcatttcctattttcgttt-gttgttctcttttattttttcgactagaagtgAGTTtCGAGTGGT----tttccttttataatttaact...641...tttgaatttcag|aagaagtc
C.Bre| gcagttag|gtatgtcatctctcttt-ttatttcttcattttatttt--tttttctactagaagtgAGTTtCGAGTGGT-—--ttttcttttatactttaact...628...tatcaattccag|acgaagtc
C.Rem gcagttag|gtatgttatcactttttatcgttttgttgttatatttta-tttttcaattagaagtgAGTTtCGAGTGGTttttcttccttttataattt-—--...614.. .atccattttcag|acgaagtc

sokkokk kok Kok kkk ok * 0 kx ok k% kx Rkokk Kk ok skokskokskokskokkokokskokskokok sk ok ok ok k% ok ok k kkok * kk kokok |k kokokskokok

1d=64156 gene=K11C4.5 name=unc-68 segment=chrV_6919201.6919913_-1 type=IN

C.Ele agttcgcg|gtaagtgtaaaatgtaaaataac-—----—----------- tctgeccccatGCCAggCTCGAACTggecgaccttggecattcecta. . .301. . .aaatttttccag|gttggtct
C.Bri agttcgag|gtacgaaaaaaaaaccaaaaaatatcct----aaaaatatctgccccatGCCAggCTCGAACTggcgaccttggcatgeccta. . .294. . .tgttgttttcag|gatggtcg
C.Bre agttcgag|gtgagcaaaaaagaaaaagaaaaagaa————-— aaaagaatctgccccatGCCAggCTCGAACTggegaccttggecataaccta. . .260. . .tctcttttacag|gatggtcg
C.Rem| agtcagag|gtaagagcagaaaattaacaaaaacattaacaaaaacaatctgccccatGCCAggCTCGAACTggcgaccttggecatacecta...306. .. .tttaaattacag|gatggtcg
s,kk ok ck[kk ok ok kok k% okk sorskokskokskok kR sk ok skok kR kiR kR skokskokkoskokskokkok ook kokokok Kk kokok |k kokkskok

1d=64168 gene=K11C4.5 name=unc-68 segment=chrV_6917178_6917557_-1 type=IN VIEW

Figure 148: CS=3.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6919192-6919921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10110708-10111466&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46991015-46991758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126365004-126365735&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6917169-6917565&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10108459-10108860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46989085-46989451&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126362979-126363396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6917177-6919913
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C.Ele tccgaacg|gttagttttatt...2031...--————- aaggaagaaaataattgaaalTT----GTGC----ATATATgag--tggtgcccagggtggeg...1975. . . ttttatttccag|ggagacat
C.Bri  tccgaacg|gttagtgaaact...1363...-—————- aattggcaaatctcgtaaaa——---- AGAGcGACAAaAGAGaaagatgctgttt——tattgta...2724. . .taataatttcag|ggagacat
C.Bre| tccgaacg|gttagtgttttt....359...agtgcgcaattggcaaatct-———-—-- CGTAaaAGAGCGAC-AAAGAGgaagctcttgttt——tattgta...2815. . .tgaaatttccag|ggagacat
C.Rem tccgaacg|gttagttcaatt....504...agtgcgcaattggcaaatct———---- CGTAaaAGAGcGAC-AAAGAGgaagctcttgttt-—tattgta...3694...tactatttccag|ggagacat

Hok koK ok KKK | KooKk KoK * *k *okok * Kk * ok kK ok kx * % ok kR KoKk | kokkokkokkK

1d=64140 gene=K11C4.5 name=unc-68 segment=chrV_6924789_6928871_-1 type=IN

C.Ele tccgaacg|gttagttttatt...3011...cgaaattttgattcgg----acagGTATATG----- CgACAGGaatctgagcaaatcgaatct-———-—-—--—- ....994.. . ttttatttccag|ggagacat
C.Bri  tccgaacg|gttagtgaaact...2653...---—atctcccgtccgccttccaaCTTTTTGTCCTCT-———---— actacgcacatacaacccat—-———-- ...1436...taataatttcag|ggagacat
C.Bre| tccgaacg|gttagtgttttt...1691...----atctcccgtccgecttccaaCTTTTTGTCCTCTccTACG————-—-- cacatacaacccataaacgt...1484...tgaaatttccag|ggagacat
C.Rem tccgaacg|gttagttcaatt...2935...----atctcccgtccgecttccaaCTTTTTGTCCTCTccTACG-———-—--— cacatacaacccataaacgt...1264...tactatttccag|ggagacat

sekoskokskokokok | koK ok ok * *k *k 3k k k kk % kk kK K * ok kok skoksk | okokokokokskok

1d=64140 gene=K11C4.5 name=unc-68 segment=chrV_6924789_6928871_-1 type=IN VIEW

Figure 149: CS=3.84
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10116025-10120207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46996481-46999755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126370309-126374607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6924780-6928879&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10116025-10120207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:46996481-46999755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126370309-126374607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6924788-6928871
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.Ele| aaatatgg|taagtttctttt...
.Bri| aagtatgg|taagtcttaaaa...
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1d=274177 gene=C09D1.1 name=unc-89 segment=chrI_4046105_4047251_1 type=IN
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1d=274177 gene=C09D1.1 name=unc-89 segment=chrl_4046105.4047251_1 type=IN VIEW

Figure 150: CS=4.8

. .gaccattgtcaatagagatcGGATtCGACGAGCTCG-—---- ttaactttgtgtgttcggga———--—------ ..
. .gggggtaacaaacagtaatcGGATtCGACGAGCTCGtaACTTTTTC-———-- gtgttcggat-aaatgagtgg. . .
..atttgtgacaaacagtaatcGGATtCGACGAGCTCGtaACCTaCTTTTT---gtgttcggatgaaatgagta-. .
. .tgcggtaacaaacagtaatcGGATtCGACGAGCTCGtaACTTTTTCTTGTGTTcggatggaggaataagttga. .

.1036. . .aatttttctagc|tgctgaac

gataccgaggaaggaggtctCGAGCTCGTCGATCCatcatggtgtaagttttcataaaataaa--ttcaaatttttctage
Pt tcgagttaaccgataccgagGAAGgAGGTctCGAGCTCGTCGATCCatcatggtgtaagtttttaaatgtccaattttcaacgatttctage
———————— atcgagttaactgaaaccgaAGAAGGAGGTctTGAGCTCGTCGATCCatcatggtgtaagttttcg-atttctaattctaaaactgttatage
tttatattatcgaattaactGATACCGAGGAAggAGGTctCGAGCTCGTCGATCCatcatggtgtaagttttaa---—ttaaa----aaatcatttatagc
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.1237...atcatttatagc|agcggaac

* k% kkkk

tgctgaac
tgcggaac
tgccgaac
agcggaac

*% *x kk kkokk | kk kkkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11025161-11026324&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1744225-1745331&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:89494106-89495369&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110743546-110744960&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11025161-11026324&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1744225-1745331&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:89494106-89495369&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110743546-110744960&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4046105-4047252

C.Ele
C.Bri
C.Jap
C.Rem

ctaacta-t
ctaacta-t
ctaactt-c
ctaactatt

kok Kk ok ok k

*%

C.Ele
C.Bri
C.Jap
C.Rem

cccacaccctgt...520..
cccatcctgtgt...503..
ttcacccaccgt...402..
cccaccctgtg-...520..

* *

.—-cgaagccagcccccaacact————--—---- CAATTACCACCaAGCGT---cccctgtccaagtgaatcgt. .
.ttcgagatcgttgtct--cggtCAGCCAACaGCAATTACCACC-AGCGT---cccgtgtccaagttaagaga. .
.gcacagagccgacccgecca————————=—== CAATTACCACC-AGCGTcgtcccgtgteccttgtcatt——-..

.gagaagatcgttgatt——cggtCAGCCAACTGCAATTACCACC AGCGT---cccgtgtcccagttgattag. .

kokokokokokokokokokk ko kokk kkk ckkkkk  kok

1d=274229 gene=C09D1.1 name=unc-89 segment=chrI_4078810_4079526_1 type=IN

.116..
.152..
.253..
.131..

.ggtaattgcagg|ttggecgge
.gtaaattgcagg|ttggctge
.ggtaattgcagg|ttggegge
.gtatattgcaga|ttggctgce

* kokokokokokk [ kkkokk kk

ctaacta-t|cccacaccctgt...665...-——-——-— aggcactttccccctctctaACGCTGGTGGTAA-——————————- TTGcagg|ttggecgge
ctaacta-t|cccatcctgtgt...692...ccccccatagaatttct———---- ttaACGCTGGTGGTAaATTGCagGTTGGCTG
ctaactt-c|ttcacccaccgt...683...-—————-- tagaatagctcccctaattaACGCTGGTGGTAA-———-——————- TTGcagg|ttggecgge
ctaactatt|cccaccctgtg-...688...ccctccgtaata———----- ctcaattaACGCTGGTGGTAtATTGCAGaTTGGCTG

kK k >k k >k

* * * 3k >k 5k >k 5k %k >k %k %k %k %k >k k k %k

1d=274229 gene=C09D1.1 name=unc-89 segment=chrI_4078810.4079526_1 type=IN VIEW

Figure 151: CS=7.6



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10992886-10993619&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1716103-1716864&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:90944899-90945650&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110715709-110716466&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10992886-10993619&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1716103-1716864&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:90944899-90945650&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110715709-110716466&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4078810-4079527

Mﬂm ucr-2.2
\\\\\\\\\\\“4<"////////” :

C.Ele gagttctt|gaaa-acgaatatttat HEEN TCAG TGGAGTTGGATaacaaagtcataaataatgt...1763...agggaggagaag|tgcgecaga
C.Bri| agcttttt|ttga- aagtaaatttattcagtggagtcggat e cctcggtcttggttggtggtggaacagagtaggctggctcAGCTGGAtAGCTtGGAGatggataagatggagatgga —————— ...1596...agggaggagaag|tgcgecaga
C.Bre aggtattt|gagagaaacatatatatttat B TCAG TGGAGTCGGATaacaaaaatataaataatat...1748...agggcggagaag|tgcgecaga
C.Rem tgttttat gaga—aaatatatttattcagtggagtcggat i:cctctggettegttggtggtggaacggagtatgetggct cAGCTGGGTaGCTTGGAGATGGATagecttggagatggatagett. .. 1618. . .agggtggagaag|tgecgecaga

E * ok k kk kKK KoKk sokokokok  kokokokk kK sokokok kokokokokokok | koK ok koK o

id=279324 gene=T10B10.2 name=ucr-2.2 segment=chrX_15174957_15176782_1 type=IN

C.Ele gag---ttctt|gaaa-acgaatat...743...aagtcctggctctcccaaccATCCTGGCTC-———————- TCCTGGCTG-tccagcttgtcctgggaagt...1000. . .agggaggagaag|tgcgcaga
C.Bri -agcttttttt|gaaa-gtaaat--...588...caaatatgatatacctggcgCTCCtGGCT-———------— tTCCAGCTtgtcctggecattcctgggaa——-...1159. .. .agggaggagaag|tgcgeaga
C.Bre agg---tattt|gagagaaacata-...718...gagtccagtctctccaagccATCCTGGCTC--———-—-- TCCTGGCTG-tcctggttgtcctgggaagt...1015. . . agggcggagaag|tgecgecaga
C.Rem tgt---tttat gaga—aaatatat...710...ctctccgtgttgtcctggaaGTCCAgTCTCtcCAAGCcATCCtGGCT—ctcctggctgtcc ggegget...1047. . . agggtggagaag|tgcgecaga

* ok [kk % *k Kk ok kK * ok kkk kKK X KKk KK sokokok kKooK koK | koK sk koK

1d=279324 gene=T10B10.2 name=ucr-2.2 segment=chrX_15174957_15176782_1 type=IN VIEW

Figure 152: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2542063-2543905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:2375637-2377481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:7806313-7808145&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:69265424-69267288&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2542063-2543905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:2375637-2377481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:7806313-7808145&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:69265424-69267288&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15174957-15176783

; _— B— % F15G9.5

NS

C.Ele tatgtagg|aacaacacgtaagtccatttgc--aa-ctaat
C.Bri  tatgccgg|aacaacacgtaagcccattttcaaactcatat::

gtagtgaagtgcaattggecgettac——----- tttttcca--CCTTCTTTTTTCGctagacccttttactctcce——————- ...1766...taataagattac|tttttcag
H gtagtgaagtgcaattggcgctcttttcttttttttttctTCCCAAGGGcATAT——caaactccctccgatcatga —————— ...1577.. .ttaccagctgac|tttttcta

C.Bre tatgcaga.aataacacgttagtccattttc——aa—ctcat:: TCCCAAGGGCATAT--caaaaccgaggagtgtccgg—————- ...15662. . .taatgagattac|ttttttag
C.Jap tatgccgg|aataatacgtggg B ttttttttTTCTtTTCTtTTCTT-—--——- cccttatttctagagatage...3319...tttcaatcatga|tattccag
C.Rem tatgcaga aataatacgtaagtccatttccaaaa—cgctt TTCCTTCTTTTTC--gaaaagtcacttgttgtatg-———----—- ...2674...taataagattac|tttttttc

kokkk ok |kk kk kkkk Xk * * * * *

1d=324763 gene=F15G9.5 name=F15G9.5 segment=chrX_9734373_.9737513_-1 type=IN

C.Ele tatgtagg|aacaacacgtaa...1422...--——- gttgccacatacact-—-tcttt--TGGAAAAAGaAAGG---—----- gtccatgcacactctcagtc...1641...taataagattac|tttttcag
C.Bri, tatgccgg|aacaacacgtaa...1407...ggagggtaaccttaaagaga-——---—---- ATATATCCCTTGGGA----- acgtttttggggctttttca—--...1387...ttaccagctgac|tttttcta
C.Bre tatgcaga|aataacacgtta...1539...gaggagtaaccttaaggaga-————-—------ ATATCCCTTGGGA----- acattttggctttttttcga—--...1367...taatgagattac|ttttttag
C.Jap  tatgccgg|aataatacgtgg....504...-————- ttctctttgggagt-———-- ttgaacAAGAAAGAAAGAAcagacactaactttagettt—-———--- ...2806...tttcaatcatgaltattccag
C.Rem tatgcaga|aataatacgtaa...1537...-—————--—- cacttacactgagtcactga-GAAAaAAGAAGGGGgagtaaccttaaggagaat———-- a--...1476...taataagattac|tttttttc

kkkk ok [kk kk kkkk * * * * *

id=324763 gene=F15G9.5 name=F15G9.5 segment=chrX_9734373_9737513_-1 type=IN VIEW

Figure 153: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9734364-9737521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:2480180-2483069&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:19705580-19708579&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:141540946-141544349&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:73287570-73290677&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9734364-9737521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:2480180-2483069&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:19705580-19708579&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:141540946-141544349&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:73287570-73290677&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9734372-9737513

h/\—/\—/_\—/\ )-/\—&-/—\—O ztf-11

N

C.Ele tcagacgt|ggtaag---gactttttgaacaGAAAGTTGGGAC----cctacagtaatcctctgaag----- ...205...tcccaactttca|gaaggcaa

C.Bri  tcagacgt|ggtaggtttatttgtc———-—- GAAAGTTGGGAC--aaaatacagaag--—-----— aaggccta...339...tcccaactttca|gaaggaaa

C.Bre  tcagacgt|ggtaggtttctttttttgaaaaGAAAGTTGGGAC--gttgaaaaaaaaaccattta-———--- ...327...tcccaactttca|gaaggcaa

C.Rem ttcgacgt|ggtaggtcaacttttttgaga-GAAAGTTGGGACgtgaaatagaaaagt-——-ttaag-———- ...403...tcccaactttca|gaaggcaa
* EE *

)k okskokokok | kkkk ok * 2k 3k 3k >k %k >k %k >k k %k >k k kokkok sk kkkokkokk | kokkkk kk

id=199134 gene=F52F12.6 name=ztf-11 segment=chrI_9905843_9906110_-1 type=IN

C.Ele  tcagacgt|ggtaaggacttt...223...tccatttggagcggtac--taaGTCCCAACTTTCa|gaaggcaa

C.Bri  tcagacgt|ggtaggtttatt...354...--tttccatatcagtactttaaGTCCCAACTTTCa|gaaggaaa
C.Bre  tcagacgt|ggtaggtttctt...348...acactaccattcaattc--taaGTCCCAACTTTCa|gaaggcaa
C.Rem ttcgacgt|ggtaggtcaact...423...--cattaaattcagttctcttaGTCCCAACTTTCa|gaaggcaa

%k okskokokok | kokkk ok * * k ok ok ok kskokokokokokokokokokokokk | kokkkk kxk

id=199134 gene=F52F12.6 name=ztf-11 segment=chrI_9905843_9906110_-1 type=IN VIEW

Figure 154: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9905834-9906118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3814782-3815197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124025539-124025948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111812529-111813013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9905834-9906118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3814782-3815197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124025539-124025948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111812529-111813013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9905842-9906110

m

C.Bri
C.Bre
C.Jap
C.Rem

tcgtcaaaggtaaaggaagg...325..
ttgtcaaaggtaagagtgaa...785..
acgtcaaaggtaagagccaa...b511..

aagggaagagtgggagagag. . .509. .
* *k *

C.Bri
C.Bre
C.Jap
C.Rem

tcagacgtggtaggtttatt. .
tcagacgtggtaggtttctt. .
tccgtcgtggtgagttttca. ..
ttcgacgtggtaggtcaact. .

k ok ockkokkkk  kk

— -

Lo gaaaagacactaggaccaccAACTTtGATGGATTActattattgttttt-—---cacacct attttttc ttccagagcccac

.aagaaggaggggat-cgacc-———- cAACTTtGATGGATTActattattgttttt-—---catgattcgaaaactgttat tttcagagcatga

.gatattgcgtgtgegtgacc———-——- AACTTtGATGGATTActattattgttttttcaccaccget ttctttc ttccagatggacg

Jom———= gaggggacaccaccacatacAACTTtGATGGATTActattattgttttt————cacttct —————— ttttcttctttcctaactgtttttttctaattttcagageccac
* skoksk sk ok sk ok sk ook sk ok sk ok sk ok sk sk ok sk sk ok sk ok ok o *k * * ok Kk kkokk

id=199132 gene=F52F12.6 name=ztf-11 segment=chrI_9906325_9907136_-1 type=IN

.139... .181...tcccaactttcagaaggaaa
.158.. ...156...tcccaactttcagaaggcaa
.50. gagtttgtatg-agacactca —————— TAATtCCATTAAGTT-------- cctccct---ttcaaaaagggtg...187...tcccaactttcagaaggcaa
.145. . .tcactcatacatatattctc——----- TAATtCCATTAAGTT--t-tcttacttacttaacccac-—-----—-- ...244.. .tcccaactttcagaaggcaa

* *k 3k 3k 3k ok 3k ok 3k ok >k 3k >k 3k %k >k >k *k ok * % 3k ok ok ok sk ok ok sk ok sk ok ok ok okok ok k kok

id=199134 gene=F52F12.6 name=ztf-11 segment=chrI_9905843_.9906110_-1 type=IN VIEW

Figure 155: CS=6.72

ztf-11


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3815507-3815929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124026345-124027232&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17738293-17738904&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111813279-111813908&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3814782-3815197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124025539-124025948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17737793-17738125&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111812529-111813013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9905842-9907136

WWWMME gap-2

C.Ele
C.Bri
C.Jap
C.Rem

QaQaaQ

id=11187 gene=7ZK899.8 name=gap-2 segment=chrX_9503975_9510467_1 type=IN VIEW

Figure 156: CS=3.6

gtacgct-—-t|tttttggtttta...4565. . .gagaaaaaatgaattgaaat GAGGAatG AGGcGAGAAGAAA---aagagtaagaacaatactct....339...agagactctttc|ggtaattc
gtacgctttgt|tttttggat-——....270... tgatctgaaggttac-—-tgtac--GGAAGGGGAcaAAAACagTAAGGGGACtGAATGaGAAAaGAGGAG--caattataa—aacaattcact...4610...agaaaattctcg|ggttaaaa
gtatgtttaaa|ttaacggct-—-...3458...-—————————————- caatgtttccgtccgcgaaaAGAAgg AAGAAAAGAGAAAacccataataa-atcaaacca--...1448...agaaaatagttg|ggtagtag
--atgctagat|gttggatattt-..... 87. ag---tgggcgccaccaacgctc--AAAGGA AGGCAAAGT------ ccgcaatatgtataccgecge-...4807...agaaaacattgg|ggtagatc

* ok ok * * * * % *k R kKK ok * [wkk

id=11171 gene=7ZK899.8 name=gap-2 segment=chrX_9480861_9487320_1 type=IN
.Ele| gttagttt|tttcactatttg...3011...caaaacttgtgatgtgtcac TTTCaTTCTTCTTCTCCTT-----———-—-——-———-— cttatttttcaatattctac...1895...ccagcctgecgecajaaaccatg
.Bri| gtaagttt|ttttttcagagt..... 99... -—-ttttccttcttcttcatcttTTCCTTTTTCCATTCccTTTTTTTGGTTTTacTCCCCaTTCT--—-tctactttttttggtggegg. . .4784. . . tcagccteccgtc|geagtatg
.Jap gtgagttt|ttttctttgecca...3411...-———- cctttttctcttectttgte TTTTTCTTTtTCTT-——————- TTCTggatcacatttttc-—--tcatag...1496...tcagcttgcgcalaaacgatg
.Rem gtaagtga|atgttcttctca...2929...caaaactcttttcttctccc ACTTTTCTTCgTTTT--—--—---——- cgaccaccatattc----gttcgc...1981...tcagcctgecgec|taaccatg
% kkok * * * * ko Kok *%k * ok Hkkk K kk * ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8231525-8238001&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18520954-18526733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:124265812-124271419&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76044520-76049509&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8208378-8214887&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18498453-18504571&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:124243439-124250315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76026138-76031691&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9480861-9510468

m

QaQaa

.Ele

Bri
Bre
Rem

>k %k %k >k %k %k %k %

tttatccg
tttatccg
tttatccg
tttatccg

aatctaaa
aatctgaa
aatctaaa
aacctgaa

—  w=

agtaagtcatca..
agtaagttatta...
agtaagtcatca...
agtaagtcatca..

kokkkkkk kxk >k

)k kk kk|kkk kk ok

ggtgagcaactc. ..
ggtaagtcattg. .
ggtaagtcaacc. .
ggtaagtcaacc. .

.217..
266. ..

250..

sk kokookok ok ok ok ok 3k ok 3k ok ok ok ok ok ok 3k ok 3k ok 3k ok ok 5k >k 3k >k 3k >k 3k %k >k %k k k kkkk >k k% kk

1d=48293 gene=Y71F9B.8 name=Y71F9B.8 segment=chrl_2738645_2741401_-1 type=IN

.T74..
.113..
.119..
.109..

.-—--ctaatgagtaggtaatagaa-—-AGGACATCtGTCTTCGAATTCATcgaagaatcatccttctccg-
sekokk ok ok ok ok ok ok ok sk ok sk ok ok ok ok ok ok ok ok ok ok ok ® kk kokok

.tatgctaatgagtaggtaat-AGAAaaAGGACATCtGTCTTCGAAA----ccagatgtcttctgtctatt-. ..
Jmm————— atgagtaggtaatagggaaaAGGACATCtGTCTTCGAATTCA--gtcaagccatccttcttttce. .
.—---ctaatgagtaggtaatagaa-—-AGGACATCtGTCTTCGAAAT---cgaggggccatcattcttca-..

Bttt cgttcgagtggataatggaaTTTTGAAGATGATGtTCCTcTTCTcttcgaaatag---—aaataggga. ..2452. .
-gcgetcgetcgagtggataaTGGAat TTTGAAGATGATGtTCCT——————-—-— aaaatgggggagaagagagg...1647..
o gcactcgagtggataatggaATTTTGAAGATGATGtTCCT----aacccgaaatgg-—--gaagagga—...1411..
.237...agagtgcgctcgagtggataATGGAatTTTGAAGATGATGtTCCT----aaaccgaaatag----gaagaggg-...1382..

.64..
.112..
..90..
...107..

id=48295 gene=Y71F9B.8 name=Y71F9B.8 segment=chrI_2738266_.2738492_-1 type=IN VIEW

Figure 157: CS=5.04

.tcgtaattttca|gatctgga
.aaaatttcttcalgatctcga
.taaaaattttca|gatcttga
.gtaaaattttca|gatctcga

* kokokok | dokokokok Kok

.ggaaaaattccalgaccctca
.aagtttctttca|gacgctga
.aagttactttcalgacactga
.aagttgatttcajgactctga

)k kok [kokk kk ok

YT71F9B.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2738636-2741409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4910362-4912379&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110795799-110797560&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27363862-27365586&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2738257-2738500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4909899-4910226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110795354-110795663&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27363407-27363726&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2738265-2741401

W ckk-1
—

C.Ele agtggtga|gtttttttatat...3032...-atgaaaacatttgagtttat TCCTaaTTTTTTTTtTGCA aaaattcaaattcgttggct-...1874...attttcaggatg|/gtgggega
C.Bri aatggtaa|gctcttgtttta...2507...-taatcaattcttgccccaaa T----TTTcTCTCTTTTC-cac—-—--- tttcttctttcagattg-...2404...tctttcaggatg|gtcggega
C.Bre agtggtag|gtacaccttttt...4268...tttgcatgctcgagetgega ATTCaCCAAAGAAcacggaattttcttcctctt———--- ....644.. .attttcaggatg|gttggcga
C.Jap| agtggtga|gtgcgectattcg....789...-tggcttatgcgaatgattaaTGAACaaGAAAATTCGAGAAAtAGAGaaAAAATGaCGGATGTGAGtAAAT-——---— gcgttccattgaatggegeg. . .4086. . .attttcaggatg|gtcggegg
C.Rem aatggtaa|gtgcacttttta...2811...-tctcatatcgacgtcatcca TTTCgTTTTCGTCaTTTT-ctc----cgttattcctcatgacg--...2096...cctttcaggatg|gtcggecga
* kkkk % * * *k Kokkk kKR KoKk | Kk kKKK

id=193377 gene=CO5H8.1 name=ckk-1 segment=chrIII_5635533_.5645057_1 type=IN

C.Ele taatgtga|gtttttagaggg...2728...--———- gtgacttttgattttacctt TGCAAAAAAGAGGAacttcctaagaaa——----- ttcaaga-———---- ...1234.. .catttcagctcg|ctgcaaca
C.Bri taatgtga|gtttaaagggga....280...---caaatgttaattgattttcc AGAAAGAGAAAAA----—-—- aagcaaaatactgttaaaaa—------ ...3801...tttttcagctcg|ccgecacce
C.Bre| taatgtga|gttttgttttat...2466...nnnnnnnnnnnnnnc TTTTTTTGGGGAT ccaggttcttagtaacggta--...2446...atttgcagctcg|ccgecaca
C.Jap aagtgtta|gtttgctttttt...1284...---cgaataaccccccattatcgATTTtTTCAtCATCCGgCATTTTcCTTTtTTTCTCGAATgTTTCGTTCA-——————-————- attctcttccattcgecccge...3592. . .tttttcagectcalccgecaca
C.Rem taatgtaa|gttcttttagac...1545...attggaatgagactaaaggc AAAAGACGAAAAGAGA---aaaagaagaagac—-—---aagagta--—--- ...1605...catttcagctcg|ccgccaca

)k kokk k[ kokk kok  kokokokokok

id=193379 gene=CO5H8.1 name=ckk-1 segment=chrIII_5645263_5649302_1 type=IN VIEW

Figure 158: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8138615-8148156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:10376243-10387966&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32530546-32543623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:69561911-69571315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21270216-21275810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8134370-8138426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:10371880-10376054&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32522439-32530351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:69555333-69561749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21266775-21270021&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:5635533-5649303

C.Bri taaacaggtttgtagttcat....826...---tcgttg---aaatattgatcgat-——--- AGGGGGGAGGAAGAAGAAGAAGAAGGCACtgctgctgggetgetcegagg. . .605. .
C.Bre taagcaggtatgtttccgtt....703...-gatcgatgggcagaaaacgg——-GGGGCGAGAAGGAaGAAGAAGAAGAAGAaGAAG----aagaggcgaaggcactggec. . .253. .
C.Jap taaacaggtacgtaaatatt...2783...-gtccgtcgtccggagcgcat-—-TGCCaTTAAAcCCGGTAAGC ctcagtcggtcgttgeggag...354..
C.Rem taaacaggtatgtttttgaa....656...acatcgttg-—-aaatattgatcGATGAAGaaAAGGGAGGAGAAGAAGAAGAAGGA----—- aaaaggggggtggettcggg. . .223..
sokok kokokokk koK ®k ok * * % * %
1d=47933 gene=R06A10.2 name=gsa-1 segment=chrI_1069092_1069416_1 type=IN
C.Bri gatgcaggtgtggagttgga...1558...tgatgtgataaaaatgctat——--- GTGCCTTC-TTCTTCTCTTTCTCTCtCTCTctcttctttttcgectcttg———---————----—-
C.Bre tatgcaggtcaataagagaa....441...--——- ggctatgggggeccccagaaTTTCcgTCTTTCTTCTTCTTCTTCTTCTTCgecttcttecttettcttgte————————--————- ..
C.Jap catgcaggtctgcgctgecta..... 90...tttttagacactgcctgege GCTTATCGatTTTAAGGCG---------- tttaagagtggctgatatta..
C.Rem| tatgcaggttcggaattgaa...1306...gcacaagagaaagagaccgc———-- CCTTCTTCtTTTTTCtTCTTTTccCTCTTcaCTTCATT-——---- atatgaagagagagaaaagg. .
koK ok Kok ok * * % *k ok ok ok

1d=47935 gene=R06A10.2 name=gsa-1 segment=chrI_1069579.1070370_-1 type=IN VIEW

Figure 159: CS=4.32

..786..
.505..
.500..
.527..

.gttttcttcaggtgatgecga
.ttgttttgtaggtgatgega
.ctgttttgtaggtgatgecga
.tgtttttgtaggtgatgega

kk ko skokokokokkokokkokk

Kok skokokokokokkk

.atatttttcaggtaatgcta
.gataattgcaggtaatatta
.gatgattgcaggtaatattg
.ataaattgcaggtaattctg


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1718180-1719720&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99637472-99638541&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42658105-42661341&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17992469-17993461&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1715581-1718034&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99636270-99637326&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42657270-42657959&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17990372-17992323&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:1069092-1070371

C.Ele cagatgtg
C.Bre cagatgtg
C.Jap cagatgtg
C.Rem cagatgtg

>k 3k 3k ok ok ok ok ok | kk

C.Ele
C.Bre
C.Jap
C.Rem

cagatgtg
cagatgtg
cagatgtg
cagatgtg

2k 3k 3k >k %k %k %k %

ttcactcggtaa..
ttcactcggtaa. .
tttactcggtaa..
ttcacgcggtaa. .

kk  kokokokok ok

.322..
.332..
.415..
.351..

sk ok k ok sk ok sk ok skokokskokskok sk dkokokkokkkokkokkokokkkk  kk k% * % *

.~ttaattgaagaagcacaaacTCATTtGCTCAAtaTTAGA-gagggccatttagttttacg.
.~ttaattgaagaagcacaaacTCATTtGCTCAAT-ataagagaggaccactttat-——---- .
.tttaattgaagaagcac-aacTCATTtGCTCAAtgTTAGtagaaggggaatatttataa—-.
.—ttaattgaagaagcacaaacTCATTtGCTCAAtaTTAG-agagatccattctatgtagt-.

599..
.548..
341..
575..

id=297760 gene=R08B4.2 name=alr-1 segment=chrX_11123952_11124955_-1 type=IN

ttcactcggtaa..
ttcactcggtaa..
tttactcggtaa..
ttcacgcggtaa. .

kk  kk  skokokokkk

.858...aggtccggtctcaattcagaTCTAATTGAGCAATGAcaattgctccggegtggtge. . .
.815...----ccggtcgcaattcagacctaATTGAGCAATGAcaattgctctggcaagcaac. . .
.694...-ggtccggtcgcaattcagacCTAATTGAGCAATGAcaattgctccaaccattcaa. . .
.867...-ggtccggtcgcaattcagacCTAATTGAGCAATGAcaattgctccggcaagceaac. ..

skkokokokok  okokokokokookskokk ok ok ok ok ok 3k ok 3k ok sk ok ok ok >k 3k >k 3k >k sk ok 3k >k k k *

..-acaccgaaaa--tc|ttttgcag
. .tacaccg-aaa--tc|ttttgcag
..-acattgacaaaatt|tgtatt--
..~—-accgaaaaatct|ttttgcag

.—acaccgaaaa--tc|ttttgcag
.tacaccg-aaa--tc|ttttgcag
.—acattgacaaaatt|tgtatt--
.-—-accgaaaaatct|ttttgcag

* ok okk

* ok kX

id=297760 gene=R0O8B4.2 name=alr-1 segment=chrX_11123952_11124955 -1 type=IN VIEW

Figure 160: CS=3.84

alr-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11123943-11124963&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174346120-174347093&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:318062-318916&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33164265-33165289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11123943-11124963&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174346120-174347093&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:318062-318916&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33164265-33165289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11123951-11124955

M

C.Ele gcttgggg|atcctctcgtcgttggtaaagaacgttcgaatctgg ATGATtcAACCAACGTCAAtaaccatagtcacctgecttt-—--...417...attataataaac|tgaattgg
C.Bre gcttgggg|atcgtctcgtcgttggtaaat-ccatccatccatcgecga————--—-------- ATGATtcAACCAACGTCAActctctacgeccgecgectac———...471. . . attgtaataaat|tgttttgg
C.Jap gcatgggg|atcgtcgegtcgttggtaatcggtttttgecactctgecaaatccecgecatgtttctatgtacAACCAACGTCAAaa-——-atagecctccttcectcat...391.. . aatataataaat|aaataatt
C.Rem gcttgggg|atcgtctcgtcgttggtaact-accttcgec—-tcg ATGATtcAACCAACGTCAAaattcatagtcttctgectgg———...483.. .attataataaat|tgttttgg
Kok Kokokokok | kokk Kok KooKk KK KKK * * ®kokkokok kKK kKoK K * % ok % * ok kkokkkkK
1id=118406 gene=CO8H9.2 name=CO8H9.2 segment=chrII_9886479_9886982_-1 type=E3
C.Ele gcttgggg|atcctctcgteg...418...---aatccatccgtttt-caccacTTGACGTTGGTTttATCATacat-at------——- tttttattataatttt-———---- cat----tataataaac|tgaattgg
C.Bre gcttgggg|atcgtctcgtcg...459. .. .tttcccccaaacac----acacacTTGACGTTGGTTttATCATacat-attatacgaatatttattataatatttgtgtgaatat-—---tgtaataaat|tgttttgg
C.Jap| gcatgggg|atcgtcgegteg...396...----ccacacccacttttccccacTTGACGTTGGTT-—-—--- ttatcatgattatcaacatcaacataattgttgattgataatttaatataataaat|aaataatt
C.Rem gcttgggglatcgtctcgteg...465...gtccccgcacacac—----ccccacTTGACGTTGGTTttATCATacat-attatacagatatttattatgatatttgtgtgaatat-——-tataataaat|tgttttgg
Kk KKKKK [ Kokk KK KkKKK *k ok ok koK ok ok KoK Kok KoK K *% Kk * ok kk Kk XK * kKKK KKK

id=118406 gene=CO8HY9.2 name=CO8H9.2 segment=chrII_9886479_9886982_ -1 type=E3 VIEW

Figure 161: CS=4.8

75 C08H9.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9886470-9886990&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:97087815-97088392&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:10021788-10022300&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:34772539-34773122&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9886470-9886990&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:97087815-97088392&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:10021788-10022300&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:34772539-34773122&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9886478-9886982

E&—&—&—/\-/W\—&dm%m

\_/

C.Ele gaaaaagg|tatgt-—------ gtggtctcggaaaattgta-—---ttaaattatctcaa AAATCGGCACATTCTGC-cgattttcattttgtgaaaa-—--...853...ttccttttcagg|accaattc
C.Bre| taaaaagg|tttgtttgagaatttttttttttaagttgagctttttgagecgtttttacacgactccaattagctCAAATCGGCACATTCTG-ctgattt-——attcatgaagaga—-...449...tcttttttcagg|atcaattc
C.Jap caaacgag|tatg------—-—- ttttttagttaaaaatgaa----- tgaaaaat------- cgeccte———————--- CAATCGGCACATTCTGCGcgagaagcaaagecgtggegg———-...359...caattattcagg|acctattc
C.Rem tagtcgaa|tt--——---———- tttatgacccaggaatgttgtggttatactatttct---caatca-——————----- ATCGGCACATTCTGCT-gattc-—-ttccgtgaaagattt...336...ttttatttcagg|atcaattt

* * * ok *k * * sokokokokoksokkokokkokk ok *ok sokskokskok |k kokok

id=160790 gene=D1037.1 name=D1037.1 segment=chrI_3688579_3689518_1 type=IN

C.Ele gaaaaagg|tatgtgtggtct---...648...--gtatgagtaatatacctaaa-GCAGAATGTGTCGATTTctatctacatcatcatca-at...211...ttccttttcagg|accaattc
C.Bre taaaaagg|tttgtttgagaa---...118...----gttcatggctaatttgaaaaCAGAGTGTGCCGATTTGtgacatcatcatcttcatat...365...tcttttttcagg|atcaattc
C.Jap caaacgag|tatgttttttag---...111...tgttttccctgattctccta--TGCAGAATGTGCCGATTGtgctgttccaagtcttcc-ac...253...caattattcagglacctattc
C.Rem tagtcgaa|t---ttttatgaccc....88...--tgcttcacaattgattttaaAGCAGAATGTGCCGATatggattttcttcgtcttca-—-...260...ttttatttcagg|atcaattt

* * ok ok * * sokokok kokokok  kokokok * Kk Kk sokokokokok |k ok kokok

id=160790 gene=D1037.1 name=D1037.1 segment=chrI_3688579_3689518_1 type=IN VIEW

Figure 162: CS=11.68


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11382894-11383850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:89271865-89272445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51564470-51564932&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110570821-110571265&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:11382894-11383850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:89271865-89272445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51564470-51564932&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:110570821-110571265&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3688579-3689519

W ceh-43
V

C.Ele cacctgaa|ggtatgaaactc...109...--————- gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgcaggttcgaatcctgeegt. .. .289. . .aaaaagtttgca|gaagettt
C.Bri, cacctgaa|ggtaagtgtcaa...102...cgtggcgcaatggataacgcTTCTGCcTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. .. .396. . .aatgaaatttcalgaatcatc
C.Bre cacctgaa|ggtaattattag...145...-————- gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. .. .372. . . tcattttttaca|gagggatt
C.Rem cacctgaa|ggtaagaaaacg...172...--———- gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. . .1263. . . tttgatttttca|gagggttt
KokkK kKKK | KKKk R KKK KKK KKK KK KKK KKK AR KA KKK KKK K KoK KK H KoK KoK KK KK KoK K *k Kok | KK *

1id=176489 gene=C28A5.4 name=ceh-43 segment=chrIII_4449205_4449683_-1 type=IN

C.Ele cacctgaa|ggtatgaaactc...135...agcagaagattgcaggttcgAATCCTGCCGTGGtcgaagcttgttaa————— ctaatt....267...aaaaagtttgca|gaagcttt
C.Bri cacctgaa|ggtaagtgtcaa...134...agcagaagattgtaggttcgAATCCTGCCGTGGTGGAAactcttttttactgttgttt....369.. .aatgaaatttca|gaatcatc
C.Bre cacctgaa|ggtaattattag...171...agcagaagattgtaggttcgAATCCTGCCGTGGtcgaaactcttttt———-- ttttcc....350...tcattttttaca|gagggatt
C.Rem cacctgaa|ggtaagaaaacg...198...agcagaagattgtaggttcgAATCCTGCCGTGGtcgaaacgecttttt———-- ccaatt...1241...tttgatttttca gagggttt
sokokkokkokok | ok kok sorckokkoksokokkok oRokokkokoRokkkoksok ook kokk ok ok *k ok | Kok

id=176489 gene=C28A5.4 name=ceh-43 segment=chrIII_4449205.4449683_-1 type=IN VIEW

Figure 163: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4449196-4449691&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6284971-6285572&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:13459367-13459981&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:66232022-66233554&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4449196-4449691&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6284971-6285572&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:13459367-13459981&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:66232022-66233554&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4449204-4449683

E/VW tax-6

\/

C.Ele gatgacac|ctttgaaggtat...212...---acgttctc——--- cccaagagatgghA----—-----—- ATACATGTG---TTT--TTTgCTCGATTaatttatatatatatttgta...1125.. . .agtctaat-caaa---|attttaag
C.Bri, gacgacac|tttcgaaggtac...246...---aatctctc-tcaattcagtga--——-—————----—- GAATACATGTGTTTTTCTTCTTGC--tcgcattcttttaggatctg-—-—-...1360...aatccaat-taaa---|atttaagg
C.Bre gatgacac|ctttgaaggtaa...214...---attttccccttgtttcgatt——————- GAAGAGaGAATACATGTGTTTTCcTTTTTT------ catattgct-caatatgtgaa...1107...aatccaatataaataalactt----
C.Jap gacgacac|ttttgaaggtac...143...-————- tgtgc-tcggectcaataggaa-ACCAAGAGaaCATACATGTGTTTTTT--TTTgCTCGAT-atttgatatacatttgatga...1433. . .aagctaataaaacact|tttt-———-
C.Rem gatgacac|tttcgaaggtac...199...cctattttccc-———--- tcaaaaaga--—---------! GAATACATGTGTTTTTTTCTTTgcTCGAT-atatgaatatgatatgtgaa...1140...-atccaa---aaatct|attttaag
Kk kokkokk| kK KokKKKKK * * okkKkRKKK K *k * *k ok * Kk Kk *k
1d=259854 gene=C02F4.2 name=tax-6 segment=chrIV_10496523_10497947_-1 type=IN
C.Ele gatgacac|ctttgaaggtat....977...agtacacaaacc———-- atgatgtc-——-GATTGAGAAAAAAACGCATGTAT T gttgaccttgagcatagcag...360...agtctaat-caaa---|attttaag
C.Bri gacgacac|tttcgaaggtac...1279...-ccctccattcc----aaaaacgcc--GTAAGAAtaGAAAAACGCATGTAT TT gagccggtattgagtgcaag--...325. . .aatccaat-taaa---|atttaagg
C.Bre gatgacac|ctttgaaggtaa...1002...-—--- aaattcccgccaaaccccca-——-- AAAAAAGAAAAACGCATGTAT--TTcaTTCTTTtcctgaaacaaaacagttct———-——------- ...318...aatccaatataaataalactt----
C.Jap gacgacac|ttttgaaggtac...1359...tgtcaaaaattttcccgaca----- ATCGAGagAAAAAAAAACGCATGTATGacCTCTtTGGT--cggaaggaaagccgatccca————————--— ...215.. .aagctaataaaacact|tttt-—--
C.Rem gatgacac|tttcgaaggtac...10562...aattcaaattcc———-- aaacctaaATCGAaAGAGAGAAAAACGCATGTAT TT ga-ccaaatttgagtgtaaga-...288...-atccaa---aaatct|attttaag
Kok kokokokok [ ko kokokokokkok * * * ok skokokkokkokok koK koK * * Kk Kk

1d=259854 gene=CO02F4.2 name=tax-6 segment=chrIV_10496523_.10497947 -1 type=IN VIEW

Figure 164: CS=7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10496514-10497955&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3141594-3143304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90966731-90968162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2797415-2799107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104546527-104547975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10496514-10497955&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3141594-3143304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90966731-90968162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2797415-2799107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104546527-104547975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10496522-10497947

m TO9ES.1

C.Ele cgagtgag|ttttttattttt....603...-————————-———- tcaagcagtaagattgaattGAAAGAAGGAAGGA ctcgtccgtccatatgtttc...2386...agcagatatgeg|acgcaaag
C.Bri  tgagtgag|tttttatatttc...1218...cagttcctgtcag--caaactg--—--------- TGTTTGTTGTTAAGATT-------——--- catcccc--cgecgtcattgaaa---...1340...agcagatatgcg|gaacaaag
C.Bre cgagtgag|tttttcgttata...1148...--gttcctgtcagaataagcaa———---- TTTGCGTTTGTTGTTAA-————-———————-—— gactcatagcgcgtcactcg-———- ...1333...agcagacatccg|tcgaagag
C.Rem cgagtgag|tttttctttttt...1921.. . ———-——- tgaaagcacgagtagaagaa———--—- GGAAAaGGAGAAGAAGAAGACACGGGCCtgtcccaaattggctcccat————- ....647...agcagatatgcg|acacaaag
sokokkokokk [ kokokkok kK * * * % * sokskokkok kK Kk
id=33523 gene=TO9E8.1 name=TO9E8.1 segment=chrV_13164455_13167521_1 type=IN
C.Ele caggttag|ttttttttttca...2044...ctattgtccctttcggectct TCTTTtTCTTCTTTC--—--——--——-—-— ttatgttttgttgtagegtt-——--—-—- ...2762...attccagcgaaalcgaacctc
C.Bri, caggttag|tttttttttcct...13b61...cctcttctacctttttccct AATTAGAACAACtaGAACAactagaacatgaatgcattc———-——- ...2661...attccagcgaaalcgaaccct
C.Bre  caggttag|ttttcatttcat...1315...---ttccacatgttcaccattaa TTAGaaCAACcaGAACatGTAGGcatttgatgtctcacgaatg...2641...atttcagcgaaalcgaacctc
C.Rem caggttag|ttattttttaaa...2216...-———- tcaatttcattccgtcaaacGGTTTtaTGTCtTTTTctTCTTCTTCTTTCT———-————————— gcatttcctttattgtctte———---- ...2244. . .tttccagcgaaa|cgaacctc
sokokkokkkok | kk ok kokok * % *k * Kok skokokskokskokok | ok kokskok

id=33527 gene=TO9E8.1 name=TO9E8.1 segment=chrV_13167711_13172595_1 type=IN VIEW

Figure 165: CS=4.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7752038-7755121&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7265390-7268045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125863504-125866082&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:8040925-8043601&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7746964-7751865&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7261094-7265205&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125859260-125863319&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:8036176-8040747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13164455-13172596

AVAAVAVAN VAV VASAVA VA AV VA - AV ANV A SVASVAYE |

QaQaa

.Ele
.Bri
.Bre
.Rem

gttgegtc
gttgcecgac
gttgcegcec
gttgegtce

kokokkkk ok

gaaaacggtaag. .
gaaaacggtaag. .
gaaaacggtaag. .

gaaaacggtgag. . .

kokokokokokkokk kk

attgggge|gtagaaagtgag. . .4
gttaggcc|gtaaaaagtgag...4

attgggac|ggagaaagtgag. .

actgggta gaaggaagtgag,__4

* kk * x

ok %k ok ok k ok

\/

.80...—tcccgccgagtattg——acactATTATGCAAATGtGTGAGGGGaggaggtgacctgtc——agttt————..

.81...-tcccgtatagtattg--acactATTATGCAAATG-- tgacctgtcttgatttccgg. .

L77...tctccgetectgtattg-—acacGATTATGCAAATG-- tgacctgtctcgatttcegt. .

53...-aaacgc--ggtattgacacact ATTATGCAAATG--—--—--——--——- tgacctgtctcgatttcegg. . .
* skkokokok  kkoksk skokskoskokskokskokoksk ok koK kR Kok ok ok *kk

1d=269006 gene=C48G7.3 name=tag-333 segment=chrV_14796998_14797506_-1 type=IN

775...--acttttaacgttcg-—-tgttcaCTTTTCGTtcCATTTGCATAATtagtcgttcctcttctctet-. ..
120...cggccgtccge-ttcg-—-tgttc——————-———- CATTTGCATAATtagtc-gacctcttattttgt. ..
.4483...----ttcgttcgttcgettegttc——————————- CATTTGCATAATTagtccgacctctcttctett...429..
172...----acatgacgttcggttcgttc—————-—---——- CATTTGCATAATtagtc-gacctcttcttccca. .
* oKk *okokok ssckkskokkoksokkkokdkokkok  kokkokk ok

128...
390...

.741. ..

.344. .
.309..
.369..
375..

1id=269011 gene=C48G7.3 name=tag-333 segment=chrV_14789685_14795910_-1 type=IN VIEW

Figure 166: CS=5.52

.——catcatctcgtc
.~tcatc-tctcgga
.—-gaccttcctctc
.gtcgacctccccge

* kX

* *

caaatattc----aac|attacaga
atataattccatata|tttcc———
.ttttttcagaacatc----aac|lat----—--
ccatattc-—-tatt|cttccaga

gcctctat
gcatcact
actgttat
gtaccc--

*

tag-333


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14796989-14797514&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11843326-11843808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81388872-81389411&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126523004-126523524&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14789676-14795918&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11838014-11842616&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81382592-81387997&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126515449-126521849&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14789684-14797506

QaQaaQ

/) tag-333

C.Ele| gaggacga|tctttcggtgag...360...tctcctgecg-——ccatccatgtghAAATaGAGCgaGAAGtgaacgaatggacttgtcte——-—- ...1229...---ttctaaatacaa|tttccaga

C.Bri, gttgtagg|tctttcggtgag...178...cgttgcgtcggectatccatGTGAAATAGAGCGAGAAGAGAAcg-atggacttgtctttcctt....769...-—-tattaatcactt|ttttttgt

C.Bre atggactg|tctttcggtaag...245...aacattgcgcctccatccatGTGAAAtAGAGCGAGAAGagaacg-atggacttgtcttc——-—-—....521.. . aatcgtttcat---a|ttttcaga

C.Rem gtggacgg tcttttggtaag...820...-—-agagtaaccgcggccatgtgAAATaGAGCGAGAAGcgaan atggacttgtcttt----....976...attctctccat---t|tttccaga
* sokokokok kokk Kok sokokkoskokok ook ok skoksk ook okokokokok ok kokskokok  skokokokok ok ok ok ok ok *

id=268970 gene=C48G7.3 name=tag-333 segment=chrV_14811496_14813163_-1 type=IN

.Ele| caatgatg|gagcagggtaag...180...-———-—- ccttggettcttetgtctctCTTCGTTCATTT-———————-——— agtgag-cattcggtacggca...3347...acaattcacccalaagagccc

.Bri| cggttatg|gagcagggtgag...103...--—tcctcccaagctaactcttc--CTCTTCTTTCTCTTTTTACTTITATtgcgaggcgecatcattctgg—...2064. .. .acaagtctcacalaccacccc

.Bre| cagtcatg|gagcagggtaag...135...-————-—- tcgaagcttactcttctccgTTTCTTtCTCTTTTTACttttattgegaggegectecec——————— ...2398...acaagtcttcct|acaacatt

.Rem ctgtgatg|gagcagggtaag...177...ttttattgcgaggcggatca————- TTCTTCGTTCATTT-———-----—- agtgatccacacagcaccac-...3362...acgaatccgaag|aagaagtt
* ok kkok [dokokokokkokkok ok * kk Kokok kdkok ok * kk ok *k ko ok

id=268980 gene=C48G7.3 name=tag-333 segment=chrV_14804861_14808463_-1 type=IN VIEW

Figure 167: CS=7.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14811487-14813171&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11851497-11852546&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81397594-81398458&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126535050-126536941&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14804852-14808471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11847428-11849700&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81393177-81395807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126529067-126532700&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14804860-14813163

m | fkh-o

C.Ele acatcacg|gtaagacacttg...469...--acggggaaagtgtatgtgta————----——---—- GATGTtTGTATGTAAttgtgctgctttgaatgecaa. . .4441. . .tcaaattttcag|atggattt
C.Bri, gtatccag|gtgggctttatt...390...--agtgtgtatgtatgtttgta—- GATGTTTGTATGTAAttgtgctgctttgaatgcaa...4520. . .actgtttttcag|atggaatt
C.Bre agcttcag|gtaagggatcct...463...caacggggcaagtgtg—-tgta-——————-—-—--——- GATGTtTGTATGTAAttgtgctgctttgaatgecaa. . .4447. . . ttattatttcag|atggagtt
C.Jap ctcttcag|gtatagaatgta...366...----ggcatatgattgtttgtattTGCGTcGAGTGtaGATGTtTGTATGTAAttgtgctgctttgaatgecaa. . .4531.. . atgaaatttcag|atggattt

* k[kx * ok ok ok kkkk ok sk ok ok oK oK ok oK ok oK oK o oK ok K ok oK oK o ok ok Kok oK o ok ok oK Hokkokokok | kokkkK Kok

1d=172306 gene=K03C7.2 name=fkh-9 segment=chrX_3820552_3826836_-1 type=IN

C.Ele acatcacg|gtaagacacttg...2015...tgacgcatatccaatgatgtTTGCcaATACACATATC-------————- cgttt-gegtggtegtttttt-————---—- ...2893...tcaaattttcag|atggattt
C.Bri gtatccag|gtgggctttatt...1940...tgacgcatatccaatgatgtTTGCcaATACAAATATC ----cgttttgcgtagttcttttt-——- ...2968...actgtttttcag|atggaatt
C.Bre agcttcag|gtaagggatcct...1992...tgacgcatatccaatgatgtTTGCcaATACACATATC---—------- cgttt-acgtggaggtttttt-————---—-—- ...2916...ttattatttcag|atggagtt
C.Jap  ctcttcag|gtatagaatgta...2053...tgacgcatatccaaggatgtTTGCcaATACACATATCCGTTTtGCGTGectttt——----———- ttctctcacgcagaa...2844.. .atgaaatttcag|atggattt

* ok |[kk KKK HK KRR AR KKK AR KA AKKKKK KoK KKK * kkk *k Kk Hokkokkok | kokkKK Kok

id=172306 gene=K03C7.2 name=fkh-9 segment=chrX_3820552_3826836_-1 type=IN VIEW

Figure 168: CS=2.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3820543-3826844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8782145-8788633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2165446-2171521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7384420-7390355&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3820543-3826844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8782145-8788633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2165446-2171521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7384420-7390355&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3820551-3826836

T fkh-9

kokokokokk | kokkkk kxk

.ttgaatacataajaacacttt-
.ttgaatacaaaa|taagtggt-
.ttgaatacaaaa|taacttgt-

C.Ele| acatcacg|gtaagacacttg...3626...gtgtgtttgttttgcattcaGTCAGGCATGtaTGCA---cccgcaggcaagcaatttga...1283.. .tcaaattttcag|atggattt
C.Bri| gtatccag|gtgggctttatt...3627...gtctgtttgttttgcattcaGTCAGGCATGtaTGCA---cccgcaggcaagcaatttga...1282.. . actgtttttcag|atggaatt
C.Bre agcttcag|gtaagggatcct...3668...gtgtgtttgttttgcattcaGTCAGGCATGtaTGCA---cccgcaggcaagcaatttga...1241. . .ttattatttcag|atggagtt
C.Jap ctcttcag|gtatagaatgta...3181...gcgtggctg-—ccgegtccatc-AGGAGCACAACAATtctcctccgge——-ttttttccg...1730. .. .atgaaatttcag|atggattt
* ok[kk * oKk kk Kk ok okk Kok * ok Kk ok kkk *k
id=172306 gene=K03C7.2 name=fkh-9 segment=chrX_3820552_3826836_-1 type=IN
C.Ele| ttcaatag|gcaccgattctg...57...tgttggttg-tgctcc---tagtt-TGCACATGCaTTGAT--—--- ctcgtgataccaactcatcg....966..
C.Bri, ttcagtag|gcactgattctt...43...----ggttg-tgctccttttagttcTGCACATGCaTTGAT------ ctcgtgttaccaactcaaat...1070..
C.Bre ttcagtag|gcaccgattcaa...57...tgttggttg-tgcttc——-tagtt-TGCACATGCaTTGAT------ ctcgtgttactaactcatca...1000..
C.Jap ttcagtag|gcaccgattcta...38...tatgcgtcgatacta-—--tcatt-GTTGgTTGTGCTCCTaatttgcacatgc————- attgatc-....985..
sokokok kokok [dokokok kokokokok kK Kk Kk * Kk *k ok ok * ok kK * ok ok

.ctgaatacaaag|-aatttgta
soksokokkokok k| K *

id=172315 gene=K03C7.2 name=fkh-9 segment=chrX_3816830_3817931_-1 type=E3 VIEW

Figure 169: CS=3.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3820543-3826844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8782145-8788633&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2165446-2171521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7384420-7390355&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3816821-3817939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8778087-8779295&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2161388-2162540&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7380273-7381391&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3816829-3826836

N dgk-2

C.Ele tgctcttg gtcagtcttttg....S?S... ————————— ttcatctttctttcttgaaa———-- TATTAGTtTGATTTG----- TTTTGAttctaaaatatttttaactc——...4009...tatcgatcttat tttgtagg-
C.Bri tgttcttg|gtgagttctttc...1094... . ———-—-—-—- tgaaacattcca-----— gagctcttTTTC--TTTCtTTTC---agcccctccccaaaaacaat——————-—---- ..3818...-aactgtacgct|ttttgaagg
C.Jap  tgctcgtg|gttggtgtttat....168.. cagtttgtgtacatttttca uTTTtaGAAActGAAA——cataaaaaattgcactgtaa .4310...taacaatataat|ttctattc-
C.Rem  tgctcttg|gtcagttttcac....733...-—————————- gattgttcgacatgtgagct-—-TTTCcTTTTCACTTT--—taCctttctcctccgcaagt ---------- ...3439...caatattacgat|tttgtagg-

k% kk kk[kk o kk ok * k% k k% * % * * * | k%

id=123802 gene=F46H6.2 name=dgk-2 segment=chrX 4497351_4502317_-1 type=IN

C.Ele tgctcttg|gtcagtcttttg...1009...catgtttaaaaaa---taaacgc-——--- TCAAAACAAATCGGTTAATAaatcattttctttctatc——---- tt...3874...tatcgatcttat|tttgtagg-
C.Bri tgttcttg|gtgagttctttc...2781...---gcgtagggaaatttaaattaGAAAttGAAAacGAAA-———-—--————-——- cgtccaatgtatcagaaatg...2128...-aactgtacgct|ttttgaagg
C.Jap tgctcgtg|gttggtgtttat....248...---attgcttttgtttttccttt-TTTCtTTTCatAAAC-- cgcttttctagacagtggtt...4231...taacaatataat|ttctattc-
C.Rem  tgctcttg gtcagttttcac...2984...—-—ataaagttttttttgcttcc ~AAAGTGAAAACGAAA----——-—- tagtagagacctatttccaa-—---- ...1188...caatattacgat|tttgtagg-

kk kk kk[kk o kk ok * *  kk * * % | kx

1d=123802 gene=F46H6.2 name=dgk-2 segment=chrX_4497351.4502317_-1 type=IN VIEW

Figure 170: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4497342-4502325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9618741-9623908&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:75266735-75271309&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146041959-146046226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4497342-4502325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9618741-9623908&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:75266735-75271309&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146041959-146046226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4497350-4502317

W F35G2.1

C.Ele gtaagcac|caaaaatccaaa...39...aactggt---ctcagaatgtttaACACtGCATGtAGATagat-ccatcatgtgatccag----...2005...tcagaatgcgga|gtccgcac
C.Bri, ttgagcat|cgaaaaacgatg...36...---tggtctcctcagaatgtttaACACcGCATGtAGATatatcccatcatgtgatcca-——-—- ...1695.. .acagaatgcgga|gtccgege
C.Bre gtgagcaa|cgataaactaac...42...gactggt-—-ctcagaatgtttaACACtGCATGtAGATatat-ccatcatgtgatcctg----...1826...tcagaatgcgga|gtccgeac
C.Rem gagagcac|cgaaaactctct...32...gactggt---ctctgaatgtttaACACtGCATGtAGATatat----- catgtgatccgagtga...1858...tcagaatgcgga|gtccgecaa
Rkokk [k Kk ok skkk kkok skoksokokokskoRsiokkok skokskokkokokskokkok kok sokokokskokk ok ok skokskok Kok skokok | ok sk ok ok ok

1d=295805 gene=F35G2.1 name=F35G2.1 segment=chrIV_12201104_12203226_1 type=I5

C.Ele gtgagact|atcatcataatg...251...--gcgcacaataacacactgggATTTCATGTGTGT----gtgtgtgcacaggtttttga——---—- ....632...cttgaacaaggalgaccgaaa
C.Bri gtgagctt|ctgttgagaatt...261...ctgcgcacaatatcaatgcg--ATTTCATGTGTGT--———----— gctcagatttttgatttctg...2651...cctcttgaagaa|gatcgaaa
C.Bre| gcagcttt|ttcattaattag...238...ttgcgcacaatatcacagcg--ATTTCATGTGTGTgtgtgtgtgtgctcaggttt——————--—- ....407...cctctcgaagaalgaccgaaa
C.Rem| gtaagaga|acgaaaattgtt...250...ctatgcacagtatcacagcg-—-ATTTCATGTGTGT-—------— gtgctcagatttttgatttc——....442.. . cctctcgaagaagaccaaaa

* * skckkok kok koK * sokkokokskokskokokskokok Kk kkok kokok * ok Hkck ok [kk ok kkk

1d=295813 gene=F35G2.1 name=F35G2.1 segment=chrIV_12204062_.12205021_1 type=IN VIEW

Figure 171: CS=4.72


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5290550-5292689&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4755350-4757176&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116451314-116453277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68593501-68595486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5288755-5289731&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4751863-4754868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116450077-116450815&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68592241-68593026&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12201104-12205022

b?@%w C37C3.2

C.Ele ttttac|ag|aagttcctcttc-...74...cccatttacaattttatgatCGACaaCCCTcAAGAAG|Gtaagcat
C.Bri  ttttgc|ag|aag-catccttct...73...ctcatttgcaattatatgatCGACaaCCCTcAAGAAG|gtaagtaa
C.Jap attttc|ag|aaa-tctatttct...73...cccatttgcaattatatgatCGACaaCCCTcAAGAAg|gtaagcat
C.Rem ttttac|ag|laag-ccctcttct...72...caaatttgcaattttatgatCGACaaCCCTcAAGAAG | Gtgagcgt
sk ok | ok [ Kok Hokok ® kokokok kokskokok kokokokskokskoksk oKk sk sk ok ok koK okokok | ok Kok

id=220254 gene=C37C3.2 name=C37C3.2 segment=chrV_7854974_7855096_1 type=E5

C.Ele| -tCTTTTTT|AGGGagGTTg
C.Bri  -gTTTTTTc|AGGGagGTTg
C.Jap  cg-TTTTTc|AGGGagGTTg
C.Rem  -tTTTTTTc|AGGGagGTTg

sokokokok | sokokokokskokskokok

1d=220258 gene=C37C3.2 name=C37C3.2 segment=chrV_7855730_7855731_1 type=A5 VIEW

Figure 172: CS=1.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13064463-13064602&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:2184577-2184715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133145951-133146089&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89500100-89500237&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13063828-13063846&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:2183925-2183943&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133144144-133144162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89499362-89499380&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7854974-7855732

T —_— A ] MCQWCBQ

C.Ele ttttac|ag|aagttcctcttc-...74...cccatttacaattttatgatCGACaaCCCTcAAGAAG|gtaagcat
C.Bri  ttttgc|ag|aag-catccttct...73...ctcatttgcaattatatgatCGACaaCCCTcAAGAAg|gtaagtaa
C.Jap attttc|ag|aaa-tctatttct...73...cccatttgcaattatatgatCGACaaCCCTcAAGAAg|gtaagcat
C.Rem ttttac|ag|laag-ccctcttct...72...caaatttgcaattttatgatCGACaaCCCTcAAGAAg gtgagecgt
sk ok | ok [ Kok Hokok ® kokokok kokokokok kokookskokskoksk kR ksk ok ok koK okokok | ok Kok

id=220254 gene=C37C3.2 name=C37C3.2 segment=chrV_7854974_7855096_1 type=E5

C.Ele  tTTTTT|AG|GGagGTTGtccagaaagagaaagaaact...108...tatttatcattt|gtaagtac
C.Bri| tTTTTc|AG|GGagGTTGtccagaaagagaaagaaact...108...tatttaccattt|gtaagtat
C.Jap  tTTTTc|AG|GGagGTTGtccagaaagagaaagaaact...108...tatctacttttt|gtaagtgt
C.Rem  tTTTTc|AG|GGagGTTGtccagaaagagaaagaaact...108...tatccaccattt|gtaagtat
sokokokok | ok | dokokokokok ok ok ok sk ok ok ok ok sk ok ok o ok ok ok skk ok kokk [ kokokokokk

1d=220259 gene=C37C3.2 name=C37C3.2 segment=chrV_7855732_7855879_1 type=E5 VIEW

Figure 173:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13064463-13064602&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:2184577-2184715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133145951-133146089&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89500100-89500237&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13063680-13063844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:2183777-2183941&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133143996-133144160&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89499214-89499378&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7854974-7855880

g HEEH AGAATGAAAGAggTGAG tgattgtttggtagggaaaa—-..

acgaatgaaagaggtgagttgttg-————------—----—- HH aaattgcattataagcttaccataaaacctgtaggcatagAGAGAaTGAAAAGaCGAAG acgtattctgaactcaaatc. .

aagaatgaaagaggtgagtgattgaagttcgtagtgagtg: : raaa aatagg aaaatc GTTTTCTTCTTtTTCTTCcagtagattcaagtctcaag—-. .

a A AGAATGAAAGAGGTG-------—-———---- agttcaatcaatttt----ccaaa--..
*ok Hk

1id=249106 gene=C34B4.1 name=max-1 segment=chrV_13103663_13110218_-1 type=IN

C.Ele gagaatga|aagaggtgagtg...3733...aatatggagattccccttgt

.4947
.3578
.3595
.4949

...tcattgtgtttt|ttcagctc

...atacttcttttt|tacagctc
...gtgttttacttt|tgcagectc

...ttttcatttttt|cttattge

TTCATCTTCATTTTCT---catatttttcatctcttctt...1176...tcattgtgtttt|ttcagctc

C.Bri acgaatga|aagaggtgagtt...1663...-———————---———- ctcattttctaacatgacca-———-----———----—- TTTCGCT-TTTCGcTCTTTctacatccgttatcaaaagt—---...3244.. . .atacttcttttt|tacagctc

C.Bre aagaatga|aagaggtgagtg...4133...-———————————————- tataaaatgacgagaaaaaaGAAGAACAAGAAGGAAAC------—--———-—-——- cgataaaaatttcatggtgt---....774...gtgttttacttt|tgcagctc

C.Rem aagaatga|aagaggtgagtt...1001...--—————-- tctctttttatattccaaca: CATCTCTctTTTGTTCT----- cattctctctctacctaaat...3907...ttttcatttttt|cttattgc
kKoK oK | oKk Kok K koK ok K * * *

1id=249106 gene=C34B4.1 name=max-1 segment=chrV_13103663_13110218_-1 type=IN VIEW

Figure 174: CS=24

k% k

koK ok * *


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13103654-13110226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8680916-8686793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68356196-68361920&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140983240-140990120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13103654-13110226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8680916-8686793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68356196-68361920&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140983240-140990120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13103662-13110218

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele gtgatcag|gtaggcatgtta....482...aactgttttataggtttttt-————--—-—-—-—- GGTGGcaA---—- AAAtTGACagttgggggegeggegegeg———- - - 1490. . .agcattattcag|gtggacac

C.Bri gggatcag|gtgagtgaagac..... 75...atgagatcaacgttcctctc——————-—---—--- AATGAGAAGAAGAAAGAAGAA-atc--gaattggttcagaggec...1488. . .atgaaaattcag|gtggacac

C.Bre  gtgatcag|gtgagtcccttc...1268...-————--——————- cgttttgagcaagaaaagaaGGAGAAAAAtgAGAAAAAGAGcatcatgtatcatatcagag———..... 50...ttcaaaattcag|gtggatac

C.Jap gggatcag|gttggtttactt....310...ttcgcgatcccgatcgttgt-————--———--—-—- GAGAaAA--——--—- GAAAAGcgccaagaaaaaaataacga---...1177...gtttttttttag|gtggatac

C.Rem gggatcag|gtgagttacaac....175...aacgtttttataggtttttt-————-—------—- GGTGGcaA----- AAACTGACagtgaaaaaaagagaaaaag———...1343...aaataatttcag|attgacac
® okskokokok | ok K * * kk * *ok kok

1id=126810 gene=ZK973.6 name=anc-1 segment=chrI_4327571_4329622_1 type=IN

ttctagaggtgag tata S GTCATTTTCCGCT catt acactcttttcattct..
ttcttgaggtgagg————- gtatagtcattttccgctcat: ::cataactcccaacgatttgtaaaaaaatcaaaagaatttcTTCTTCTTCTTCTTTTCGTTttttctccccttcaattgat————--- e
ttcttgaggtgaggagtcagtatagtcattttccgetcat: ::tgaaa---caaactttttttttcgaaattcctgggatattTTCTTctTTTCTTTTTTCTCC-————- acccccaattgattcagtac...
tcttggaggtgag tagt tcat: : CTTTcTCTTTTTC---tactgtgtcgacactcgcca———-——- ..
ttcttgaggtaag tata N GTCATTTTCCGCT catt acacttctcttcttat...
* ok wkkkok ok *k *k * *% K

1id=126814 gene=7ZK973.6 name=anc-1 segment=chrI_4330551_4333027_1 type=IN VIEW

Figure 175: CS=5.9

.2423..
779, .
.651..
.4016. .
2206. .

.t-ttcaattacag|gaggttgg
.tgttcaatt-tag|gaggttgg
.t-ctcttattcag|gaggttgg
.t-tgtgttttcag|gaggttgg
.c-tctaatttcag|gaggttgg

¥ kok | okokokokokkokok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10742790-10744858&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6409206-6410870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:44069502-44070921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:55967216-55968796&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38200641-38202255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10739385-10741878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6406068-6408511&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:44066321-44068661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:55962426-55966576&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38197641-38199917&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4327571-4333028

gtactttttgaa. ..
gtaatcttttct...
gtaaccgttttt...
gtaatctttgac...

gtaggcatgtta...
gtgagtgaagac. ..
gtgagtcccttce. ...
gtgagttacaac..

251...ttgttatgtctaatgattca-——-—--- GAAATAGATAGaTTTGAAACGgATATTtgattaaaaagaaggatgaa——--- .o

302...-——————————- atgatacagaaaagaaaagaAGATAGaTTTGAAACG------- gat--atcgga--agtgagggttt. .

313...————————————- tgatacagaaaaggaaaaacGATAGaTTTGAAACG-----—- gat--attggaagagtgaaggt—-..

292. .. —————-—- tttaatgatacagaagtaga-—---AGATAGaTTTGAAACG------- gat--attgga--aatgaaggtct. .
Hkokk Kk koK sk ok ok ok sk ok sk ok ok o K*kk ok ok *okok

1id=126800 gene=ZK973.6 name=anc-1 segment=chrI_4324075.4324695_1 type=IN

1510...————- ctgtttatgtccatacatacAATGTGTTTatCAAAaCTGTTTGcaTTTCaacacaat-caaggtcaccct. .
1146. . .aaa--cgattcaaccacttgaa—-——--—-- TGTTTatCAAAaCTGTTT----- gcatttcgatccaaggtcat-—-...
916...cta--caaagaagaattgggca-—————- TGTTTatCAAAaCTGTT----- tgcatttcaac---aa-ctatcaa...
.1088. . .acattcgaat--acaacttgca-——---- TGTTTatCAAAaCTGTTT----- gcatttcaac---aagacatcca. .
* * skokok sk ok sk ok ok ok ok sk ok ok ok ok ok EE I * *

1id=126810 gene=ZK973.6 name=anc-1 segment=chrI_4327571_4329622_1 type=IN VIEW

Figure 176: CS=5.6

.279..
.863..
.246. .
.634..

.449. .
420. .
406. .
.428..

.ctaaaattccag|attgaaac
.ccaaaatttcag|atcgaaac
.tgtatgattcag|atcgaaac
.aattacttccag|atcgaaac

k kokk|kk kkkkk

.agcattattcag|gtggacac
.atgaaaattcag|gtggacac
.ttcaaaattcag|gtggatac
.aaataatttcag|attgacac

kokkkk| >k kk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10747717-10748354&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6413286-6414547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:44073134-44073788&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38204657-38205679&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10742790-10744858&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6409206-6410870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:44069502-44070921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38200641-38202255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4324075-4329623

\_/

C.Ele gttccggt|atgtacatttca..... 75.. . .———————————— taggcttggcccaataaaatGAAATtGGA---AtGGAA---gaacgtatatgc-tttgtgat...4534. . .tcatcttcagc---ajatatcaca
C.Bre  gttccggt|atgtacatttct...2036...tttcttttcttttccgettg-———----------—- AATAcgATCCatCTTATcactttctatttgccatttt---...2744...---tcttcagctctc|atatcaca
C.Jap gttccggt|atgtacatttct..... 61...———————————m— cgtccggeccaataaaacgaAATTGGA---AtGGGAA--cgttctatatgecttttgtga—...4850. . .cattcttcagc-—-c|tcctcctg
C.Rem gttccggt|atgtacatttct...1455...ctttctctcttttccgettg-———-—-—--—----—- AATAcgATCCatCTTATcactttctatttgccatttt-—-...2444...---tatctgtacatg|ataccaaa
sokokskokokok ok | ook sk ok ok sk ok ok ok * ok *kk Rk kk X sk kkk Kk K * ok
1d=76921 gene=F28B4.2 name=rgl-1 segment=chrX_3215489_3220176_-1 type=IN
C.Ele gttccggt|atgtacatttca...2671...---tttcatcattatctgtcctgTTCCtcTTCCtcGTTTCtcttcttgtcatttagttca————--- ...1936...tcatcttcagc---alatatcaca
C.Bre gttccggt|atgtacatttct...4612...aagttgaaacttt-—-tgcttcaATAAGCGGATT---ATT------- agaaatgaagacgcgcgaat....171...-—--tcttcagctctc|atatcaca
C.Jap gttccggt|atgtacatttct...1166...---atccgtgagataatgccata———-- TTTCTTCCAATT----catagcatatcatgtg-—--aaaa...3747...cattcttcagc—--c|tcctcctg
C.Rem| gttccggt|atgtacatttct...3707...aagttgaaacttt-—-tgcttcaATAAGCGGATT-—-ATT--—---- ggaaatgaagacgcgcgaat....195...---tatctgtacatg|ataccaaa
koo skokokok | ook ko sk ook ok ok ok * *k * * * * ok

id=76921 gene=F28B4.2 name=rgl-1 segment=chrX_3215489_3220176_-1 type=IN VIEW

Figure 177: CS=3.84

rgl-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3215480-3220184&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1581730-1586607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136303181-136308297&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144991763-144995759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3215480-3220184&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1581730-1586607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:136303181-136308297&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144991763-144995759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3215488-3220176

— — — R13H4.2

N

aatcaatc
aatcaacc
aatcaacc
aatcaacc
aatcaacc
skokkkokk ok

C.Ele gcaggttt|gtaccggtattgaccactgtctaaggTAGTGTAGAGACAGGGCagtgcccattacttttacca...131.. . aatttcaggtct
C.Bri gcaggttt|gtactggtattgaccgctgtctaaggTAGTGTAGAGACAGGGCagtgccccatttattatecg...129. . . acttgecaggtct
C.Bre gcaggttt|gtactggtattgaccactgtctaaggTAGTGTAGAGACAGGGCagtgccccatggattaacaa...130. .. .aattgcaggtct
C.Jap gcaggttt|gtatcggtattgaccgctgtctaaggTAGTGTAGAGACAGGGCagtgcccagecattcgatcaa...131. . .ctttccaggtct
C.Rem gcaggttt gtactggtattgaccactgtctaaggTAGTGTAGAGAcAGGGCagtgccccatttattgccca...130...tcttgcaggtct

sokokokokokokok | ok skokokokokoskokokokok | skokok sk kok ok sk ok sk ok sk sk sk ok sk sk sk ok ok sk sk ok ok ok Kok skokokokokokok

id=283667 gene=R13H4.2 name=R13H4.2 segment=chrV_11837526_11837731_1 type=IN

aatcaatc
aatcaacc
aatcaacc
aatcaacc
aatcaacc
Fokokokokok kK

C.Ele gcaggttt|gtaccggtattg...96...actactaatcctttttcgccGCTCTaTCTCTACACTAgatattaatgtgagcacagg...29.. . .aatttcaggtct
C.Bri| gcaggttt|gtactggtattg...95...actactaatcctttctcgccGCTCTaTCTCTACACTAgatattaatgtgageccattt...28.. . .acttgcaggtct
C.Bre gcaggttt|gtactggtattg...94...accactaatccattttcgccGCTCTaTCTCTACACTAgatattaatgtgagecctget...30...aattgcaggtct
C.Jap gcaggttt|gtatcggtattg...96...actactaatccattctcgccGCTCTaTCTCTACACTAgatattaatgtgagccaage...29...ctttccaggtct
C.Rem gcaggttt|gtactggtattg...95...actactaatcctttctcgccGCTCTaTCTCTACACTAgatattaatgtgagecccect...29. . .tcttgecaggtct

sokskokskokokok | kokok skokokskokskok kok kokokskokokokok ok skokokokokskok sk ok sk ok sk sk ok ok ok sk sk sk sk ok sk ok sk sk sk ok ok sk ok ok Kok kokokskokokok

id=283667 gene=R13H4.2 name=R13H4.2 segment=chrV_11837526_.11837731_1 type=IN VIEW

Figure 178:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9081828-9082050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9165152-9165372&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84205275-84205496&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:120206579-120206801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22358842-22359063&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9081828-9082050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9165152-9165372&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84205275-84205496&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:120206579-120206801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22358842-22359063&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11837526-11837732
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.——aacatttttcag|ctatggaa
.—-—cttattttccag|ctacggaa
.ttatca--tttcag|ctatggaa
.——atttatttccag|ttatggca

Kk ckkok| okk kk ok

C.Ele tgcacaaa|gtgggtgatttttagtggaa--—--- aaa---t::::::gaaaaaaa aaacga TTT--TCAGCTGAAAATT--acaga-——----- tttaagccaaaattt...4799..
C.Bre tgcactag|gtaca-gttttttagcgcaa——--- aaaactt: :gaaaaaaa——-—--—-————---- aaactaattttgaaat-----—--—-—-----—- ATGAAAAaGCTGAAAAT------- agcctgtttttctagccagt---—-...3570..
C.Jap  tttacatc|gtaagttgttttctgtttaatatttaaactgc: : :gggaaaaagatttcccgggecaagttcatcctgtatttatGATTTttATTTCTGAAAATGttAAAA-———- atcgatatttcggtttgaaa———----- .1744. .
C.Rem| tttacaaa|gtact RS GTATTTGAGgaGAAAGAgGCTGAAAATCCGaaaaa———————— attcaaaaaacgtgg...4922..
* kk *k * ok kkk * * %
1id=304852 gene=C35B1.2 name=C35B1.2 segment=chrIV_4090824_4098070_1 type=IN
C.Ele tgcacaaa|gtgggtgatttt...2692...---ctgaaattggttttttt---tcg--————----- AGTTTTT------- GGCTtGAAAAatggatttttcagtcaaaaa———----- ...2216...--aacatttttcag|ctatggaa
C.Bre  tgcactag|gtacagtttttt...1966...aaattaataaggattcttaa———----—- ATTTTTTCAGTTTTT TAT ctgaaa aaaaatcaattctt...2941...--cttattttccag|ctacggaa
C.Jap  tttacatc|gtaagttgtttt...3449...--tct----ttcgtttttatgaatta----- TTTTCATTttTT---CGGGAATttGAATCcactagtatgccgcaaaaat————-—----— ...1450...ttatca--tttcag|ctatggaa
C.Rem tttacaaa|gtactgtatttg...1675...---cttaaaatggtgtc--agaatcTGGATTTCAGCAaTTTTTCaCTCAcaAATAT----- tctgcaatttgtctgaaaat-——----- ...3220...--atttatttccag|ttatggca
* kk *%k *okok * * * kokkk * Hokokok Kk Kok

1id=304852 gene=C35B1.2 name=C35B1.2 segment=chrIV_4090824_4098070_1 type=IN VIEW

Figure 179: CS=3.84



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:13395706-13402969&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57812626-57820611&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:83349565-83355484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:125264060-125275486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:13395706-13402969&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57812626-57820611&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:83349565-83355484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:125264060-125275486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:4090824-4098071

tggctggt
tatctggt
tatccggt
tatctggt

* ok okkk *%

tggctgegt |gagttttttttt. .

tatctggt |gagtcaacaata...
tatccggt |tggtttttgttt. ..
tatctggt |gagttgttacaa...

*x

gagttttttttt..
gagtcaacaata...
tggtttttgttt. ..
gagttgttacaa...

.1039..
.226..
.331..
.232..

.1036..
.225..
.330..
.231..

.~tttgcgacagtttccgatgtCCTTTGTCACaTATTTGCGCaAAATGCcGTGATAGAGGCGgcccctgaacgg-—-——aacagaaa...1191. . .gaagtttcagaa|cgagatgc
.tttcatatcac-atccgatcc-CTTTGTCACaTATTTGCGCaAAATGcGTGATagAGAGG----cggagtgttctcattaacac...3073...tgattttcagaa|cgagatgc
.tttcat-tcacaatccatatc-CTTTGTCACaTATTTGCGCaAAATGcGTGATagAGAGG----cggagtgttctcattaacac...1234. . .aggtttacagaalagagatgc
.ttttttcgcatcctatgatc——CTTTGTCACaTATTTGCGCaAAATGcGTGATagAGAGG————cggagtgttctcaataaaaa...1247...attatttcagaa cgtgatge
*k *k okt stk ook kol ook skok stk koRsk ok dokokokok ok * Kk ok * ok % sk kokokkok |k kokokokok
1d=24830 gene=F45H7.2 name=gei-1 segment=chrIII_3348160.3350492_1 type=IN
.ttttttg-cgacagtttccgaTGTCcTTTGTCACaTATTTGCGCAAAATGCGTGATAGAGGcgge————-— ccctgaacggaacaga. ..1193. . .gaagtttcagaa|cgagatgce
.ttttcatatcacatccgatc-—--CCTTTGTCACaTATTTGCGCAAAATGcGTGATAGAG-aggcggagtgttctcattaa————-- ...3076...tgattttcagaalcgagatgc
.ttttcat-tcacaatccatat---CCTTTGTCACaTATTTGCGCAAAATGcGTGATAGAG-aggcggagtgttctcattaa————-- ...1237...aggtttacagaalagagatgc
.ttttttt-cg-catcctatgat--CCTTTGTCACaTATTTGCGCAAAATGCGTGATAGAG-aggcggagtgttctcaataa————-- ...1250...attatttcagaa|cgtgatgc

k ok k% *% 3k 3k ok ok ok sk ok ok sk ok ok sk ok ok ok sk ok ok kok ke k ok ok kokok kkokokokokkokk kokok k% ok k3 kokokkk

1d=24830 gene=F45H7.2 name=gei-1 segment=chrIII_3348160.3350492_1 type=IN VIEW

Figure 180: CS=8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10433180-10435529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8903775-8907192&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:168879866-168881549&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136858391-136859988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10433180-10435529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8903775-8907192&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:168879866-168881549&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136858391-136859988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3348160-3350493

C.Ele agcgagta|aggagtgcgtgt....206...ggagaggtcctcctcgtcct-TTTTTCTTTCATTTTCTTCTTgaTTTTTTgTTGTCTccatgaattggatggatacg...3871.. . .caatgattctcalgccgecatg

C.Bri, agcgagta|aggagtgcgtgt..... 29...catgctactacctccatcat-CTTTTTCTTcTTCTgcTTCTtcTTTTTTTA--—--— acgtcacttttattctcatt...4155...ttctgcaattca|gtcatatg
C.Bre aacgagta|aggaatgcgtgt...1899...gttcatctcatttaattgaaATCTaTTCTcaTCTTTcTTCTTCTTtTTCT-—----- gtctctctttcttecttgttt...1324. . . gatgaaagttta|gccgeatg
C.Rem agcgagta|aggagtgcgtgt....223...cctaatgagcaaaggggcac---TCTCaTTTTTgCTCTTCTT-—---—-----— gcegtctcceccttcattttc—--...3000. . .ttttaaaattca|gccgaatg

% kokskokokok | kskkk kckkkkkxk * k% %k %k %k k% * * * k* k|k 3k kkxk

1d=53245 gene=F55C7.7 name=unc-73 segment=chrI_4011588_4015764_-1 type=IN

C.Ele ggagttca|ggtatgttttat...3252...-aaaaaacgaggccctgagttGGACAGAAGGAGAAGAAGAAGATgGAAAaGAAGGG---—-————-—-—--—- ctcattccaatttgctccte....189...ttcatattttca|gacgaatc
C.Bri, ggagttca|ggtgagttacat...2909...gttgcatcgagtccataaaa———------ TAAGAAAAAGAAGGAGAAGAAGAAGtcgagatgaaaaaatgagaa—————————-—-————-— ...1982...tcaatatttaca|gacgaatc
C.Bre ggaattca|ggtgggttttat...3159...gaggcagttggtgccgaaga————- AGAAtAAGGAGA--AaGAAGAAGAAgaAGAT-agaaaaagaagggctcattc——————-—----- ....161...ttccattttgcalgacgaatc
C.Rem agagttca|ggtgggttattt...1926...-———- gtagaagatgtagaagttaa———---—------ AAGAgAGAGaAAAAACGAGG-cggcgtataaattgaaatga————--—----—--- ...2045. . .tttaaatttaca|gacgaatc

*k kkkk [ kkk KRk ok * K * ok ok * * sk ok | skokskokskokkok

1d=53252 gene=F55C7.7 name=unc-73 segment=chrI_4004608_4008147_-1 type=IN VIEW

Figure 181: CS=4.72


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4011579-4015772&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1722902-1727196&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104760278-104763611&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38335432-38338754&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004599-4008155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1714325-1719321&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104754075-104757504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38328599-38332670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004607-4015764

ggtaagagttat
ggtgagtttgtt
ggtaagtttact...
ggtgagtactga

...1504...--tagtcagcttcttaacgtga———-TTGTTTTCTTCTTCgTTTTCTGgCGGCTCcatttttgtccccccattgg. . .1187. .

...1092. .. —-ttcttgtttttt--tttcaacaTCTTCgcTTTCTCTTC-TCTTTCT--—---- ccgtccagcttttatgegaa...1189..

.456...-—--tttaattctaaattctctccTTTGAtaTTTCTCTTCaTCTTTTT----gatacatgtttgttccgcat---...1714..

....562...ggttctcaacttctaatcct-—————---—— CATTTTCTTCGTTTT-—----- catctcttcggaattcaggc——-...1534..
* * *  kkokkok ok kok *

1d=53236 gene=F55C7.7 name=unc-73 segment=chrI_4017477_4020260_-1 type=IN

ggagttca|ggtatgttttat. ..
ggagttca|ggtgagttacat. ..
ggaattca|ggtgggttttat...
agagttca|ggtgggttattt...

tttcgaa-------- aaaacgaggccctGAGTTGgaCAGAAGGaGAAGAAGAAGATGG-————-————-——— aaaagaagggctcattccaa

ttgcatcgagtccataaaat-—----—---------—- AAGAAAAAGAAGGAGAaGAAGA--agtcgagatgaaaaaatgag———----—---

----aaa----- aataaagagagagagag-—-—-—-———-- AGAGAGAGAAGAGAAGCcTCGAGagtcgaccccatacacatcc————-—-—-—-——-

----gaagcgtcactaaaataaga--——---——-—----- AAAAGtCGAGtaGAAGATG----- tagaagttaaaagagaga-———---—- ga
*okok * * kskokokok * K

1d=53252 gene=F55C7.7 name=unc-73 segment=chrI_4004608_4008147_-1 type=IN VIEW

Figure 182: CS=5.04

.atgattc---ttgca|g-aatgtta
.———tctctaactaca|g-aatgcta
.agaatt----ctaca|gaaatgcta
.———gctctcactaca|g-aatgcta
*okk [k kkokok kok

..ttcatattttca
..tcaatatttaca
..ttccattttgca
..tttaaatttaca



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4017468-4020268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1728336-1730720&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104764463-104766737&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38339626-38341817&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004599-4008155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1714325-1719321&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104754075-104757504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38328599-38332670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004607-4020260

C.Ele ggagttca|ggtatgttttat...2516...--gtcccccgtccctcccgttcAGTTCTTCTt---TTTCTTCTTTTTCTTCTTTT--TCT tctcgttgtcttcttggtaa-....927. . .ttcatattttca|gacgaatc

C.Bri ggagttca|ggtgagttacat....856...--tccttattctactttctctc-TTTCtTCTCccACTTCTTCcTTTTCTTCgTTT--TTTTG agcgtgaaggaggtggagtt-—...4023...tcaatatttaca|gacgaatc
C.Bre ggaattca|ggtgggttttat....114...aatcttcttgcaagtttgaa-—-TAGTTTCtt---CTTCTTAaTTTCgaGTGTTCCaTCTGA tttcaaacatataaaacttc...3199...ttccattttgca|gacgaatc
C.Rem agagttca|ggtgggttattt...1838...--ccaagaggtgaaattggttt GAAGAAGAAGAAAAAAGAAGAAGGGacccttttgcattcgaageg-—...2128. . .tttaaatttaca|gacgaatc

sk kokkok [kkok kkk ok * sk kok | skokskokskokokok

1d=53252 gene=F55C7.7 name=unc-73 segment=chrI_4004608_4008147_-1 type=IN

C.Ele ggagttca|ggtatgttttat...3256...----aacgaggc-cctgagttggac AG-AAGGAGAAGAAGAAGAtGGAAAAGAAGGGCTcattccaatttgectcctcct——————- ....187...ttcatattttca|gacgaatc
C.Bri ggagttca|ggtgagttacat...2909...----gttgcatc----gagtccataaaa TAAGAAAAAG-AAGgAGAAGAAGAAGTCcGAGAtGAAA aaatgagaaaaaagaagaaa...1971...tcaatatttaca|gacgaatc
C.Bre ggaattca|ggtgggttttat...1356...tggtttggggacttcttact TTGGAgGGAGTGCaGAAAaTAAGAAGttGAAGTTA---————-————-——- aaaagtggtacgaaaaagaa...1958...ttccattttgca|gacgaatc
C.Rem| agagttca|ggtgggttattt...3858...--—-- ttgctcctecttattccgtcCTCTTgCTTCTTTTTTCTTCTTCTTC tttttcttactatgtcccct———---- ....107...tttaaatttaca|gacgaatc

sk kokkok[kkok kkk ok * % * ok * sokkkok | sokskokokskokok

1d=53252 gene=F55C7.7 name=unc-73 segment=chrI_4004608_4008147_-1 type=IN VIEW

Figure 183: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004599-4008155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1714325-1719321&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104754075-104757504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38328599-38332670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004599-4008155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1714325-1719321&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104754075-104757504&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38328599-38332670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4004607-4008147

gtcggaag
atctgaag
gtcggaag
gtcggagg

)k kk ok

gtaagtggtt-——--—--—-----—- tggetettt:iiiii-——————-ttttttttcaaaatttcagaaaaaaagtctccAAAAaTTCCcAAAAAccTTTCcaaaagtttttaaaaccaat--...3134.. .ataattttgcag|gcttcatc
gtgagcaa : : TTTTTTTTTGGAATTTTT----- caaatttttttttgtgatat...2829...cctgatttccag|gattcatc
g t tcgtttttt: : TTCCAtTTTTtTTTCGAAAaataacaaaaaaaattttta——-—------ ..3920...gccaaattgcag|cattcatc
gtatgtggttaaaaaaaggggcggagettatt: : ccgttttgettttctatgaacccaaaattagcaaagtctggCAAAaTTTCGAAA-——-—— aggtatagattttcgaaatt-----...4675...gatttttttcag|gattcatc
* *k *k * kkkk Kk Kkok

cattttcg|gtaagaatttgt. .
cgttttcgigtgagtttttgg. .
cattttcc|gtgagttattga...
ctttttcg|gtgagtacactt....
* kokokokok

k% kk

.1257. ..
.4148. ..
1289..
498. .

1d=98276 gene=F58H7.3 name=1gc-30 segment=chrIV_925003_928381_1 type=IN

————— aaatggtggctctggtttct-——-GAAAaaTTTTTGGAATTTT------—-ttttattttgtcgaaaaata---—-

———————— tgacatttcaaaatttcaaaAAAAAATTCCAAAAAAAAA--------aaaatttttggaacccaaaa-—--..

.agcaggaatggtggctcagg-————-------—-- TTTCtGAAAAAAAtTGGGA------ ttttttggggggaaaategg. . .

.——aaactacagtaacccgaaaa---—-—-------- TTTCGAAAacTTTGataccgctgtaactttgtca——————---——- ..
* *ok *ok Hokok

1d=98284 gene=F58H7.3 name=1gc-30 segment=chrIV_930311.936641_1 type=IN VIEW

Figure 184: CS=5.52
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.tctactttccag|tgtgggtc
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:16565395-16568790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:1583479-1586382&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:130649079-130653085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15266107-15272514&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:16557135-16563482&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:1573971-1581359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:130637053-130645709&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15253694-15262058&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:925003-936642

C.Ele caggaccc|acaccaggtcag..

C.Bri, tcgaaccc|atacaaggtaat..

C.Bre gaggaccc|atacaaggttag..

C.Rem aagaactc|atacaaggttgg...

* ok k[k kk kokskok
C.Ele  caggaccc|acaccaggtcag..
C.Bri, tcgaaccc|atacaaggtaat...
C.Bre  gaggaccc|atacaaggttag...
C.Rem aagaactc|atacaaggttgg...
* ok k[k Kk kskokok
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o tccgcatgetgtttatetgg T
.—ttttcgataatccgcatgca
.ccttcttacaaattgaatgt--AGAAGAtgGAAAGAAGAAGAaaaagaagaagaagatggctatgaaacatcaaaaagga-g
.gaatgtagaagatggaataaGAAAAAAGAAGAAAGAAGAAGAAGAAGAT————atttctgctatgaaacatcaaaaaggagg

I_/—\ﬂ }

\\\\\\\‘_~///////

Lo agatggataatttgtggcta TGAAACATCAAAAgaagcaggatgagatacttt-———-—--——------ L. T37..

-aaaataga-tatttcttgcta TGAAACATCAAAaAGGA------- ggatactttgagacgatgcc—...574..

——————— attggattatcgcatccttc——-TCTTCTTCcTTTCTCTTTT tttttccttcttttgattca------...810..

actgagaattggattatcacATCTTCTTCTTCTTCTTTCtTTCTTTTTTC cttcttttgattcaatgttg...935..
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id=59682 gene=H01G02.3 name=H01G02.3 segment=chrIV_11787776_11788905_-1 type=IN
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TTCTggTTTGtGTGTCTTCA

:aatccgcatgcttttttatctggttttgtgtgtcttcaga
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* Kok *

1d=59682 gene=H01G02.3 name=H01G02.3 segment=chrIV_11787776_11788905_-1 type=IN VIEW

Figure 185: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11787767-11788913&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10184688-10185644&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:179963894-179964906&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80188406-80189527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11787767-11788913&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10184688-10185644&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:179963894-179964906&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80188406-80189527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11787775-11788905
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C.Bri
C.Bre
C.Jap
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C.Ele aagaagag|gtgagtcttttg...1881...ttccactccatccgtttgec———----- GATGCAACAttTGTT-gcatacataaaacggggaaa——...1564...actacttttcaglaaagttga
C.Bri aagcagaa|gtaatccaggca...1471...-aaaacgccgcgaaaaaaataGCGAGGGAATTTGAAAAGTGAG---aagctgcaagtgtagtaggt....798. .. .tgaaaacttcag|gaaattgt
C.Bre  aagaagaa|gtaatcccagaa....818...atgagtgagacgaccccact-———--—-—- GAATgACTCgaGTTTTTttcaagcccttccacatttg——...1334.. . .tttgattttcag|gaagaggce
C.Jap  cagaagac|gttagttttttt....173...gcgaattgaaagtgtgggat-————--—- AATGCAATAAAGGG----gtgactaaaaaggaaaagga...1599...ccaatattacag|gaagccga
C.Rem tagaagaa|gttagttttttt....339...tatgatgtcggacaaatagt-—-—-- AGGAaaAGAAAAAGAAGA-gctatcttagtgtgecatttg——...1603...ttgaatttacag|gaaattga
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1id=65022 gene=7ZC64.3 name=ceh-18 segment=chrX_3852677_3856200_-1 type=IN

tgtatcag|gttgg—————-—- ttttgtacattcttatttg::::::aagtttaccc AACGctTGTTGCATTccatttgtcacttccctegt. .

-ccagtga|gtttg-—-—--——--- attttttggattttagtagg:

tgtttcag|gtacgtactatttttgtttgtttatctgttta: :tcacatatct TTTTTTGTTGCATTctacttactattttaggtat. .
tacagtaa|gttga———--—- a-——-—-- aactccaattag::::::ttgttt TCTTCTTaTTTCTTCCT----ctcctccttctttttttcta-. .
* %

1d=65024 gene=7C64.3 name=ceh-18 segment=chrX_3848319_3852557_-1 type=IN VIEW

Figure 186: CS=5.4

: TTTAaACTTTTCAAAaTTCTTaTTGC---acttgaatcttcaagtttat. .
:ttgttttcctatttttccaaggattttcagattctcaattGGAAATGAGTATTC----tgccaacaagtcgtagagag. .
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.——tcgttattgcag|agaagacg
.——tcgttatttcag|cgaagacg
.——tcgttattgcag|agacgacg
.gttcgtt--tccag|agaagaca
.——tcgttattgcag|agaagacg
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3852668-3856208&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8811700-8814071&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2191964-2194213&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7412106-7413972&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145525909-145527949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3848310-3852565&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8807655-8811597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2188146-2191853&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7407424-7412000&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145522146-145525805&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3848318-3856200

actgtctc
actgtctc
acggtctc
acagtctc

)k kkokkk

acaggtaatttg...193..
acaggtaatctc...224..

acaggtaattcc...216..
acaggtaagaat...220..
sokok ok ook ok ok

.tcataaattcattatggaaaTTTGATTGttAGATGCTCTcacgatcagtggcacacaca. ...593..
.tcataaattcattatggaaaTTTGATTGttAGATGCTCTcacgatcagtggcacacata. ..1458. .
.tcataaattcattatggaaaTTTGATTGttAGATGCTCTcacgatcagtggcacagaca....837..
.tcataaattcattatggaaaTTTGATTGttAGATGCTCTcacgatcagtggcacacaca. ..1256..
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id=174129 gene=F58E6.10 name=unc-42 segment=chrV_9768326_9769194 -1 type=IN

C.Ele cacgcctg|caaggtgagtat....409...agcctagaacggcccgaatcAGAGCGTCTCAATt

cCAGGcgg

C.Bri  tacgccag|caaggtgagtct...1256...agccttgagcggcccgaatcAGAGCGTCTCAATt|cCAGGegg
C.Bre  tacaccag|ctaggtaggttt....714...agcctagaaaggcccgaatcAGAGCGTCTCAATt |cCAGGcgg
C.Rem  tacgccag|cgaggtgagtct....844.. . .agcctagagcgacccgaatcAGAGCGTCTCAATt |cCAGGecgg

kk kk k|k kkkxk o kk >k skokokokk skok ko okokookok ok ok ok ok ok ok 3k ok sk ok ok 5k ok 5k %k k >k k

3k >k %k >k k %k 5k k

id=174133 gene=F58E6.10 name=unc-42 segment=chrV_9766964_9767418_-1 type=IN VIEW

Figure 187: CS=5.04
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9768317-9769202&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11343044-11344825&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:95703846-95704998&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:32751749-32753324&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9766955-9767426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11340835-11342153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:95702185-95702961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:32748511-32749417&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9766963-9769194
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C.Ele aacccgaa|ggtaagcgtcttgg tacaaaaagc-—-----———-----—- aaaagatttcgaccacGGCAGGACTCGAAcctgcaatccccagattcga. . .40. .. .tttcttattgeca|gagacgtc
C.Bri aaccagag|ggtaggattttttgaggtttcgaaaaaatattcattaaaagttgtgttacatacaaaaaaatgcttgaaaaacaaagcaaaaaaatttcgaccacGGCAGGACTCGAAcctgcaatccccagattcga...40. .. .cccctttgttcalgaaacgte
C.Bre| aaccagag|cgt--gagtttttgaaattataggaag aaaaaaaagtttaaaaaaaaagaaaaaaagatttcgaccacGGCAGGACTCGAAcctgcaatccccagattcga...39...ttcctctttgea|gaagtgtce
C.Rem aaccggaa|cgtgagtatattatttattgataaaggcgtgaatcagagaacacttatttttcaaaacaaaaattcggaaaaac----- aaaagatgtcgaccacGGCAGGACTCGAAcctgcaatccccagattcga...38. . .tttctctttgeca|gaaacgtc
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1id=243186 gene=F14B4.1 name=F14B4.1 segment=chrl_9267095.9267219_-1 type=IN

C.Ele aacccgaa|ggtaagcgtctt...36...tcgaacctgcaatccccagaTTCGAaGTCTggTGCCttatccattaggeccacgeggecacgaaattttcttattgea|gagacgte
C.Bri, aaccagag|ggtaggattttt...91...tcgaacctgcaatccccagaTTCGAaGTCTggTGCCttatccattaggeccacgeggecacacactccecctttgttcalgaaacgte
C.Bre| aaccagag|cgtgagtttttg...62...tcgaacctgcaatccccagaTTCGAaGTCTggTGCCttatccattaggeccacgeggecac-aagtttectectttgealgaagtgtce
C.Rem aaccggaa|cgtgagtatatt...86...tcgaacctgcaatccccagaTTCGAaGTCTggTGCCttatccattaggeccacgeggeec-c-catttttctctttgealgaaacgte
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id=243186 gene=F14B4.1 name=F14B4.1 segment=chrI_9267095.9267219_-1 type=IN VIEW

Figure 188:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9267086-9267227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:708285-708481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:45601111-45601277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43983868-43984057&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9267086-9267227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:708285-708481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:45601111-45601277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43983868-43984057&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9267094-9267219
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ggtaagt
ggtgagt
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CGTGGCTGaGTGGTCTAGTGGtATGAttctcgcttagggtgecgaga. .. .68. .

gtgccccectttectatacgacaaacgtcacgetgtgecaaaTGTGGCTGaGTGGTCTAGTGGtATGAttctcgettagggtgegaga. .. .70. .

ggtaagtcatagaagggtgaggaaaatgagagggaggggaagagagagagaacggggggacacacacacgecacgttttgtgtacgaccacaggggetccttctcagcGTGGCTGaGTGGTCTAGTGGtATGAttctcgettagggtgegaga. . .168. .

ggtaagt
Hokok oKk

gacagagagaagggagaaaaaagagactctcttttatatgecccgtcaaggectcagtgcaaacgtGGCTGaGTGGTCTAGTGGtATGAttctcgettagggtgegaga. .. .68. .
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id=243172 gene=F14B4.1 name=F14B4.1 segment=chrI_9268869_9269036_-1 type=IN

attg
C.Ele aacccgaa|ggtaagcgtctt
C.Bri, aaccagag|ggtaggattttt
C.Bre  aaccagag|cgtgagtttttg
C.Rem aaccggaa|cgtgagtatatt
k% ok ok ok

kkkk kk

....52..
...107..
..., 78,
...102..

.cagattcgaagtctggtgccTTATCCATTAGGCCACgCGGCCACGaaattttcttattgeca|gagacgtc
.cagattcgaagtctggtgccTTATCCATTAGGCCACgCGGCCACAcactcccctttgttcalgaaacgtce
.cagattcgaagtctggtgccTTATCCATTAGGCCACgCGGCCAC-aagtttcctctttgea|gaagtgtce
.cagattcgaagtctggtgccTTATCCATTAGGCCACgCGGCC--ccatttttctctttgealgaaacgtce
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id=243186 gene=F14B4.1 name=F14B4.1 segment=chrI_9267095.9267219_-1 type=IN VIEW

Figure 189:

.atccatttttca|gt
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9268860-9269044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:711519-711711&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:45604379-45604727&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43985649-43985863&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9267086-9267227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:708285-708481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:45601111-45601277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43983868-43984057&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9267094-9269036

— e o

\\\\\\\\\477

,/

C.Ele caattcgg|gtaagttttgac....988...-aacaagtttatctgtccatc———------—-—- TCTCT-TTCTcCTCA--------- atattagttttggcgcccge. .
C.Bri| caattcgg|gtaagactttgt...1787...ctggaaatatattgaataag---TTTTCTTCtTCTCT-TTCTCTTTTTTTTC----gtgattctcttctctctect..
C.Bre taattcgg|gtaagtttctac....b546...---ttagttattttattttttgtCTCTgTTCTTTTCTGTTcTTTTGTTCTTcTATCtttttcctcttcttcatttce..
C.Jap taattcgg|gtaaggtgtcac....614...---aacatttttaaaatcgatat-------—-—-—- TTCTgCTTTCCgaTTTT------ cttatttattttttccgagt..
sokokokokokok | ok ook ok * ok kK K K * % *k
1d=294812 gene=T01C4.2 name=odr-2 segment=chrV_7109582.7112862_1 type=IN
C.Ele caattcgg|gtaagttttgac...1949...aacgacgaaaaaagggaaag————————————- TGAGAG----AAAGAGA--------—- aaaaattgcagggatttgag. .
C.Bri| caattcgg|gtaagactttgt...1975...ttgattgttgtatgtgagaa———--—-—- GAAAAAAAAAG----AAAGAGAGAAGAGAG--agggttacaagagaagaaaa. .
C.Bre taattcgg|gtaagtttctac...1004...-——-—-—- gacacaggaaacttattcacGATGAAGAGagTGGAAAATAGAAGAGAAAGAGcgcctaaaaagggtgttatt. .
C.Jap taattcgg|gtaaggtgtcac...1683...-—————-- tggatgtcttatttctttcc———-—- AAAAGG----AAAGAA----—--————- aattgtgacacgacgatata..
koK ok ok ok | ok Kok ok * * * % ®kk K *

1d=294812 gene=T01C4.2 name=odr-2 segment=chrV_7109582.7112862_1 type=IN VIEW

Figure 190: CS=4.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13806697-13809994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5759207-5762442&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80461978-80465125&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129037416-129040543&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13806697-13809994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5759207-5762442&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80461978-80465125&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129037416-129040543&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7109582-7112863
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gtatgcactttt. ..
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1d=294812 gene=T01C4.2 name=odr-2 segment=chrV_7109582.7112862_1 type=IN VIEW

Figure 191: CS=4.8

—————— ttccactttccaattcacat-----------CAAAgATGAaTTACTG----atac-----tctggctcagttgtgc....533..

—————— cctattcctcccacccacat-—---------CAAAgATGAaTTACTGAT--acac-----tgcttttgagttgtge....513..

—————— tgctctctcagaagttgtctCTCTTTTCTTCT cttcatctcgttttcttcge———--...1429..

agattgtcttatttc——---- tgtttCGGCGccAGTGcaGAAGTGAACAAAAAAGACacgcaaagatgectttcaaga————- ..244. .

* * * Hokokok
1d=294810 gene=T01C4.2 name=odr-2 segment=chrV_7107184_7109478_1 type=IN

.1801...----tgaagccgccgeccgegeecg———————- CAGTAACTCGTTTTGccattgaaggtacacgttgt-—...1401. . .ttattttttcag
.1850...---ctcctgacaagagccacccc————- GTCAgAGTAACTCGTTTTGctatcgaaggtacacgttgt——...1286...agtaattttcag
.1023...----cgatgaagagagtggaaaat-——-AGAAGAGAaA----—- GAG-cgcctaaaaagggtgttatt-...2031...aagaactttcag
.1767...tctctgcaaaaaagatcaacGTTTTTTGTTCACTTTTACTtcCGTTGc--tcgtagtaacttctcaaaa...1312. . .actgaatttcag
* * * * sokkokokok

\-&-&-/—\H:T odr-2

.cgcattttgetc|ttttctaa
.cgcattttgectc|ttttccaa
.cgcatcttgectc|ttttccaa
.cgcacttttgect|ctttccaa
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13810081-13812392&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5762529-5764541&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80465213-80467489&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22624127-22626167&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13806697-13809994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5759207-5762442&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80461978-80465125&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22620854-22624040&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7107184-7112863
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C.Ele gggataag
C.Bri, gcgacaag
C.Bre  gagacaag
C.Rem gcgacaag

* ok kokk
gtaagcagagtg-. .
gtgagt-gtgtgt..
gtgagt-ataaaa..
gtgagtaatata-..
*k ko

gtaagcagagtg-...
gtgagt-gtgtgt. ..
gtgagt-ataaaa...
gtgagtaatata-...

k% kk

. .gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgcaggttcgaatcctgeegt. ..
. .gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. ...
. .gcaatggataacgcgtctgcCTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. ...
. .gcaatggataacgcgtctccCTACGgaGCAGaaGATTgtaggttcgaatcctgeegt. . .

kokok ok ok ok ok ok skoko ok skok ok skoko ok ok ok ok sk ok ok skok dk sk sk ok ok skok ok skok ok ok ok ok ok k ok k ok ok sk ok ok ok ok ok k sk ok k

..ctcgttttacag|ttcgccaa
95...atgttttttcag|ttctccaa
69...tcattttttcag|ttcgccaa
.40...aatttttttcag|ttctcaag
sokokk kokok|kokk K K

id=105340 gene=Y37E11C.1 name=unc-33 segment=chrIV_3524764_3525373_1 type=IN

.72...agcagaagattgtaggttcgAATCCTGCCGTGGtcgaaagecttttt
.64...agcagaagattgtaggttcgAATCCTGCCGTGGtcgaaactttt
.66...agcagaagattgtaggttcgAATCCTGCCGTGGtcgaaactttt

sokokokokokokokskokokok koK ok skok sk ok sk ok sk ok sk sk ok sk ok ok ook ok oK

.76...agcagaagattgcaggttchATCCTGCCGTGGtcgaaacttttttgtggggtcttcgatcacgatttggaet

cgcaaaaaaatctaatttttctcgttttacag ttcgceccaa

cag|ttctccaa

cag|ttcgccaa

kK%

cag|ttctcaag
Hokok | kokk kK

id=105340 gene=Y37E11C.1 name=unc-33 segment=chrIV_3524764_3525373_1 type=IN VIEW

Figure 192: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:13968403-13969029&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3436897-3437135&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66664208-66664412&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85085256-85085433&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:13968403-13969029&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3436897-3437135&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:66664208-66664412&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85085256-85085433&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3524764-3525374

M sue-1

C.Ele ttgaacaggttagtt tiiiii--cactggttecgg TGAAAAATTCGGAAATTgattctgtagactgaaagtt--...2331...aattcatttcag|atcaccag
C.Bre| ttgagcaggttagtctgactggaaaggaaaagagagagag::::::accactgggtcccaccctcatccaaacgaag-—-ATTTTTGGATTTTCAGAAT--ctcttaattctgaaaaattg...3554.. . .aaaaattttcag|latcacgag
C.Jap tagagcaggttagtt ::::::i--ctttcnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnAATTcCCAAAAATttccgaccttctcatgaaat--....861...aaaattttccag|atctcaaa
C.Rem tcgagcaggttagtt HEEE TTTCTTCTTCTTTTTCcTCTGA------ gcgtatagtcagggagaccc. . .4736...tatattttgcag|atcaccag
® okok skokokskokokokokok * * * sk kokok | doksk ok ok

1d=319290 gene=F07A5.5 name=sue-1 segment=chrI_7367767_7370901_-1 type=IN

C.Ele aattgaag|gcaagtatttta....568...agcgggtccaaaccaactaaAATTTTCtGAATTTTTCG-—-----———--- aatgcttggcaattttccac...2418...ttcaattttcag|cattagcc
C.Bre aattgaag|gtcagtttattt....341...taagaaacaatttgaaaaaaATTCTGcGAAAtTTCAGAGAT-tttttgtggagagca-—-—aatct——--- ...3866...tcaaaatttcag|cactcgcc
C.Jap| agttgaag|gtgagtaggccg...3185...cgcgacttctggatttatccATTTCTTGGAATT gaattcgttgaaatgcaaaa-....238...tctcttttccag|cactggeca
C.Rem gattgagg|gtgagttttttc..... 71...tgacgtttcttttttttttg————- TTGGAaAAGAAAaGAAGAAGAGAcggggagcatcacaatagtg—--...3324...ttcgtttttcag|cactcgec
Kokkk K|k KKk *k * ®ok ok * Kk kkk|kk K kK

1d=319294 gene=F07A5.5 name=sue-1 segment=chrIl_7364410_7367477_-1 type=IN VIEW

Figure 193: CS=4.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7367758-7370909&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:133706803-133712060&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30350249-30354112&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111576180-111581035&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7364401-7367485&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:133701245-133705553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30346140-30349656&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111571803-111575301&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7364409-7370901

_//W CO6ET.4

C.Ele tgatttac|acaggttagttt....778...----- gagtactcttttttgtcaac TTGACC
C.Bri  cgatttac|acaggtcagttc...1200...--——-————-—- ctctaaagtgctgaaattttAGTTTcAGTACCCAAAATCACTTTTTCcGTGTAAAATCgACCGTTTTCAAAATTGATT
C.Bre cgatttac|acaggttagttc....460...cccatcataccttttcttca TCACT
C.Jap  tgatttgc|acaggttagtcg...15621...----- gttcactttttttcaatgac CT
sokokokok ok kokokokokk kokok *k
C.Ele TTCT T CTCTT cataggattattatacctct...4131...atcgattaattt|ccagaatg
C.Bri| TTCTTCATTCCTAGAAGGTTTcAGGACTTaAAACTTTTTGTGTTATACTCAAAACTATGTGAAATgtcatatctttacttttttt-—...3602...aaattgaaattt|gcaggatg
C.Bre  TTCT CTCTCTggTTATT acaccattccattcaaatca---——-- ...4443.. .atttccaaactt|tcagaatg
C.Jap| TTCT CT TTaTTTCG gcactataataggattatta——----- ...3388...tttccccctttt|ccagaatg
Hokokok * ok

* * *%

id=78788 gene=CO6E7.4 name=CO6E7.4 segment=chrIV_5853199_5859471 -1 type=IN

C.Ele tgatttac|acaggttagttt...1284...-————---—--——- gacacgtcaaggttggacat AAG
C.Bri, cgatttac|acaggtcagttc...14561...-——————————- aaaaaatgtaaaaatataaaATTTCACATAGTTTTGAGTATAACATAAAAAGTTTcAAGTCCTaAAACCTTCTAGGAAT
C.Bre cgatttac|acaggttagttc...4080...acggttttttgtgcgggatg AATAAg
C.Jap tgatttgc|acaggttagtcg...22560...-—————---—- agtggaatgagggggaagaa TGGAAg
Hkokokok ok [ okokokokok oKk * ok *ok
C.Ele  AcGAGGAA GGTCAA t ttttgaaggtagaaacggg-...3624.. . .atcgattaattt|ccagaatg
C.Bri.  GGAGAAAATCAAaTTTGAAAATGGTaGATTTTACACtGAAAAAGTGATTTTGGGTACTaAAATTtcagcactttagaggt—-—-—-- ctct-...3351...aaattgaaattt|gcaggatg
C.Bre  AGAGAGAG GGGAAagGTGA agtataccgacgaatgagta---....820...atttccaaactt|tcagaatg
C.Jap  AAAGAGAA GG agatgggacaataaacaaaa...2659...tttccccctttt|ccagaatg
* *

* %

id=78788 gene=CO6E7.4 name=CO6E7.4 segment=chrIV_5853199_5859471 -1 type=IN VIEW

Figure 194: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5853190-5859479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7080122-7086085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124278758-124287298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133494534-133500827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5853190-5859479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7080122-7086085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124278758-124287298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133494534-133500827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5853190-5859479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7080122-7086085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124278758-124287298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133494534-133500827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5853190-5859479&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7080122-7086085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124278758-124287298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133494534-133500827&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5853198-5859471

C.Ele tatcctcc|aagaggtacgt-tcgctcgaaaaaagtat-—--- ttttaaaata-TCCTCGCTTATAAGccGGGGGactagcctt-tgetgagttca....94..
C.Bri, tatcgttc|aagaggtgagtac-—----—----- gagaatccaagttttaAAAGTGTCCTCGCTTATAAGccGGGGgactagecgtatgetatgtt-—...118..
C.Bre  tattgtcc|aagaggtattaatcatga----- acgttt--—--- ctgtaaaaa--TCCTTGCTTATAAGccGGGGgactagtctt-tgctatgttc—...135..
C.Rem catcgtcc aagaggtaaatatttcgggtttcacgtcttgcagtcctaagaatTTCCTCaCTTATAAGccGGGGgactagtctt tgctaagttc-...133..
Kk ok k| sokokokskokok Kkk ok kokkk skskokskskokskokskokokskokskokskokkokk ok ok kokskk kokok
id=2024 gene=K07C5.4 name=K07C5.4 segment=chrV_10352661_10352845_-1 type=IN
C.Ele aatgagat|tcttggtaagtatt------- atagttcaaaatgtagattttgggtaaCCTCTCTTATAAGCcGGGGGactagcattttgttaagttc————----- ‘e
C.Bri aacgagat|ccttggtgagtagtttactcagttatatacctaatcactttta——--- CCTCaCTTATAAGCcgGGGGACtaGCTTTatgttgtgttcactagtaaa. . .
C.Bre aacgagat|tcttggtgagcaat---—-—--- ccacaaaacgtattactttca——--- CCTCaCTTATAAGCcGGGGGactagctcaatgttatgttc————----—- e
C.Rem aacgagat|tcttggtgagtagttgctagaatcattgagegtattactttca——--- CCTCaCTTATAAGccGGGGGActagectgtttgttatgttca—————--- ..
Kk kkokkok| kkskokkok kK K ok * * kkok sokokok  skokokskok sk skok sk ok sk ok ok ok ok sk ok ok kkokk  kokokok

id=2032 gene=K07C5.4 name=K07C5.4 segment=chrV_10351693_10351871_-1 type=IN VIEW

Figure 195: CS=3.6

.——-aattaacgcatt|ttcaggtc
.ctcgaacttgttttt|ctcag---
.tga---ttctttttt|tttaggtt
.ctc——-ttgttcttt|tacaggtc

K07C5.4

* %

.86...attctttccttt|ttcagaaa
.T4...ttttattcatat|ttgcattg
.94. . .acaattttattt|ttcagaga

.104. . .tagtgttcattt|ttcagaga

kk ok ok [kxk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10352652-10352853&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7909534-7909755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126358070-126358306&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57383576-57383822&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351684-10351879&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908562-7908756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126357098-126357295&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382581-57382797&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351692-10352845

Qoo

QaQaaa

.Ele
.Bri
.Bre
.Jap
.Rem

.Ele
.Bri
.Bre
.Jap
.Rem

cgatgtaa
tgatgtta
agatgtaa
tgacgtga
agacgtaa

*% kk X

cgatgtaa
tgatgtta
agatgtaa
tgacgtga
agacgtaa

k% kk ok

gtttttaattttccttttttgecat-——gttta:

::aacctt--gattttttctctgattttcaccta---aaaaaGCGAACTTTGAATTGACA-—-——-——--- tcttaaacctgaaa-—---- catgcg---....27...caattcagattt

cgcagcaa

gttttcgtccge---attgtgecat---gttta: HE TTTAGAGTTCGCTTTTGtAATTgtag------ tgatagttgttattat----...156...caatttagattt|cgccgcat
gttcagaaaaaagaattgatgcatgtggtcta accttttgttggttgtcgacacattcaaacaatccgaaaaGCGAacTTTGAATTGACA---—————————————- cctgaaaccatttcatgctc--....33...caattcagatgt|cgcaaaca
gtttcagtttttca-accaagcat : HE TTTAGAGTTCGC-TTTGT-------—-—---- agaaagaaagagatatcaga...158...caattcagattt|cgcaacaa
gtttctgattgttc-tctatgcat-——gttt-:::::: aacctttgaatatggtcgacaa----- accta---aaaa-GCGAACTTTGAATTGACA-------—- ctgacacacctgaaa-——--- aacat----....37...caattcagattt|cgcagcat
*okok *okokok Kk Kk kk X *k % sokkokk kokkok ok [ kokok

id=239719 gene=F26D12.1 name=fkh-7 segment=chrIV_5607984_5608301_1 type=IN
gtttttaatttt...271...-———- ccagtttttgaattcgcact-—--- TGTCAATTCAGAtTT|CGC agcaa
gttttcgtccge...121.. . .tggattggatattagaatag-———- AATTcTAAAAAAGCGAACTT|TGAAttgacacttttacctgaaaaaaaaacatgctctactctaaataaaagagcaaattttgaacgtttcttt———----—- gtcaatttagatttcgccgeat
gttcagaaaaaa...230...-—————-=-= ttgagcactctctcttgaacTGTCAATTCAGAtgT|CGC aaaca-
gtttcagttttt...135. .. ——————-——- ccacaaacacacacacatac-ACAAAAGCGAACTT|TGAAttgac——------—--- aacgcaaaacattttttgtc———-------------——- ttccgagecgttttctcgaccgecagtcaattcagatttcgecaacaa
gtttctgattgt...204...agagctcccttctagaacct———------- TGTCAATTCAGAtTT|CGC agcat
KoKk * *k ok ok k| % *k

1d=239719 gene=F26D12.1 name=fkh-7 segment=chrIV_5607984_5608301_1 type=IN VIEW

Figure 196: CS=7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11885475-11885809&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8496680-8496956&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:70227996-70228289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121516704-121516968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60502316-60502583&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11885475-11885809&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8496680-8496956&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:70227996-70228289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121516704-121516968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60502316-60502583&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5607984-5608302

m dos-1

AV
C.Ele| aacatctt|ttccaatttttcttt aaacccatctct atcattatc---a------- tcttatGACTTTGAAAGATTGGG-aagagaaaacgaaagaaatc—...677...aatctggtacat|gtcttgtt
C.Bri  --attcac|tttctctctctctct ctctctctctctc-tctctttatctttttccttatcatteget--g———---- ccccatGACTTTGAAAGATTGGGGtgcgtcttttgegegaattc—...183. . . aatctggtacat|gtcttget
C.Jap acatccat|ttccgatccttttttttttaacttctctacctcttatcaccgtctcttcttctcaaacactctatcaagtagtgtccccgtGACTTTGAAAGAT-—--- cgggcgtcac-cgecgeaccca. . .121. . .aatctggtacat |gagttgceg
C.Rem gcaggtat|ttcttatcattttat aac atcattcaatacg------- ccccatGACTTTGAAAGATTGGG-aaaaagaaagaaacggacgt—...153.. . aatatggtatat|gtcctget
*k * ok ok ok * Kk K * skkskokskokskokokskokok ok ok * % skok kkskokk kok [k Kk

id=35119 gene=ZK507.4 name=dos-1 segment=chrIII_9105691_9106459_1 type=IN

C.Ele aacatctt|ttccaatttttc...61...agaaatcgcaaaagacgcac-CCCAATCTTTCAAAGTCttttttctttttcttatcg-a—-...627...aatctggtacat|gtcttgtt
C.Bri, attcactt|tctctctctctc...88...gttttttgttcttctcttctCCCCAATCTTTCAAAGTC-ttcttctttttcttatcata-...125.. . aatctggtacat|gtcttget

C.Jap acatccat|ttccgatccttt...88...----- tcaccgcgcacccacccacaATCTTTCAAAGTC-tttgtcttatcactcgetta-....82.. . aatctggtacat|gagttgeg
C.Rem gcaggtat|ttcttatcattt...62...cttcttcgcaaaagacgcac-CCCAATCTTTCAAAGTC--ttatcaaatcgttatcattg....96...aatatggtatat|gtcctget
*| % * ok * * * skkkokkokdokkkokkokkok Kk kk ok ok ok sokok kokskokk Kok [k

id=35119 gene=ZK507.4 name=dos-1 segment=chrIII_9105691.9106459_1 type=IN VIEW

Figure 197: CS=8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4677213-4677998&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:4363923-4364234&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:33773803-33774066&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137997365-137997620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4677213-4677998&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:4363923-4364234&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:33773803-33774066&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137997365-137997620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9105691-9106460

W\M tre-3

atgtggga
atgtggga
atgtggga
atgtggga

ok 3k ok >k ok >k sk k-

atgtggga
atgtggga
atgtggga
atgtggga

ok 3k ok >k %k %k %k %

kokkokk Xk

gaaggtaatttt
sokskokok K

gaaggtaagaaa. .
gaaggtaagaca. .
aaaggtgagata. .
gaaggtaatttt...

gaaggtaagaaa. .
gaaggtaagaca. .
aaaggtgagata. .

.1003...-—--tttttttgctgaacaaagta-——-GGTGGTAACAGGTGTACaATAG--agaaataacatctccgttca--..

.2300. . .-====—————- acgaaagtgggtggtaacggGGTAAcaGGTGTaCAAT--agaaaaataacatctcegtt———-..

.1172. . .atcgtttctttactgaacaa----AGTGGGtgGTAACAGGTGTACaATAGaaagaaataacatctctccg———-..

.817...a-cgtttctttactgaacaaa---AGTGGGtgGTAACAGGTgAACAATAG----aaataacatctccgttcata. .
® ok ® skokskokskokskokokskok  kokokokok stk ko ko sk kk ok ok

1id=328111 gene=WO5E10.4 name=tre-3 segment=chrV_11710124_11712483_-1 type=IN

.1063...-catggaaatccattatgtcaTTGTGTGTtgACTTGTTAC--ctCACT--ctcgtctctcttaatccacc---..

.1240. . .gcattg-aatccattatgtcaTTGTGTGTtgACTTGTTAC--CTCACTctctcgccac-—--taatccgecca—-..
....879...-catagaaatccattatgtcaTTGTgTGTTgACTTGTTAC--CTCACT--ctcgtcac---taatccgccatg. .
*k ok ok kkkk X kK Kk KK K * * ok kX

1id=328111 gene=WO05E10.4 name=tre-3 segment=chrV_11710124_11712483_-1 type=IN VIEW

Figure 198: CS=2.4
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6695964-6699534&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109953152-109955805&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126635020-126637167&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11710115-11712491&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6695964-6699534&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109953152-109955805&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126635020-126637167&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11710123-11712483
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.. .aaaaaagaagaatgaagcct ===CTTTTCTTCTTccTTTT

* kX *  ckk ok okk ok ok * *
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Figure 199: CS=6.24
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3112504-3116626&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7614143-7616055&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140638231-140640173&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1962820-1964634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3112504-3116626&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7614143-7616055&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140638231-140640173&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1962820-1964634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3112512-3116618
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id=181239 gene=T19C4.6 name=gpa-1 segment=chrV_11175386_11175919_-1 type=IN VIEW

Figure 200: CS=2.4
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11175377-11175927&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8712813-8714599&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15622787-15624715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775739-68777642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11175377-11175927&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8712813-8714599&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15622787-15624715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775739-68777642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11175385-11175919
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.Bri| ttgttggg|tgagtacttgag...1294...attcagaagacatccggcge TGTTTCTTCTTTGTTTTT------ tttccttctcattt-——-tttttt...3485..
.Bre| ttgttagg|tgagtatttcta....333...----tta--atttccgtcagttcaac--—-—----—-—--- TCTAaCTTTCTGtTTTCtgTTTCGatttatcctttcaccgtgag———---- ...4337..
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ttattggg|tgagtccccttg...1093. . .aatctctgattctta ttctce AAGAAAGAGAaGAAAGTTT---------——-—- cttttttttcgtacattttt-——-—-—- ..
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1d=47023 gene=C27F2.2 name=nca-2 segment=chrIII_4965652_4970173_1 type=IN VIEW

Figure 201: CS=4.8

1502. .
1670..
.1980..
.1503..
.2081..

.cttattttcagg|actgtcag
.ttcattttcagg|tctgtcag
.aatacttgcagg|tctgtcag
.tgttgtttcagg|attgtcag
.atcctcttcagg|cctgtcag

* kkokx

.cttattttcagg
.ttcattttcagg
.aatacttgcagg
.tgttgtttcagg
.atcctcttcagg

*  kokkk

actgtcag
tctgtcag
tctgtcag
attgtcag
cctgtcag

ook ok ok ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8813499-8818037&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5769576-5774453&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180225556-180230330&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121478259-121487306&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82415178-82418451&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8813499-8818037&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5769576-5774453&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180225556-180230330&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121478259-121487306&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82415178-82418451&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4965652-4970174
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Figure 202: CS=4.32
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9389769-9392857&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8990133-8993397&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:145278437-145281778&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:107628883-107631471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9388852-9389646&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8989303-8989995&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:145277381-145278301&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:107627905-107628751&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5886474-5890463
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id=233364 gene=W01A11.3 name=unc-83 segment=chrV_6480969_6481438_1 type=IN VIEW

Figure 203: CS=5.2
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14452574-14454308&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6262522-6264310&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147651825-147653663&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7047814-7049647&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14438121-14438607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6249625-6249951&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147638195-147638661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7035500-7035835&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6465268-6481439
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C.Bre  atcaacag|gttagctgccat...2124...----tataatctaccgcctccctc——---- TCACATCAtCTTTTGttacaaattgtcttgt-—-tttc..
C.Jap atcagcag|gttggttttttc...2677...attcatttattcatgctctt-————---—- TCACTATCAaTTTCAccacctcgttatcagtgaaa—--..
C.Rem atcaacag|gttggtttttga....585...gaccaaatatttgtaaactg-———------ TCAT-tCATTtTTCA---tagagttttcaataaaagtc. .
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id=233357 gene=W01A11.3 name=unc-83 segment=chrV_6472979_6477126_1 type=IN
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C.Bre gaccattt|gtaagtgaccct....732...tccacgggagaggacagcctTGAAAGTGATgaGTGGctctg————-— cgagtgatacgtgat. .
C.Jap gatcactt|gtaagttgcgaa...1112...caggaaggaaggaacgacctTGAAAaTGATGaGTGGctctg———-—— cgagtgatacgtgat. .
C.Rem gaccattt|gtaagtgacaag....670...gtcgttccttcggacaacctTGAAAGTGATGAgtggctctg————— cgagtgatacg-—--..
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id=233366 gene=W01A11.3 name=unc-83 segment=chrV_6481589_6482745_1 type=IN VIEW

Figure 204: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14442433-14446597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147642241-147646368&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88698394-88705874&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7038932-7042745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14436814-14437987&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147636879-147638061&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88689882-88691301&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7034243-7035366&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6472979-6482746
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——————— aactgtac--tcatacttaaaaACTTTTACATTGAcgGATTAAAT------actttcgagacgtatttg-gt...
..atttgatgttcgcttcgaca-————----- ACTTTTACCTTGA--—--- AATT-——--—- tgcgecgaaatgegtagtttt. ..
. .ttcgatataccatgtcatca AGTGa aAGTGAGAGAAttacctcgttctttttgaat. ..

*% * * * *

id=233357 gene=W01A11.3 name=unc-83 segment=chrV_6472979_6477126_1 type=IN

-cattagcggatcctattttt-—-GGGTtGAGAtATAGTTTGCACAG-----—-———--- ttgcatgaatctatgacacg-

---aca--cgttcctcttccgcagaGTTTccAATTTCAATtGTGAAAGTggatgaattggaagaagaac——————--——- .

gcaaccgccttttggtttte———————----- AATTTCAAttGTGAAAGT--------- ggaagagaaatttggaactt--..

-catct--cgttattatt-cgcac-TTTT----TgTCACTCAT----- T attatat--atctatacttccc..
* *k * k% * ok

1d=233361 gene=W01A11.3 name=unc-83 segment=chrV_6477379_6480753_1 type=IN VIEW

Figure 205: CS=3.84
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.cgtaaattacag|gctctcca

ok kkok | Kokokkk Kk
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14442433-14446597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6253387-6257498&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147642241-147646368&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7038932-7042745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14438806-14442197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6250141-6253153&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147638854-147641986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7036028-7038698&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6472979-6480754

C.Ele cctcaaaa|gtaagtcttatt..... 68...ggcctcaaaagaacctcctg-—————————-——————- TTTTTCTCgaTTTT-——-- cttctagtttttc-tttgaac-——--- ...4632...attatt-tttcag|acgatatc

C.Bri cctcaaaa|gtaagtatttta..... 93...——————————- ggctctettttttttttccc———-AGTTTcCTTCTaTTTTcTTTCttcccagettt-——ggttaactt---...4104...-cacttttttcag|gcaatatc

C.Bre  cctcaaaa|gtaagtatttgt....220...gatagtttagaggtcatcaa-TTATCAAAaAGAGGAGAAACGtTACGT-------------- gtctgtcaattgaacacaca...4404...-tcattatttcag|acgatatc

C.Jap  cctcaaag|gtaaatacgttt....137...--—agt---ggggtcatctattatcaAAAAAGAGgaGAAGAAAAAGA----————---—- aactttgctcagtgaattag--...4767...-tcaattttgcag|acgatatc

C.Rem cctcaaaa|gtaagttgtttt...1892...-————----———- ctcccttcccttaatctaaa————-- TTAATGAGTTTT----ggtcggaggtttccagaagt-————--- ...2377...aataat-tttcag|acgatatc
sokokokokokok | kokkok ok * * * ko kokk

id=233351 gene=W01A11.3 name=unc-83 segment=chrV_6467087_6471864_1 type=IN

C.Ele cctcaaaa|gtaagtcttatt...4352...-—--- gaagacagatgataaaccatAAGAGAGAgaGAAA aagctcattaggtattatgc——--------- ....348...attatt-tttcag|acgatatc
C.Bri, cctcaaaa|gtaagtatttta....829...tt-—-——- tgaaattggagatcttttGGAAAAGAAGAAGaAGACT taccatcagttattgttagg--—------- ...3370...-cacttttttcag|gcaatatc
C.Bre cctcaaaa|gtaagtatttgt...2987...----—- gacattgtcctagattgtaa---———-------——- GCGTGtTGTTTTCTCTgTTTGATAGaggaaaatttcgaatattcg-—————------ ...1639...-tcattatttcag|acgatatc
C.Jap cctcaaag|gtaaatacgttt...4529...--——————-————- ccgaaagtctttccacgatc———----- TCTTTTTCTTCTTCTTTTT----- cctctcatttagaatgagat-———-----—-—- ....377...-tcaattttgcag|acgatatc
C.Rem cctcaaaa|gtaagttgtttt...3909...atgagaagaaaagaggagag AAAGCTCATTAG----------- gtattatgcattttattgtt....360...aataat-tttcag|acgatatc

sokokoskokokok | skokokk sk * ok *k * kk kkok| ok dokskokok

id=233351 gene=W01A11.3 name=unc-83 segment=chrV_6467087_6471864_1 type=IN VIEW

Figure 206: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14447695-14452489&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6258139-6262437&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147647009-147651740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88707940-88715756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7043368-7047729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14447695-14452489&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6258139-6262437&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147647009-147651740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88707940-88715756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7043368-7047729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6467087-6471865

E/\E/W\MV\/—\M:T unc-83

C.Ele cctcaaaa|gtaagtcttatt...1789...aagaatacgag--aacagtaacGGAAGAAGAAtaAGGAga-----——---—-—————- AAAGA--cacggagtca----tctcatgttt-...2902...attatt-tttcag|acgatatc

C.Bri, cctcaaaa|gtaagtatttta....380...-tttataaacatttgcagaga GATTCgTCTCACTTTTTCgaATTT-tcaataaatcacgaatc---caa---...3814...-cacttttttcag|gcaatatc

C.Bre cctcaaaa|gtaagtatttgt...1789...--atatgaacgcgcacacgcgt-GAAGAAGAAGAAGAAGA---—————————————— AGAGCaacagtaaaacaagaagaag————--- ...2840...-tcattatttcag|acgatatc

C.Jap  cctcaaag|gtaaatacgttt....136...gagt-—-ggggtcatctattatc--—-AAAAAAgaGGAGA---—--————-——————— AGAA---aaagaaact-—--- ttgctcagtga...4772...-tcaattttgcag|acgatatc

C.Rem cctcaaaa|gtaagttgtttt....219...-agtttaggggtcatcaatta-—-—----—- TCAAaAAGAGa AAGAA acgttacgtgtctgtcaatt-...4046...aataat-tttcag|acgatatc
sokkkkkk | kKKK kK * *k * * Kk KkK

id=233351 gene=W01A11.3 name=unc-83 segment=chrV_6467087_6471864_1 type=IN

C.Ele atcaacag|gttagtcttttg....418...caagaattct--cattgtcaat--—-—-——----—-—-—-- TCTTTTTCTgcTTCTTCTTCT-———--- tttccttcatctttcccttc...3645. . . ttcgatttacag|gctctaca
C.Bri, atcaacag|gttagttggttt...3370...tcgatctaca--ccatgtcatcAAGTGAAAGTGAGAGAATT acctatttgattgtgttgtt-—....642...atcgttttccag|gctctcca
C.Bre atcaacag|gttagctgccat...1022...tcattttgccat-tttgtccg-———-------—-- GTTCTTTTCTTCTTCcTTCTTtaCTTCttcttcttcctgacgtccgt-—...2998. . .acatgattacag|gctctaca
C.Jap atcagcag|gttggttttttc....137...ttgttt--ccgtctttgtccta———-----—------—- TTCTTCTTCTTTTTT-—---- ttctttctccccttttececct--...4773. . . ttcactttgcag|gctcttca
C.Rem atcaacag|gttggtttttga....992...tatttttcctttttcttgee TTCTTCTTCTTCTTcTTGA--ccgctcgttggetattccecg——...2722. . .cgtaaattacag|gctctcca

sokokok kokok | kokk K * * % *k * * Kok kokok | kokokokk Kok

id=233357 gene=W01A11.3 name=unc-83 segment=chrV_6472979_6477126_1 type=IN VIEW

Figure 207: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14447695-14452489&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6258139-6262437&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147647009-147651740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88707940-88715756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7043368-7047729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14442433-14446597&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6253387-6257498&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147642241-147646368&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88698394-88705874&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7038932-7042745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6467087-6477127
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C.Ele HER RS ATATCTGCGTTCGGG
C.Bri ---gttaaaggtgaaaatcgagggaaaatgagctgaaatt: :raggggttgaaggattactgtaggagttgaaagattactatAAGAGATgTGCGTTCGGG
C.Bre : H AAAAAGAAAGGAATCTGCGT-----
C.Rem aaggtagtttttttaaaaacaattaaaatcaacaaaaaac::::::agaa TAGGTTTTTCAGATCTGA
* ok

C.Ele GGGAA...45.. gacgaaaatagatataaaaa----- ...3162...aattcttccagalaaggtagt
C.Bri GG---...72. tatgaaacc-gttatctccgc----...3855. . .aaattttacaga|atggaaac
C.Bre ----- ...47... catgt tttatttaggattgg...4847...ctcatttccaga|tcggaaat
C.Rem  AA---...56... GCGTCCATGCTGACCtTTACccccccaacgec-gatatttca————--- ....904...aatattttcagalaaggatcc

* * %k % k% kkkk

id=147613 gene=F26H9.8 name=F26H9.8 segment=chrI_9319894_9323229_1 type=IN

C.Ele tttgaagg|ttcgttaaaaag....235...ctttccatcatttcttcatgAAATCACCGCGTTCGTGGTG ...45...TTCCCCCCGAA

C.Bri gttaaagg|tgaaaatcgagg...1138...ggaaaatctannnnnnnnnn TTGTCaTTGGAATCTTCTAG ...72...---CCCCCGAA

C.Bre  tataaagg|tgggaatacaag....756...cacagaccgtttttcacgcc GCGTTCGTGGTGTAATGGTC e

C.Rem aaggtagt|ttttttaaaaac...4698...tgaaatatcgcgttcgtggt uTAAtGGTCAGCATGGATGC .56...-—-TTTCGGAT
Kk % * *

C.Ele  CGCAGATGT acttattttgaaaaaaaattgtt 1::::tacttgaatagagacaccaggctgattgtctgecatacgtt

C.Bri  CGCAgATTTTTT--------- gagagaagaagtacagtaacccaattagcctttttgcagt 1gacc

C.Bre —GCAGATcTCTTTTTTaTTTTttctaaaattgtttcctgaactaatttttgttttgaccaa :
C.Rem  TTGAAAAATCTA HEER
* % %

1d=147613 gene=F26H9.8 name=F26H9.8 segment=chrIl_9319894_9323229_1 type=IN VIEW

Figure 208: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5749183-5752535&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9913934-9919255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:166534672-166539844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43919068-43923949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5749183-5752535&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9913934-9919255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:166534672-166539844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43919068-43923949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5749183-5752535&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9913934-9919255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:166534672-166539844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43919068-43923949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5749183-5752535&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9913934-9919255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:166534672-166539844&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43919068-43923949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9319894-9323230
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C.Ele ataaacgg|taaggatttcgt....662...gaactta--tgcagatatatctTGATAGTTTGT----———----- aGTTTGtAGCTGAGTT----ctgaataaa--aattattttct...1123...attttttgcaga|gtatcatt
C.Bri ataagagg|tgggaagagagg....522...atggtcaactttgaactcta——GAAAAgCTATCTCAaATTTTcTCGATTTgTCTGAAAATT-—-tctgaatagactaatcaaaa---...2773...cgaattttcaga|gtctcctt
C.Jap| ataagcgg|tttgtgtttatt...1681...--tgctaacttttgccataaca-AAA---CaaC AAAaaATGAcgcgaattatagaaaaaaag---...2909...ctaaatttcagc|gtctcatt
C.Rem ataagcgg|tgagtaatctaa...2082...atttcta--tctaaaaaccact-AAAAtCTGAC AAAAT-cccgctgaattac--agtcact----...2828...atattttccaga|gtgtcatt

kokkk o kk|kx % * % * * k ok k% * * k% kokk

1d=256796 gene=W05B5.4 name=W05B5.4 segment=chrI_13033676.13035551_1 type=IN

C.Ele ataaacgg|taaggatttcgt...1497...tttcttcataacactaa---tat AATTT ctGGCTcCAAACaGCAAAtTTATTAttgtttaagcttcttacttt....285. . . attttttgcaga|gtatcatt

C.Bri ataagagg|tgggaagagagg...1168...t-——————- tttgtttag-——-tatactctgt-AATTTTCAGAaAAATTGAAAAATgcTGAGATAGaTTTTCagaccgtccaaaaatgacca-—-...2127...cgaattttcaga|gtctcctt

C.Jap| ataagcgg|tttgtgtttatt...2412...-————---—- aactcaacgctattcgatttTCATTT TGGTTT ccaaattatttcatttcacg...2182...ctaaatttcagc|gtctcatt

C.Rem| ataagcgg|tgagtaatctaa...4290...t-———---- aaaaattaa---aatcgacgta—-ATTT GaTCAGTTTT-tgacagatttgtgttatttt---....621...atattttccaga|gtgtcatt
kokdok  kok [k ok * *k Hkokok *k Hk kokok

1id=256796 gene=W05B5.4 name=W05B5.4 segment=chrI_13033676.13035551_1 type=IN VIEW

Figure 209: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2036861-2038753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2619902-2623316&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:29749347-29754033&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68324861-68330953&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2036861-2038753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:2619902-2623316&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:29749347-29754033&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68324861-68330953&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13033676-13035552
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C.Ele| aggaggatg iiiiiittttttggagaaaattaaatttAAAAAAAtAAAAAAGGAATGGGCCGAACTGGGGATTGAACCCGGGAC
C.Bri aggaggaggtaagttatctgaaaatggcggaatgtagggc :cggaataaagctccaaaaaattagcaaaaaggaatgggec—————- GAACCGGGGATTGAACCCGGGAC

C.Jap aagaggagg :tgaatagcagcaacaaa——------—-—----- AAAAGGAATGGGCCGAACCGGGGATTGAACCCGGGAC
C.Rem aggaggagg tiiiii--aat TAAAAACAAAACGAATGGGCCGAACCGGGGATTGAACCCGGGAC
* kokkokk ok *k % sokokok  skokokok ook ok ok ok sk ok ok ok ok ok
C.Ele| CTCTCGCACCCAAAGCGAGAATCATACCACTAGACCATTCGGCCATGtTTGGAaatcgtgtttggaagcaatc——————--—- ....210...atattatttcag|ggaaaatc
C.Bri, CTCTCGCACCCAAAGCGAGAATCATACCACTAGACCATTCGGCCACAgTGTTTccttct-tttggatgcgaaag- ....319...caccatttccag|ggcaaatc
C.Jap  CTCTCGCACCCAAAGCGAGAATCATACCACTA NNNNNNNNNINNNNNNNNNNN-========= ...1690...caatatttccag|ggaaaatc
C.Rem  CTaTCGCAC agTGAA agaatcgaaaactaaaaccg....781...tcatatttttag|ggaaaatc

kk kokokokk ok )k kk kk  okok|kk kokokokk

id=303985 gene=T22F3.3 name=T22F3.3 segment=chrV_3582076_3582450_1 type=IN

C.Ele aggaggat|gtgagt--tttgat....200...tcatcaccagctttcacgta---TCTAAtCGTGGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGG
C.Bri aggaggag|gtaagttatctg--....267...--atcttgcgcatccaaatgaaAGATAaaTGTGGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGG
C.Jap aagaggag|gtgagt--ttgact...1672...---aataatacggccgaatggtc TAGTGGTATGATTCTCGCTTTGGGTGCGAGAGG
C.Rem aggaggag|gtgagtaattaa--....765...-—-tctagtg-———- gtatgattctcge TTTGgGTGCGAgAGG

® kkokokk ok dkokk Kk * ok sk ke ok ok ok ek sk ok ok ok
C.Ele| TCCCGGGTTCAATCCCCGGTTCGGCCCATTCCTTTTTTCTTTTTIT----------------::::::-atattat ttcag|ggaaaatc
C.Bri TCCCGGGTTCAATCCCCGGTTCnnnnnnnnnnnngtggtatgattctcgctttgggtgcgag :catattttcactcaattttccaccatttccag|ggcaaatc
C.Jap  TCCCGGGTTCAATCCCCGGTTCGGCCCATTCtCTTTT : raatatttc cag|ggaaaatc
C.Rem TCCCGGGTTCAATCCCCGGTTCGGCCCATTCccTTTTGcaTTTTTG————————————————: t:iiiicatatttt tag|ggaaaatc

stk ok ok ok ok sk ok sk ok ok ok e sk sk ok ok ok * sokok ok Aok ok kokokokok

1d=303985 gene=T22F3.3 name=T22F3.3 segment=chrV_3582076_3582450_1 type=IN VIEW

Figure 210: CS=24
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:97323871-97324768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:17337109-17337500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11647188-11647764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51878102-51879937&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:97323871-97324768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:17337109-17337500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11647188-11647764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51878102-51879937&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:97323871-97324768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:17337109-17337500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11647188-11647764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:51878102-51879937&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:97323871-97324768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:3582076-3582451

hQ—&—/—\—&-&—Q—&-&_&—&—&—&-(;\%-&—O gey-4

N

C.Ele aaatcgga|atggaatggaacatataaggtaatttt-----—-——----- cggcaaaaaaaataa---------- AAA-AGAATGGGCCGAACCGGGGATTGAACCCGGGACCTC
C.Bri, caatagaa|atggagtggaacatattaggtaatagtctcaaaaaaaaagcgaaaaaaaagaaaaaagccaaag CGGGGATTGAACCTGCcGACCTC
C.Bre taatagga|atggagtggaacacattaggta cgtaaactatgaaaaag—---- TAAAAA-AGAATGGGCCGAACCGGGGATTGAACCCGGGACCTC
C.Rem tataagga|atggtgtagatcatatacggtaagttgtttggaaaacaattaactgtaaaaagaaaaaacaaCAAAAAtGGAATGGGCCGAACCGGGGATTGAACCCGGGACCTC

* ok ck[kskokk ok kok okk Rk kokkok * ok Kk sokoksokkokokkokdkokk K kskokkokk

C.Ele TCGCACCCAAAGCGAGAATCATACCACTAGACCATTCGGCCACGA-------——-—-- tttcacctcgatccacaatg....229...-aatctgaaa--ctg|tataccta
C.Bri  TCGCACCaAAAGC tggcgttttacctctacact-—---- ....228...-atttccagc--cga|tttgttta
C.Bre, TCGCACCCAAAGCGAGAATCATACCACTAGACCATTCGGCCACGAGATTCTaatgaatcattgggttttga————--- ...1578...aatttttagcagtga|tgtgt-—-
C.Rem| TCGCACCCAAAGCGAGAATCATACCtCTAGACCATTCGGCCGCGGAA----- atgattgattagcgggggag—————- ....190...-cattttaac--cta|tttttcca
sokokokkokok kokokkok * * %
1d=252067 gene=ZK970.5 name=gcy-4 segment=chrII_10304667_10305053_-1 type=IN
C.Ele aaatcgga|atggaatggaac...254...---tgtcggctttcaccaagttt-——--——- TCGTGGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCcCTGGTT
C.Bri caatagaa|atggagtggaac...234...---ggtctagtggtatgattctc GCTTTgGGTGCGAGAGGTCcCGGGTT
C.Bre taatagga|atggagtggaac...284...----gtgaaagaaccgaatccatcAGAATTTCGTGGCCGAATGGTCTAGTGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTT
C.Rem| tataaggal|atggtgtagatc...213...accactccaatgtcctaagc——----- TTCTGCgcGGCCGAATGGTCTAGtGGTATGATTCTCGCTTTGGGTGCGAGAGGTCCCGGGTT
ok ok [okdok ok kk ok * * sk kokskoskokskkok ook ok ook ok ok

C.Ele, CAATCCCCGGTTCGGCCCATTCaTTTT HEHE
C.Bri| CAATCCCCG 5 :
C.Bre| CAATCCCCGGTTCGGCCCATTcCTTTTTTGaagtctgggagaaacccccgtgaatcaatgetgaccgaca:: ! INNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
C.Rem  CAATCCCCGGTTCGGCCCATTCTtTTTTTG HHHE S
skok sk okok ok ok

1d=252067 gene=ZK970.5 name=gcy-4 segment=chrII_10304667_.10305053_-1 type=IN VIEW

Figure 211: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10304658-10305061&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:1162678-1163053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:93204602-93206360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:39597707-39598097&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10304658-10305061&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:1162678-1163053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:93204602-93206360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:39597707-39598097&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10304658-10305061&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:1162678-1163053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:93204602-93206360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:39597707-39598097&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10304658-10305061&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:1162678-1163053&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:93204602-93206360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:39597707-39598097&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10304666-10305053

M mlt-9

gtggeccg
gtggceccect
gtggcecct
gtggeccca

3k ok ok ok ok k

id=13154 gene=F09B12.1 name=mlt-9 segment=chrX_15104504_15104849_-1 type=IN VIEW

Figure 212: CS=4.8

gttcgatcaggtttgtgtggatatttctttcctttttctcgatatt-——————-----—- aaaattgaaggacatgaaggttttttcccccattcga———-TTCTgG-TTTCTTATCAG-—————--— aatcgaacgaaacaaaaaaa——--...214..
gttcgatcaggtttg-————---—------ tcgtttttttttcgaaaaaaatggggaaaggaaaaatg-——-—--—---—-- agatttctctttttctcggtccgTTCTgGTTTcCTTATCAGTGACAgtgtttggtgttagtcatca————-—-- ...240..
gttcgatcaggtttgag-gatcatttctctttttttttt agaattg ggatttctccacaaattgg--—-TTCTgGTTTtCTTA-———————-————-——- tcattagtcatcaaaagcgg...205..
gtccgatcaggtttaag-gat--—-—-———- attttttattca agaaatg ggatttctc—-tcaattgg-—--TTCTgGTTTtCTTATCAG——--- aaaagcggtattagtcatcg-——---- ...226..
Kok kokokok kKK kKoK *KEkK K * Kk Kk * KKk kK * % skkkkK Kk KKK * Kk
id=13154 gene=F09B12.1 name=mlt-9 segment=chrX_15104504_15104849_-1 type=IN
gtggcccg|gttcgatcaggt...247. . . -——————- gaagatagattgatgtcccaCTGAccTAGGAAACaAGAA-aaggacac----tttcaacgaatagctttggaatgeg-———--—-—-—-- gagaaactaatcttg|tccgecttc———-
gtggcect|gttcgatcaggt...260.. agcggaatgagacagattgaTGTCccACTGAccTAGGAAACgAGAAaaaggacat----tttc ----- ctaggaatggaatgcggaggcgaaaaagaaactaatcat—-|-—-gtttcagga
gtggecect|gttcgatcaggt. . .217. . .- ———————————- agattgatgtcccactgaccTAGGAAACaAGAA-aaggacat----tttcaacgaataagaatggaatgcgaag----aaaagaaactaatcttc|tgecgettt——--
gtggcccalgtccgatcaggt...229. . . ——————- agagacagattgatgtcccaCTGAccTAGGAAACaAGAA-aaggacacatattttcaacgaataggaatggaatgeg-—————---- gagaaactaatattt|tgcgcttc——--
sokokkkokk Kok kokskkok kKKK koK ok oK K kKKK K kKoK KK KKK KK KRk KoKk Kok K KKKk *k Rk KKk Kok oK sokkkkkKRKK K * Kk

.aaactaatcttg|tccgce
.aaactaatcat-|--—-gt
.aaactaatcttc|tgcgce
.aaactaatattt tgcgc

skokokokkokkk ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15104495-15104857&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18171232-18171619&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:186401514-186401845&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:79797218-79797566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15104495-15104857&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18171232-18171619&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:186401514-186401845&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:79797218-79797566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15104503-15104849

) .
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C.Ele| atgtgatt|tcagttTCAGaTATGaaAT|AGaTGTTc
C.Bri, cctcttat|ccagttTCAGaTATGaaAT|AGatgttc
C.Bre acgagttt|tcagttTCAGaTATGaaAT|AGaTGTTc
C.Rem atatttct|tcagttTCAGaTATGAaAT|AGaTGTTc

k| skokokokskokokokokskokok sk ok sk ok | skoksk ok sk ok ok

id=151325 gene=Y41GYA.4 name=gbb-1 segment=chrX_2957924_2957942_1 type=E5

C.Ele tcttaatc|aggtgctgacaa...1849...-gcatgggacaatgaccagtaAATGCTATaCATGCTGAttcaattttagctagatttttttctaaaatttgectctttttttgtttaattatcacaa———-- ttttc
C.Bri tctaaatc|aggtgctctgaa...1246...--—-—- gggacaatgtgcgatgattgCTATaCATGCTGAttccatcctagectagaaattactc--a--cacg-—--- ttttcgctgaaataaccaaaaattaatttc
C.Bre  tcttaatc|aggtgctgacaa....419...cgcatgggataatgagcaatGAATGCTATaCATGCTGAtttcgatttagatagagccaatcccaatttaca——--- tgttaattcatctaat--—---- ttcttttce
C.Rem tcttaatc|aggtgctgacaa....506...cgcatgggataatgagcaacGAATGCTATTCATGCTGAttcattcatagctaga-—-taccc-—aattacc——--- tcattcttcaatcaacataaaac--atttc

sokok skokokok | dokkokokokk koK sokokk kokokk ok ® kokskokokok skokoskokok ook Rk ok sokok kokokok * % * ok ok ok % Hokokok

agccgatt
agccaata
agcctatt
agccaatt
*okkk Kok

id=151353 gene=Y41G9A.4 name=gbb-1 segment=chrX_2964279_2966239_1 type=IN VIEW

Figure 213: CS5=4.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:14760903-14760938&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:3908098-3908133&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:548139-548174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33763364-33763399&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:14752606-14754583&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:3903002-3904368&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:544540-545082&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33759837-33760465&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2957924-2966240
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gagtggct
gagtgget
gaatggtt
gaatggct

kk  kkk ok

gagtggcet
gagtgget
gaatggtt
gaatggct

kk kkk ok

caaggaggtcga. .
caaagaggttga..
gaaggaagtaga. .
gaaggaggttga. .

k% kk kk kxk

caaggaggtcga. ..
caaagaggttga. ..
gaaggaagtaga. .
gaaggaggttga. .

k% kk kk kxk

.657...
.482. ..
.515..
.513..

\/

.gattgctcatgaacctttaa———-TTCTtcTTTCTTTTCTTCCTTG---—- ttctttttttgettttectt..
.———tgcttttgaactttat-—--cttcCTCTTTCTTttCTTCTTT---—- attcttcttttgtttctett-..
* * kkk ok H*kkk ok Kk k% *

1d=219640 gene=T12D8.8 name=hip-1 segment=chrIII_13615809.13621347_-1 type=IN

3778..
3824..
.3988..
.4062. .

.cgggagaagcttttgagaaa----GTGAGAAGAGAGAGGGAaaaagagggaaagatgggaa———————--— .

.ctgattcgatacatatgcagAGAAaaAAGAAGAAGaAGAG-caagcgtcttcttctctttt———

.ggagcaacaagaagaaaaatCGGGAGAAGAAGAGAtAGAA-—-—----- agttatctctgattcgatac--
.-—aacaagaaaagaaaaaatcgAGAGAAGAAGAGAtAGAG-—-—-——---- ttatctctgattcgatacat
* kkkokkok  kok *

..4249. .
..4424. .
.4388. .
.4394. .

id=219640 gene=T12D8.8 name=hip-1 segment=chrIII_13615809.13621347_-1 type=IN VIEW

Figure 214: CS=3.84

.taaaaactccca|cgagtgaa
.tgctctttgaca|ctatttte
.taatgatgacaa|taagacag
.gaaaatgtttcg|ttgttttc

1130..

..1081..
LL.W917.
....845..

.taaaaactccca|cgagtgaa
.tgctctttgaca|ctatttte
.taatgatgacaa|taagacag
.gaaaatgtttcg|ttgttttc

hip-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:13615800-13621355&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5614238-5619972&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26332493-26338010&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22158842-22164290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:13615800-13621355&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5614238-5619972&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26332493-26338010&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22158842-22164290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:13615808-13621347

hst-3.2

C.Ele gtacaggt|gagtatactttt...925...-——--- aaaaaactgtcaatgagaaa---------------- TATGGAAATGAAAACagagaccttatggcgeccata...3199. .. .taatttataggg|aacaaatg
C.Bre gtacaggt|tagtcatccttc....88...ttgcgccattttccaactac————--—-—------- CTTCCgtGTTAgGTAA--—-—- catgaatagacaaatatatc...2942...tgatttataggg|aacaaatg
C.Jap gtacaggt|cagtgggctaat....60...-tgctctttataccctcttgaTTGCGCCATTTtaCCTTCcgTGTTagGTAA-————- cgtatgctcacaaatataaa...3275...tgatttataggg|aacaaatg
C.Rem gtacaggt|tagttgtttttc...800...-tgcacaaacatatctcagcg GTGTTGTTCatCAATTTctaatgggcgaggacatgta...2358. . .tgatttataggg|aacaaatg

sokokokskokokok | kokok * * * ®skokokokoskokok ok ok | sokokok ok ok ok

id=169009 gene=F52B10.2 name=hst-3.2 segment=chrX_ 2919542 2923744 -1 type=IN

C.Ele gtacaggt|gagtatactttt...3216...-—————--- tgttgacgcttctccgttccGTTTTCATTTTCATA attataatgcgagataagaa....908...taatttataggg|aacaaatg
C.Bre gtacaggt|tagtcatccttc...1591... . —-——————-—-—- ttgtacaatcccattgccaa——--—-- TTACgTAACGGAAG tatgtt tgttaggaaggttg--...1441.. . .tgatttataggg|aacaaatg
C.Jap gtacaggt|cagtgggctaat...1761...----acacgtcttgtacgat-—-—---- ccaa-—---- TTACgcAACGGAAGGAAGTGtGTGCGGctgtttccacatgttttgag—————-- ...1577. . .tgatttataggg|aacaaatg
C.Rem gtacaggt|tagttgtttttc...2343...cggaggaagagaagaaagac AGATTGGAGCtGACAC----- gaaacgggattataattaga---————- ....816...tgatttataggg|aacaaatg

sokokokokokokok| oKk * * ok ok K kokokokokokok ook ok | skokokok ok ok ok ok

id=169009 gene=F52B10.2 name=hst-3.2 segment=chrX_ 2919542 2923744 -1 type=IN VIEW

Figure 215: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2919533-2923752&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193704671-193707797&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:137432602-137436047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115324338-115327593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2919533-2923752&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193704671-193707797&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:137432602-137436047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115324338-115327593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2919541-2923744

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

L T S 3

tttggtgt
getggtgt
gttggttt
actagttt
gttggttt

acaataagtgag....
ataataagtgag....
ataataagtgag...
ataataagtaag....
acaataagtgag....

* kxk *k

gatcaccg
gacaatcg
gataatcg
gaccatag
gataatag

k  kokkokkkk kk

gaaacaggtaat. ..
gaaacaggtaag. . .
gaaacaggtgaa. ..
aaaacaggtaaa...
gaaacaggtaag. ..

kkkkkkkk >k

—— . i
R

40...ccagcgtcgccacggccacaACGTGGaGTACTaACCACTATACTA-—--—- agcaggccgaaagcagcggt...150. . .tttcaaaacctt|ttttcagce
53...ccagcgtcgccacggccacaACGTGGaGTACTaACCACTATACTAagTGGGeccgagagagacagaggeaga. . . 130. . .aaataatgaatt |ttttnagn
530...ccagcgtcgccacggccacaACGTGGaGTACTaACCACTATACTA-——--- agcaggccgagagtgectge...876...ctgtatctcaaalttttcage
35...ccagcgtcgccacggccacaACGTGGaGTACTaACCACTATACTA------ agcaggccgaaagtacagcc....61...tgtgtgcgtatt|tttccagt
50...ccagcgtcgccacggccacaACGTGGaGTACTaACCACTATACTA----——- agcaggccgaaagtgtatga...105. . .acttgtgttcat|ttttcagt
sk s ok ok sk sk e ok ok sk sk s ok ok sk sk e sk ok sk o sk s sk sk sk sk s sk ok sk ok ok Kk ko Kok Kkk Kk

id=317943 gene=F28F8.1 name=acr-18 segment=chrV_15553829_15554107_-1 type=IN

560...---aaaactt--cttgtgtcctcggTAGTATAGTGGTgAGTATCCGCGTctgtcacatgecgagaccegg. .. .34. .. ———caattcttcaaalattttaga
371...agttcgttccctctcgtgtcCTCGgTAGTATAGTGGTgAGTATCCGCGTctgtcacatgegagaccegg. .. .36. . .———tttattcgttac|ttttcaga
934...---ctgtcct--cccgtgtcctcggTAGTATAGTGGTgAGTATCCGCGTctgtcacatgecgagaccegg. .. .50. . .-——aaaatcatctaa|ttttatgt
113.. . ————- agtttaattcgtgtcctcggTAGTATAGTGGTgAGTATCCGCGTctgtcacatgecgagaccegg. . .163. . .aacgatattcgt--—|attccaga
393...---ttagttt--tccgtgtcctcggTAGTATAGTGGTgAGTATCCGCGTctgtcacatgecgagaccegg. .. .32. .. ——caaaaattgt-aa|tttccaga

3k 5k 3k >k 5k 3k 5k 3k >k 3k 5k 3k >k 3k 3k >k 3k >k 3k >k 3k >k >k 3k >k 3k >k 3k >k 5k >k >k 3k >k 3k >k 3k >k >k %k >k %k >k %k >k 5k %k >k %k >k %k *k k *k

id=317955 gene=F28F8.1 name=acr-18 segment=chrV_15551748_15552429 -1 type=IN VIEW

Figure 216: CS=6.65

acr-18


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:15553820-15554115&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:14590439-14590733&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:94352127-94353638&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:49765623-49765824&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:58838316-58838576&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:15551739-15552437&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:14587339-14587855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:94348430-94349518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:49761972-49762342&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:58836774-58837303&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:15551747-15554107
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C.Bri  gcgacgac
C.Bre gcaacgac
C.Rem gcgacgac
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tccaagggttggtagaaAGGTAAGCACaGTGTcGAATggcaggeccatagcaaccaat-—-. .
tccaagggttggtagaaAGGTAAGCACaGTGTcGAATggcaggcc--—-gcaaccaaaaaa. .
tccaagggttggtagaaAGGTAAGCACaGTGTcGAATggcaggecc—-—-gcaaccaattca. .
tccaagggttggtagaaAGGTAAGCACaGTGTcGAATggcaggcc—--gcaaccaatttt. ..

ok 3k ok ok 3k ok ok ok ok ok ok 3k ok ok 3k ok ok 3k ok ok ok 3k ok ok 3k ok ok ok ok ok ok 3k ok ok 3k ok ok ok ok ok ok %k ok %k k Kk ok %k kok k ok

.617..
.416. .
.430..
444 . .

.aattgatttctajatcgagga
.tcttttttgectc|atatacaa
.aatcattccctajatacaact
.tagtgttttgaalatacagtt

id=14139 gene=C52A11.4 name=mpz-1 segment=chrII_10740380_.10741065_-1 type=IN

tccaagggttgg. .
tccaagggttgg. .
tccaagggttgg. .
tccaagggttgg. .

ok ok ok ok sk ok ok %k ok k ok

.478...ttcatttgattatcgggccgATTCtGCACGTGCTTACCTcaaa——--- aaacaccttacgaacg...125...aattgatttctalatcgagga
.289...tttattcattttttgggccgATTCtGCACGTGCTTACCTcaattacagtaataccata-g——--...113...tcttttttgctc|atatacaa
.301...tttttgatttacttgggccgATTCtGCACGTGCTTACCTcaatt--—--caataccgta-gacaa...115. . .aatcattccctalatacaact
.307...tttttgatttatttgggccgATTCtGCACGTGCTTACCTcaatt--—-caataccgta-gacaa...123...tagtgttttgaa

*k ok ok skskokskokskokokskokskok sk skokskokskoksk kK sk ok sk sk ok Kk kkk Kk K *

atacagtt
** ok

id=14139 gene=C52A11.4 name=mpz-1 segment=chrII_10740380_.10741065_-1 type=IN VIEW

Figure 217: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10740371-10741073&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7549269-7549770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:42170415-42170930&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9286157-9286686&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10740371-10741073&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7549269-7549770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:42170415-42170930&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9286157-9286686&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10740379-10741065

AV
C.Ele ttgcaagg|taaaaatagtga...276...tctaaccatcgaag------ acaccg--ACTTGATtaCACAgATTAACAGA-----——----—- aaggaaga--—--— agccgecgatge———————-----— ...1611...cattattacagg|agccaaca
C.Bri| tcgcacgg|tgagcagaatag...293...--—--accattcaag--tggagtaccg-—ACTTgATTACACAgATTAACAGA-——--—--—-—— aaggaagagagaggagcatc————-—-—-—--------- ...1471.. .aatattttcagg|agccaaca
C.Bre  tcgcaggg|taaggtgcattg...243...-ctattttctccaa---agagcacATCGACTTGATtaCACAgATTAACAGA----———---—— gaggaagaagaagagccgec——————————————-— ...2371...tataatttcagg|tgccagca
C.Jap tcgcaagg|tgagtttgtcca...284...--————- tattccagtttagagcaccg--ACTTGATtaCACAgATTAACAGAaaTGAAgaTAAGgagatggagaagtactcact-————————----———- ...1650...ctcttcttcagg|agccaatc
C.Rem| tcgcacgg|tgagcacataga...349...-ttgtctgattaattgacgaa—————---- TCAAGT--GCtgATTATCG cgtctccgtatcgagtgaat...2833...ctgatttccagg|agcgaact
* kkk ok [k ok * * ok ok ok kokkkok ok * * kokokok

id=180621 gene=C36F7.2 name=C36F7.2 segment=chrI_9554897_9556870_1 type=IN

C.Ele ttgcaagg|taaaaatagtga...401...aagagagactcgtttatttg————----—- TCTGaTTAATTGTGATCAAGT—------—---—- gctgattatcgegetcaact...1488. . .cattattacagg|agccaaca

C.Bri  tcgcacgg|tgagcagaatag...389...atgagtgtaccgtttatttg-———----- TCTGaTTAATTGTGATaAAGT-----------—- gctgattattgtgegteegt. .. 1377. . .aatattttcagg|agccaaca

C.Bre  tcgcaggg|taaggtgcattg...407...tctcactggtcgtttatttg-—————---- TCTGaTTAATTGTGATCAAGTgcTGATtatcgcctcggcttatcgca—————-- ...2207...tataatttcagg|tgccagca

C.Jap  tcgcaagg|tgagtttgtcca...410...-ggcattgcgagttcatcccgTTTATTTGTCTGaTTAATTGTGATCAAGT-———————————— gctgattataatttggegtc...1530...ctcttcttcagg|ageccaate

C.Rem tcgcacgg|tgagcacataga...385...-—————-——— gcgtcteccgtatcgagtgaa———-——--—--- TGATGATGCACTTGA------- gaagttgtatatgtgaggtg...2799...ctgatttccagg|agcgaact
* kokk ok [k ok *ok Kokkk kK * * kokkok| ok ok

id=180621 gene=C36F7.2 name=C36F7.2 segment=chrl_9554897_9556870_1 type=IN VIEW

Figure 218: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5515542-5517532&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4774418-4776285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15366425-15369146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8039120-8041169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54340907-54344186&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5515542-5517532&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4774418-4776285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15366425-15369146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8039120-8041169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54340907-54344186&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9554897-9556871

C.Ele aaacacgg|taagtcgattca----- ...395...gtgcggaaaagggtcaacacCTGTctGTAATCGAGactgtattacctgtccagtc. . .2939. . .tatgattgacag|gtgaagcc

C.Bri aaacgttg|taagtcgatcta----- ...400...tgcggatatggggtcaacacCTGTctGTAAcCGAGactgtattaactgtccatcg. . .2650. . .aaggattgacag|gtgaaaag

C.Bre  acacattg|taagtctattca----- ...441.. .gatctgtgtggggtcaacacCTGTctGTAATCGAGactgtattacctgtcttgtg. . .2487. . .tatgattgacag|gtgaaacg

C.Jap aaaatcag|tgagtcgattat----- ...389...ctcgttggtggggtcaacacCTGTctGTAATCGAGacagtactcttttctgtacc. . .2624. . .aactgttgacag|gtgactac

C.Rem  ----- ttg|taagtgggggaggggag. . .400. . .ttgttcatacgggtcaacacCTGTctGTAATCGAGactgtattacctctctctgt...3434. . .attgacagggag|gaaaaacg
* [k kkok sokckokskokkokkkkkkk KRRk kokokkokk Kok kK * Kk

id=180608 gene=C36F7.2 name=C36F7.2 segment=chrI_9544806_.9548218_1 type=I5

C.Ele ttgcaagg|taaaaatagtga...277...ctaaccatcgaagacaccgaCTTGATTACACAGattaacagaaaggaagaagc...1620...cattattacagg|agccaaca

C.Bri| tcgcacgg|tgagcagaatag...294...ccattcaagtggagtaccgaCTTGaTTACACAGattaacagaaaggaagagag...1480...aatattttcagg|agccaaca

C.Bre  tcgcaggg|taaggtgcattg...248...ttctccaaagagcacatcgaCTTGATTACACAGattaacagagaggaagaaga...2380...tataatttcagg|tgccageca

C.Jap  tcgcaagg|tgagtttgtcca...285...attccagtttagagcaccgaCTTGATTACACAGattaacagaaatgaagataa...1671...ctcttcttcagg|agccaatc

C.Rem tcgcacgg|tgagcacataga...237...cacatagagagagagagcgaCTTGATTACACAGattaacagaaaggaagagca...2949...ctgatttccagg|agcgaact
* kkk kok|k Kk K kokokokskokskookoskoksk ook ok skokokokokokokokok K kokokokok ® kokokk | kk Kk

id=180621 gene=C36F7.2 name=C36F7.2 segment=chrI_9554897_9556870_1 type=IN VIEW

Figure 219: CS=5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5524194-5527623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4782701-4785846&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15376159-15379182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8048775-8051883&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54353229-54357158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5515542-5517532&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4774418-4776285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15366425-15369146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8039120-8041169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54340907-54344186&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9544806-9556871

— =

C.Ele aaacacgg|taagtcgattca--—--—-..... 93...----tgcaaatgagaacacattaa------ TTTGA--gaAAACA-TATGccctca--aagaaggaaattge—...3240..

C.Bri  aaacgttg|taagtcgatcta--—--- ...1846...----gtcatgaaaagggctacaat-—ACGAtGAAAACGaaAACA------ cttcattatccagttaagcg--...1201..

C.Bre  acacattg|taagtctattca----- ....108. . .o tgagaacacattcacattaaTTTGA--gaAAACA-TATGccctca--aagaaggaaattge-...2819..

C.Jap aaaatcag|tgagtcgattat----—-..... 67...aaaatgcaaatgagaacaca------ TTAATTTGA--GAaaACA-TATGCcctca--aagaaggaaattgct...2940..

C.Rem  ----- ttg|taagtgggggaggegag. . .2412. . .cgatgtcaacaaaaggegtg—————————————-—- TGAACACAgTGTCTctacacctgctaagctatct——...1423..
* |k wkok * Hokk kokok * Kk * *

id=180608 gene=C36F7.2 name=C36F7.2 segment=chrI_9544806_9548218_1 type=Ib5

C.Ele tagtaagg|taccgtaattta....824... geegtttttet-————--- ttcgtcaga-——--- CATGTGTTTTCGAG-—-------- caacattcaattttatatga-—------ .
C.Bri tagtaagg|tgaggagaatca....729...-——————-———---- tcctagaaatgcgtcccaaaTGTTgcCGTTTTTCttTCGT cggacatat---gttttcgagca-----—-- ..
C.Bre  cagcaagg|tgtgcagatttg....849... ccgatttttct-——---—- gtgtcttaa———-—- CATGTGTTTTCGAG caattttatatgagccgttt...
C.Jap  cagcaagg|tgagcagaaaag...1242...atttcgaccttttcact gtt GCATATGTaTCTTGatAATTAActaaaacat---aattacaatgg-—----- ..
C.Rem tagtaagg|taatagtgggga...1839...-——-—- geegttttect-————--- cctctcagec-—-AGACATGTGttTTCG-—----- agcaaaaacattctggtttt-——--—----—---

* ok ok ok ok *k

k% kkokok |k *%

id=180615 gene=C36F7.2 name=C36F7.2 segment=chrI_9548656_9554449_1 type=IN VIEW

Figure 220: CS=3.9

.tatgattgacag|gtgaagcc
.aaggattgacag|gtgaaaag
.tatgattgacag|gtgaaacg
.aactgttgacag|gtgactac
.attgacagggag|gaaaaacg

..4087..
.4176. .
4062. .
.3661..
..3071..

.ttgattttcaga|gaagtctt
.gcagatttcaga|gaagcctc
.aaaattttcaga|gaagcctt
.ttctattttaga|gaagtctt
.tcaatttccaga|gaagcctc

*  kk|k

Kk kokok [kokkk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5524194-5527623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4782701-4785846&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15376159-15379182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8048775-8051883&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54353229-54357158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5517963-5523773&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4776685-4782253&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15369558-15375799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8041579-8047252&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54344597-54352211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9544806-9554450

E/\M//\m C36F7.2

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

k% kkokk

tagtaagg
tagtaagg
cagcaagg

cagcaagg
tagtaagg

kk  kokokok

tagtaagg
tagtaagg
cagcaagg
cagcaagg
tagtaagg

taccgtaattta..
tgaggagaatca..
tgtgcagatttg. .
tgagcagaaaag. . .
taatagtgggga. .

*

taccgtaattta...
tgaggagaatca...
tgtgcagatttg. ..
tgagcagaaaag. .
taatagtgggga. .

*

.1046. .
.1867..
.3277. .
.861..
.1839..

.ttgattttcaga|gaagtctt
.gcagatttcaga|gaagcctc
.aaaattttcaga|gaagcctt
.ttctattttaga|gaagtctt
.tcaatttccaga|gaagcctc

1d=180615 gene=C36F7.2 name=C36F7.2 segment=chrIl_9548656_9554449_1 type=IN VIEW

Figure 221: CS=3

364...--catttgctaggcgcgaataa————-—-—-- TCACacTTTTCGTGT--------- cattttctgtgttagccact...4546..
370...-———————- tgggtgecgggaggtggtacaCGAGATTAATGATAAtGGCGAAtgagacaggagtcaatggag————- ..4533..
552...---agcccccggggccaagcacc————————— TCGTaAATCTTGTT----- aatagctaggtcgggatagg————- ...4359..
.315...ctcttttccgtggtgegage—————-———- GAAAGAGAAaGAGC-------—----- cacagtgagtacacgctggt...4596..
.733...cgacaccaacaaaaaccagc-————----- CGAGAACA----- TGTGTCT--agcagaaagagatgtgatag——-—-- L4177,
* * *
id=180615 gene=C36F7.2 name=C36F7.2 segment=chrl_9548656_9554449_1 type=IN
.————tctccctgacggcgtgtgaa-—-ACACaaGAAGAGTGA---—---—--—- gttgaataaacaaggtatac .
.—----cccggtttacgacatcatgc——------ TTTGCTtTTATCATTAATCTTGatttttctcaaaa----ttcgatt---————------—- ..
.gtatcgtgttttgaggtgtc—————---- ACAACAGATTagATGA---tttcctcctcatcgaaaaag
Jmm————— agctagatgagcaaaaatatGCTTaaTTCTCTTTC ttggtcctctectgacggeg
.———--gccgttttcctcctctcagec——-AGACATGTGTTTTCG a gcaaaaacattctggtttt--——————----- ..
*

kk o ckokok | kokkk ok

..3864...ttgattttcaga|gaagtctt

.3036...gcagatttcaga|gaagcctc
...1632...aaaattttcaga|gaagcctt
...4049. . .ttctattttaga|gaagtctt
...3071...tcaatttccagalgaagcctc
dok okskok [ kokskok Kok



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5517963-5523773&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4776685-4782253&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15369558-15375799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8041579-8047252&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54344597-54352211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5517963-5523773&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4776685-4782253&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15369558-15375799&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8041579-8047252&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:54344597-54352211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9548656-9554450

MCHHN

C.Ele taatatt---t|atgcacttataa....665...-cctctcacttcaccttactcGCTAaTCGCAACA-tttcaattgtggagggggtg...516...caggttgaactc|ggecatgec
C.Bri gaaaggt-—-t|aaacaataataa...1494...-cctctcacttcacctcactcGCTAaTCGCAACAttttccaaaatggaacatat-...553...caggttgaactc|ggcatgcc
C.Bre  aaaaatt---t|ggaaatttgata...1005...ttctctcacttcacctcactGGCTAaTCGCAACAttttccaaaatggaacatat-...487...caggttgaactc|ggcatgecc
C.Rem ---aggtcagt|attcaatttcaa...1257...-cctctcacttcaccttactcGCTAaTCGCAACAtttttcaaaatggaacatat-...759...caggtcgagctc|ggaatgecc

* ok * % * soksiokokskokokokskokokkok kokok kskokokkokokokokokokokok kakok sk skokokk * sokskokok kok skokok ok kokokokok

id=15905 gene=C11H1.7 name=C11H1.7 segment=chrX_14328580.14329837_1 type=IN

C.Ele taatatt---t|atgcacttataa....902...-gctaaaatgtga-atgtctatTGTTGCGAaaTGGCtttttttcgccgtactgecac—...278. .. .caggttgaactc|ggcatgec
C.Bri| gaaaggt---t|aaacaataataa...1750...--ctaaaatgcaatgtctccatTGTTGCGAaaTGGC-ctttttcgctgttatgecaca...296...caggttgaactc|ggcatgec
C.Bre aaaaatt---t|ggaaatttgata...1218...cgctaaaatgt--tgtgtttatTGTTGCGAaaTGGCCttttttcgctgtcatgecaca...273. . .caggttgaactc|ggcatgece
C.Rem ---aggtcagt|attcaatttcaa...1500...--ctaaaatgaaatgtctctatTGTTGCGAaaTGGCcttttttcgctgtcatgecac-...515. . .caggtcgagctc|ggaatgec

EI * ok * ok ok ok ok ok ok * ok kkokskoksokokskokokoRkokkok  okokokskokokok kok skokakokok sokokokok kok kokok ok kokokokok

id=15905 gene=C11H1.7 name=C11H1.7 segment=chrX_14328580.14329837_1 type=IN VIEW

Figure 222: CS=5.6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3389008-3390282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:464407-466547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:53516361-53517947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105507071-105509180&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3389008-3390282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:464407-466547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:53516361-53517947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:105507071-105509180&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:14328580-14329838

m sec-6

C.Bri
C.Bre
C.Jap
C.Rem

\/

aagccagttttcagtgttttttgtggttttctagtttttt::::::ttatgcagcatccaaagcttccaaatctgggatttctagaGATGTTTTTGTTTCT-—--— tcccctttecttctctatgt-—————--- ..3578...aggtaacactggctaaggaa
tttgctctttc:oo:: TCAAcaTTTCtcTCTTTTTCTTctaacgtcacatagtaacc————-—---- a...4920...aggtaacactggcaaaagaa
gecge tattttttt:rizo:: TTCCGTTTTTTCTTTTA-—————- aacatggagccaaaaaaggg...4922...aggtgacactggccaaagaa
tagtttttt:oio:: ATGTttTTTCTCTTTTTTC--—----- aaatagtaaccttaaagaaa...4917...aggtaacactggcgaaagaa
* ok ok *k * skkk kokdokkokk Rk kokok
1d=233470 gene=FO09E5.5 name=sec-6 segment=chrII_5362292_5369115_1 type=IN

C.Bri  aagccagttttcagtgtttt---...3416...ttttggacatctgatgggct--AGAAAaCA--—-—- AGAACATC------—-—- gatcatttattggtgaaatt...1493...aggtaacactggctaaggaa

C.Bre ---tttgctctttccgaaatcca...1182...--taattggattaacaccccct-AAGAAtAAAGAGAAAATTGG-——-—----- tatctcttttgggttttctc...3723. .. .aggtaacactggcaaaagaa

C.Jap gcgctatttttttcaacttt---...1878...--ttgatggtgcagtgagctgcTAAAAGAAAgAAACGGAA-ctggatgaaggaggaaaagg—————————-—— ...3029...aggtgacactggccaaagaa

C.Rem ---tagtttttttttgttctgaa....778...-tttgtatttgtaattcatc-c-GAAAacAAAGAaGAGAATGTggaagaagaagactatgt-————--—---- tc...4127...aggtaacactggcgaaagaa

* ok * * * k% * sokokok kokokskokokokk Kok kokok

1d=233470 gene=FO9E5.5 name=sec-6 segment=chrII_5362292.5369115_1 type=IN VIEW

Figure 223: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9503882-9510768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:154903880-154911285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:99744641-99755092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:108054205-108065860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9503882-9510768&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:154903880-154911285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:99744641-99755092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:108054205-108065860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5362292-5369116

cgatttaa
ggacttga
ggatttga
ggatttga

k% kk %

ataaagggtaagtg RS TTGAGTTTtTGTTTTTG----- tttattt--aatggagatttga...
ataaagggtgagtagaat----—-—--------:: :gatgggggttcaactcgtcaattaaacctcgatccccactGAAAAGGCAAACAAAGC——---- aaaatgatttcgtttcaaac----—------
ataaagggtgagcatggt HE : TCTTTTTCaTTCTcccttacagtcagacctcac. ..
ataaagggtgagtctggtttggacgattgata::::::gatgggggt AAATGGGGAA--AAAGCAAGTcTTTG---—--- cattcgaagaagagaaaaga. .
sokokokkokokokk Kok * ok

cgatttaa
ggacttga
ggatttga
ggatttga

k% kk %

ataaagggtaag. ..
ataaagggtgag. .
ataaagggtgag. ..
ataaagggtgag. .

kokkkkkkkk kk

id=232850 gene=C53C9.3 name=kvs-1 segment=chrX_7696654_7706994_-1 type=IN

.741...cttgctttgtgagcatttac———---- CAAAAACAAAACTTAA-—--—-—- aatcagagactaaagatacg---..

.3662...acaagg-cgcga-gctttatag -——-GTTTTTTGCcCTTTTTccgttggaaaagggcttcte. .

.919. . . ——————- agcaagtctttgcattccaaGGAAGAAAAGGA-—--------- tgctgtgatggegggaggag———-. .

.3819...gggagatttcgatgctctgt——————-—--—--—- CAGAACTTTTTTCTCCcATTTctttttttaggctttctttc. .
* * Xk *

1d=232850 gene=C53C9.3 name=kvs-1 segment=chrX_7696654_7706994 -1 type=IN VIEW

Figure 224: CS=2.4

.4168..
.1247..
.3994..
.1085..

.tttccgagctct
.tcaccaagttct
.ttgecgeecgettt
.ttcttcttctet

* * %

4926...tttccgagctct|catattca
..3444.. .tcaccaagttct|ttttgegt
4501...ttgcgccgettt|tataacat
.3954. . .ttcttcttctct|tttcctge

*

catattca

ttttgegt

tataacat

tttcctge
*


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7696645-7707002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13120370-13129517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:150279235-150288777&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148738115-148746572&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7696645-7707002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13120370-13129517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:150279235-150288777&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148738115-148746572&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7696653-7706994

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ttggtaag-—-
ttggttag——-
tcggttag——-
ttggtgagcca
tcggttag——-
* kokk kok

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

tactttttcaca---...2009..
tttaatttccag---...2017..
tttcttttcatt---....392..
------ ... 795,
t---tttccatttgc...1206..

tactttttcaca---..
tttaatttccag-—--..
tttcttttcatt-—-...
tttattttc—-— N
t---tttccatttgc..

* *% X

.——--ttgagtctgccttcttttct
.geecgttga-——-atcttccatccaTTTTTCTTcTTCTTTCTTTTTCTTccTTTTc---CTTC
.gatcttca--ttaccttcagtc
.tatgtcaa----tattttaaacga
.ga-gttgt--ctttctacc-tcac

*

.2177..
.2172..
.464. .
.3264. ..
.3102. ..

1d=147338 gene=F49E10.5 name=ctbp-1 segment=chrX_5864598_5869327_1 type=IN VIEW

CCATTTTTtcCTTCTT---cTTCT

TTTTCTCTTCAAgCTTT
*k ok * *

id=147338 gene=F49E10.5 name=ctbp-1 segment=chrX_5864598_5869327_1 type=IN

.—-gaaaaaattggagaagca gc
.tectttttttttggggcaaaaGAAGaaAAAAttGAGAGAaAAGGAGGGAAAGAAAAA
.tcaaaactttttcatatata-—-GTTATTGACAGATAGatAGGAAAAAGGAGAaAAAGTGACAGcaactaataaatctcactga-. .
annnnnnnnnnnnnnnnnnn. .
aaaagaagaaaaaaccaaaa

* %k %k

Figure 225: CS=3

CTTTcCTTTc---CTTCT

GGAAAAGAAGAAGAGTGG----tagtcggttggtgaaccaca-. .
agaaaaaaggggtagttggt. ..

ttccttcttcctaaatgacg .
atcttaaatgacgtgtcgece. ..
ttcttttatttttctttctt-
atcttattttcaaacgcatc

.2471..
2717. .
.3890..
.1447. .
L.l 726,

.tttttagatcca
.ttttcagatcca
.gtttcagaccct
.tttttagatccc
.attacagatcct

..tttttagatcca|gcacaaag
..ttttcagatcca|gctcaaag
..gtttcagaccct|tctcaaag
..tttttagatccc|gctcaaag
. .attacagatcct|gcacagag

*k o okkok Kok

gcacaaag
gctcaaag
tctcaaag
gctcaaag

gcacagag

* kk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11849518-11854264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9563795-9568885&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190150879-190155354&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:44072017-44076821&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1949453-1953377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11849518-11854264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9563795-9568885&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190150879-190155354&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:44072017-44076821&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1949453-1953377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5864598-5869328

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ttggtaag-—--
ttggttag—-—-
tcggttag——-
ttggtgagcca
tcggttag-—--
* kkk Kok

aaggtgaa|tagaagctgceca.. ..
aaggtgag|tattcccgaaat. ..
aaggtgaa|taaagtgtgtaa....86...
aaggtaag|taaatggtgegg....75...
aaggtgaa|taaaaaagacaa....93...

sokokok ok [k

tactttttcaca---....33..
tttaatttccag---...527..
tttcttttcatt---...434..
tttattttc———-—- ....66..
t---tttccatttgc...447..
* *k ok

.ccattaatagctgtagctgt-—-CAACAAGTTAGTTacCCAT-—---

.—tgtt--gcg-tgtggtcacgataTTC-—-TTGTTGTTCAAaaCTTTTaaactat---atatctagttttc

.ttgtttgtta-ggtggtcacg-—-TTC---TTGTTGTTCAAaaCTT

.--acaagtta-gatacccatatc-TTCAGTTTCTTaTTGA------

.ttgtttgtcg-cgtggtcagg-—-TTC---TTGTTGTTCAA
* *

k% *

atcaaatgtgtcttataaag

TTT-————- catatatagttattgacaga...

* * %

id=147338 gene=F49E10.5 name=ctbp-1 segment=chrX_5864598_5869327_1 type=IN

..tttccatcatatcctttcce——————————--- ATGGAATTCcAATTTcGTTG-——---——-——--- ctcttcaatgtcaatcaaga. .
gagagagggagacgagcggaAGAAGCTTGAAaaCAATAGGAAactaggggtccacttegtec

----tgctcttcaatgtcaatcaa-------- GAGAAGCTTGAAaaCAATAGGAAactaggggtccacttctcct

tcgectgetcttcaatgtcaa————-—-—-—- TCAAGAGAAGCtTGAA---ttgaaaacaataggaaacta

------------- atgtcaatcaagagaggagc-——----TTGAAaaCAATAGGAAactaggggtccacttcgett————-—-—----
Kk Kok

id=147342 gene=F49E10.5 name=ctbp-1 segment=chrX_5869617_5870482_1 type=IN VIEW

Figure 226: CS=5

..4614. .
..4377. .
3939..
..4642. .
..3383..

L. 274
..190..
...120..
..212..

.tttttagatcca|gcacaaag
.ttttcagatcca|gctcaaag
.gtttcagaccct|tctcaaag
.tttttagatccc|gctcaaag
.attacagatcct|gcacagag

.734..

)k kkk kxk

.tttgcaggtgtt|aaatgaag
.tttgcaggtatt|gaacgaag
.attccaggtgtt|aaatgaag
.tcttcaggttct|caatgaag
.atttcaggtgtt|gaatgaag

* kkokokok ok

ctbp-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11849518-11854264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9563795-9568885&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190150879-190155354&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:44072017-44076821&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1949453-1953377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11848363-11849245&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9563049-9563536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190150231-190150610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:44071458-44071749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1948768-1949169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5864598-5870483

W\&//\—M@J—/—\—A—/—\H madd-2

\/

C.Bri acacaaggtatgttttttttaaata---atttgtcaatca:::::: gaaac GTTTaGAA----AaaTTGGGGAAA--A----atttctagtgaggatgatat--—--—- ...4511.. .ttattttgcagacggaactc
C.Bre acagaagg-----—----- taagagcctatttgtcaatca:::::: AGGGGGA----GGGGGGAAGATT---tctcagttaccgcaaatctt----...4906. . .ataattttcagactgaactc
C.Jap  acacaagg----—-—--—-- ttggtc—--gtttgtcaatct:::::: GATGgcGGGA----gGGGGGAGGGGGTGGecttgaaaagagggggtgegt————. . . 4796. . .caaacttttagaccgaactc
C.Rem acacaagg----------- tgagtg---atttgtcaatca::::::tttataattgtgtaagacgatgtgtgtgcatcttcttctcTGTTGGGaaGGGGAAATTGGGGAtACGA-—--atgtaacgaattccagggct-—-——- ...2766...ctaatttccagacggaacta
P.Pac gcagaaag tgagcg tttoooe: TGGTCATGAATCGA----GGGGGGGGGC---———--— gagagagaggggaaggcaag. . .4728. . .aataattccaggctgagectg
®k Kk ok * * * *okokok Kk kK ok Rk Kk

id=72001 gene=C39F7.2 name=madd-2 segment=chrV_1227683.1233212_-1 type=IN

C.Bri| acacaaggtatgtttttttt...2236...attgctggtttttattttta-———-- T--TTTaCCGAaTTTCAAAT t--ttgacgta-cgtaaattttt...2671...ttattttgcagacggaactc
C.Bre acagaaggtaagagcctatt...1873...--———- gaattcaaccaataaggcccAGTTTTgCTCCCTCCTCCCTT-—----————- ggctcaaat--cccaagattcc————-—---- ...3031...ataattttcagactgaactc
C.Jap acacaaggttggtcgtttgt...4674...-tcgtgaagttctaatctaat-————---—-—- TTACCCCCTCCTCCTCCCCATC------ ccttctcct--tccgetttteg-——---—-—-—-—- ....229...caaacttttagaccgaactc
C.Rem acacaaggtgagtgatttgt...2803...--——--- aatctcttgcccaacagtccTTGTTCCCCgAATTtTTCCTgCCTGGCG———————— cgcct--ttgacgecgtcgaaaa——--- ...2094...ctaatttccagacggaacta
P.Pac/ gcagaaagtgagcgtttttt....303...-————--- atttg---cataaggtgtagtggGCCTCCCTCTCaGATTcCATGgcGTCAtagcacactggttagegagt—————--—--- ...4595. . .aataattccaggctgagctg
*k kk kk X * % * * * * * k% kk ok k% kk

id=72001 gene=C39F7.2 name=madd-2 segment=chrV_1227683_.1233212_-1 type=IN VIEW

Figure 227: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12429443-12437186&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40548041-40553613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57410377-57416131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76454746-76460311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=priPac1&position=chrUn:78725365-78731334&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12429443-12437186&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40548041-40553613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57410377-57416131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76454746-76460311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=priPac1&position=chrUn:78725365-78731334&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1227682-1233212

h/\/\_/_\-ﬁ_&.ﬂ_/\_&-/_\d lgc-40

N4

C.Ele ggccacgc|ttgtatgttgcttgcactge-tttcacaCGCTAAGCTCATtTTCAGacaaaatattttgattcaac--...1629...aaaccaaatttc|agaacgag
C.Bre  ggccacgc|ttgtatgttgcttgcactgec-tttcacaCGCTAAGCTCATtTTCAGactgaa--tttcgattcaaatt....447.. .atttcatttttc|agaatgaa
C.Jap  ggccacgc|ttgtatgtcgettgecactgettttcacccgcTAAGCTCAatTTCAGacaaaagatcacattttgta-—....390.. .atttgaattttc|agaacgaa
C.Rem ggccacgc|ttgtatgttgecttgecactge-tttcacaCGCTAAGCTCATtTTCAGactgaat-tttcgattctact-....432...gtcccaattttc|agaatgaa
sokokokskokskok | sokskskokskokok skskokskokskokokokokok kokskskoksk kokskskokskokakokoksk kokskokokskokk kK K *k * kkokk [ kokokk Kok

1d=154224 gene=T24D8.1 name=1gc-40 segment=chrX_2362343_2364048_1 type=IN

C.Ele| ggccacgc|ttgtatgttget...139...-tcaagagaaagctagtatagCTGAATGAGTTTAAGCG-—-—-- acttttacctttcactcaca...1486...aaaccaaatttc|agaacgag
C.Bre  ggccacgc|ttgtatgttget...136...tgttatggagaggatatata-CTGAATGAGTTTAAGCG-ctttcactcttaccttttac——--- ....307...atttcatttttc|agaatgaa
C.Jap  ggccacgc|ttgtatgtcget...104...-ctttggaaaaatccaaataaCTGAATGAGTTTAcgcgcttttcactctaaccg———-----—- ....287...atttgaattttc|agaacgaa
C.Rem| ggccacgc|ttgtatgttget...122...-tcggaagaaaggaagaataaCTGAATGAGTTTAAGCG-ctttcacttttttcttatca————- ....306...gtcccaattttc|agaatgaa
sokokoskkok ok | skokokskoRskokok kokok * ok Hokok soksokskokokdokkokok ok kokok sokk ok ok ® skkokok [ okdkok Kok

id=154224 gene=T24D8.1 name=1gc-40 segment=chrX_2362343_2364048_1 type=IN VIEW

Figure 228: CS=8.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15354797-15356519&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1042651-1043191&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:149561226-149561710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103850624-103851149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15354797-15356519&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1042651-1043191&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:149561226-149561710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103850624-103851149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2362343-2364049

C.Bri
C.Bre
C.Jap
C.Rem

gatcacaccgccggtaagta
gatcaaaccgccggtaagtg
gatcacaacaccggtaagta
gatcacaccaccggtaaggg. . .

kokkkk ko ok kokkkkkkk

C.Bri
C.Bre
C.Jap
C.Rem

gatcacaccgccggtaagta. ..
gatcaaaccgccggtaagtg. . .
gatcacaacaccggtaagta...
gatcacaccaccggtaaggg. . .

kokkkk ok ok kokkkkkkxk

....388..
...3460..
...2139..
.399..

Jmmm————— ttttttgatctcaaggatttGAGACAAA--AGA GAAAC----tcgatctggtttaatgaggg. .

.tttagtgttcttctcccact-——----—-- GGAAAAAGGAAGa: GAAGAccttcagtaaatttctatag-—---..

.ctagtttttttttcaatacc-——---—------—- AAGGTCgcTTTTCtcTTCTtcTCTTTtTTAGA----ccgacctttgatacaaaaaa. .

.tccctagaacttttattatc———------ GAGAcaAG--AGA cAAGAcaatgaaatcggatccattg-—--..

*k *k * * *
id=57916 gene=M04G12.1 name=tag-260 segment=chrV_13372935.13380022_-1 type=IN
1284...----ataaaatacataatgcatatGTTTCT CTTTTcTCTCttttcctttgttccagtttg—————- ..3625..
3556...tccttcatatcccacttttt--TCTTTCTT tttgtcaaaaaagactgaat...1351..
3660. ..gatgctga———-tgccgtttgtct TCTGAGAAGAAGAAGAAGACCTT---cagccaatttctgtactagt———--—---- L..1242.
1429...----ttgaaacctgacttatctctTCTTaT CTTTTCTT ttcgttcagagcaacaaaaa...3482..
* * *k * Kk

1id=57916 gene=M04G12.1 name=tag-260 segment=chrV_13372935.13380022_-1 type=IN VIEW

Figure 229: CS=2.4

.4521. .
.1447. .
.2754. .
.4510..

.cgaacttaaaacgcgccatt
.cgaactcaaaacgcgccatt
.tcgacgccaaacgegccatt
.cgaacttaaaacgcgccatt

*% 3k 3k 3k %k %k %k 5k %k 5k %k %k k

.cgaacttaaaacgcgccatt
.cgaactcaaaacgcgccatt
.tcgacgccaaacgcgccatt
.cgaacttaaaacgcgccatt

Kk okokokskokokkokok ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:791657-799149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37143209-37149736&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:32571292-32578643&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128214363-128221766&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:791657-799149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37143209-37149736&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:32571292-32578643&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128214363-128221766&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13372934-13380022

QaQaa

tattaccc
tcgttccce
taatcccc
caataccc

*  kkk

.Ele tattaccc

gtcgtgtcgettctttttctctatCTGGAaAGAGTTTCGAACAttttcgcaagaagaagegec. . .
gttgtgtcgettctttttctctatCTGGAaAGAGTTTCGAACAatttagcaagaagaagegea. . .
gttgtgtcgettctttttctctatCTGGAaAGAGTTTCGAACAaattagcaagaagaagegcea. . .
gtcgtgtcgettctttttcactatCTGGAaAGAGTTTCGAACAatttagcaagaagaagcegec. . .

skok kokokokokokokokkokskokskkok ok dkokokokokokokkokskkkkokkokkokkokkokk  kok  kkokokkok ok k k ok k kk k

. .ataccacacaaa|ctacaaaa
..ataccacacaaa|caacaaaa
. .atatcacccaaa|caacaaaa
..ataccacacaaa|ccacaaaa

kokk  kokk  kkksk |k kokokokkk

id=282430 gene=R10E11.1 name=cbp-1 segment=chrIII_9768462_9768593_1 type=IN

gtcgtgtcgett...66...tttcgcttcactctageccacTGTTTGAAAtCTCTTTCAGecgataccacacaaalctacaaaa

.Bri tcgttccc|gttgtgtcgett...65.. . .tttcgecttcactctagccacTGTTTGAAAtCTCTTTCAGeccgataccacacaaa|caacaaaa
.Bre| taatcccc|gttgtgtcgctt...63...aatcgcttccctctageccacTGTTTGAAAtCTCTTTCAGectgatatcacccaaalcaacaaaa

.Rem  caataccc

gtcgtgtcgett...62. . .aatcgcttcagtctagccacTGTTTGAAAtCTCTTTCAGctgataccacacaaalccacaaaa

k kokok | kok kokokokokkkkok skokokokokokok  skokokookokokok sk ok sk ok sk ksk skok skk sk kskkskskok sk ksk ok kokckk  kkk  kokdkok |k kokokkkk

id=282430 gene=R10E11.1 name=cbp-1 segment=chrIII_9768462_9768593_1 type=IN VIEW

Figure 230:


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4015079-4015227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5071328-5071475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169430812-169430957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137391777-137391921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4015079-4015227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5071328-5071475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169430812-169430957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137391777-137391921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9768462-9768594

WWW C55F2.1

GTTGAAAAtTGGActtacataggagactaaagg——————-—————-—- e
TTTCTCTTTTTCCAAAAGAtGAGTGggaaatgagtgggcaaaggg—————————————- ..

ATTCTTTTTCTTTC

C.Ele aaggtgag—-
C.Bri --ggttagtt
C.Bre aaggttag—-
C.Rem aaggttag--
sokk kK [k

C.Ele ttggtaag

C.Bri  taagactt

C.Bre ttggtacg

C.Rem ttggtagg
* ok

ttgagaaggaaa. ..
ttgaaaacaaaa...
ttttcagagagc. ..

ttattttgggaa..

* %

id=41827 gene=C55F2.1 name=C55F2.1 segment=chrIV_7886865.7891343_1 type=IN

2071...
.990..
.5568..
.1933..

--tcgcacaagaacgaataataTTCATTTTCAGC

* * %

1d=41849 gene=C55F2.1 name=C55F2.1 segment=chrIV_7895130.7898733_1 type=IN VIEW

Figure 231: CS=3.84

tgatattctcacctttcaaa...

.gggtgaataagaccaaaaaa--TACTTTTTTTTGGAGAagGAGAaGAAA--attcgtacagtcgatcataa—-. .

.-cgtacagtcgatcataaaac-—-—--------- GAAAgGAGAaaAAGAAT--aataaaaatgacacatttat--..

.aaactccttttaatctagat-----—--—----- ACAAAtCAAAAAAGAAATGagtgataccgtatcagatga——. ..
* % *

1457..
.2576..
.2182..
.959..

agaaggatgccacttttttt...4935...
..3821..

.aattcaggtggc|tacgacaa
.ctttcaggtggc|tccgacag
.ccttcaggtggc|tacgacaa
.tcaacaggtggc|tacgacag
skokokokskokok [k kokskokok

.118..
.4849. .

.cacaaaaatgtc
.acaaaaaatgtc

.tttaaaaatgtc

tcggatat
tcggatat
tcggatat
tcggatat
skkok ok ok sk ok ok

atcaaaaatgtc

3k 3k ok >k ok ok k ok k



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9602433-9606928&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10825738-10832938&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:82189671-82196173&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43770886-43775654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9595043-9598663&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10816409-10820082&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:82183479-82186316&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:43764132-43767123&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:7886865-7898734

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele aacagact|tgtacgttcttt...
C.Bri, aacacagt|tgtaagtattga...
C.Bre aacacagt|tgtaagttttca....
C.Jap aacagagt|tgtgagttttct....
C.Rem aacacagt|tgtgagttttca....

kkkk >k k[kkk  kk

aacagact
aacacagt
aacacagt
aacagagt
aacacagt

kkkk X Xk

tgtacgttcttt...4217

tgtaagttttca...1957

tgtgagttttct....365...
tgtgagttttca....374...

kkk  kk ok

...gatttaggggaaagatacgaGAAAAGAGAAACaGAAAG
tgtaagtattga....649.

..~ttctgaagagctctctcaac TTTTCGTTTtcTTCTctTTTCcgttccattattcaacagtt. .
..—cattatcctacttgaaaaaa GAA GagAGAAaGTGA tgcttgttatcttttggata. .
..——gctacacaaattaaacgaga CGGAaCTTTgTCTTTTTCTTCTTTTTTCtgttgttcttcatcattttc. .
..tcttgattccaatcgtatggAATGGAAAATGGAAAATGGAaGAAAaAGAGAGAAA cgggegggecgaccagegga. .
..—cgcc-ccatgcacgagaaaaa————————-| GAAAATACGAGAGAGAAAGA cggaacttttttttcttatt..

*

id=785 gene=B0379.4 name=scpl-1 segment=chrI_10094470.10100652_-1 type=IN

R aggttagaatcgttttttct———---——-- TCATTTCTCTTC gaatcatc-gaattaggtt-tc-———-
...tcgatcgttgtcggctgcgcGAAAAGAGAAAAAGAGGAAGCTCCG cccccttgeeccggttcaatt——-----—-
- tttttccatttttcctecctt-———————- TTTTCgCTCTTTTTaTCCAcgTTTTgcTCGTTTTtTTGTTacttttggaagaaggagaag————
———————- agaaagacggaa---cttttttt-—-—-----—- TCTTatTCTTTT----—-————————— TCTTTCTATTTTCctcatctaaagtacatcgtc———-

*

id=785 gene=B0379.4 name=scpl-1 segment=chrI_10094470_.10100652_-1 type=IN VIEW

Figure 232: CS=4.8

.2794..
.4788..
.4454 . .
.4686. .
.4564. .

agagtagtttgcgtgectcat....690..
..4221. .
..2943..
..4520..
..4526. .

.tccttatttcaa|gaaatatc
.attacctttcaa|ggagtcct
.tcgaaatttgaa|gaaccctt
.tctaactttgaa|gaagaatc
.ctaaactttcaa|gaagtcca

.tccttatttcaa|gaaatatc
.attacctttcaa|ggagtcct
.tcgaaatttgaa|gaaccctt
.tctaactttgaa|gaagaatc
.ctaaactttcaa|gaagtcca

kkk kk|*k >k

kkk kxk|k Xk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10094461-10100660&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3902415-3907377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:156436237-156442452&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:124241524-124250574&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37466062-37472795&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10094461-10100660&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3902415-3907377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:156436237-156442452&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:124241524-124250574&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37466062-37472795&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10094469-10100652

aQaQaaQ

Ele
Bri
Bre

.Rem
ok ok ok ok ok ok ok

ctttgagg
gttcgagg
gttcgagg
gtttgagg

k% kkkk|k ok

ttttgagg
ttttgagg
ttttgagg
ttttgagg

taaaacttttga...
ttagttttgaaa...
ttagttttgaaa...
ttagttttgaaa...

* % *x *

taaggaagtgaa. .
taggtattttgg..

tgagtgggatac. .
tgagattttgat. .

.733..
.263..
.525..
.317..

.cacacacaccaccacgaccgCATAaACATGTGTGTTTGTGGaagagga————-——— gatgatggtgatg-. ..
.ccaccaccacgatccgaccgCATAAaCATGTaTGTTTGTGAatcaggatgtattctacgaa——————-- Ce
.ccaccaggggtcccccaccgCATAAaCATGTaTGTTTGTGGatcaga—————--— tttgaaggattttt. .
.cacacaccacgatccgaccgCATAAaCATGTaTGTTTGTGGacgaaaa————-—-- taagaaaaatctg-...

*% ) okokskokokokokokokokokokkokk  kokkokkkkk k  k *%

id=156629 gene=B0285.7 name=mnp-1 segment=chrIII_4357094_4358127_1 type=IN

...gtagtttcgtgg-———-ttccc————--- gaaTTGTtAAACACACatATGTTATGatattcaacgtcgtgtaatc
...gaagt----tgaagaaatccc——----- gaaTTGTtAAACAcAC--ATGTTATGatattgaacgtcgtgtaatc. ..
P iy gtgtattccctccccgagaaTTGTtAAACACAC--ATGTTATGatatcgaacgtcgtgtaatc. ..
..——--ctttgtggaggattccc———---- gaaTTGTtAAACACAC--ATGTTATGatatcgaacgtcgtgtaatc. . .
Hokokok sokskokskokskokskokokskokskokk kokskokokokokskokokokok skokskokokokoksk ook ok koK

id=156635 gene=B0285.7 name=mnp-1 segment=chrIII_4362052_4363203_1 type=IN VIEW

Figure 233: CS=5.92

.216..
.492..
.1370..
.251..

...1021..
.825..
.803..
.876..

.aaaaatttcaga|tcgttgaa
.aatttgttcagg|tagttgaa
.ttctattccagg|tcgtcgaa
.ataaatttcaga|tcgttgag

* okkk

.ttaaatttcagajaagccctg
.tgcaatttcagalaagccgta
.gaatatttcagalaagccttg
.gttgttttcagalaagccctc

ok kokokokok | kokokokok K

mnp-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9425545-9426595&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7324066-7324922&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180915882-180917878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82936209-82936878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9420469-9421637&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7320348-7321354&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180910992-180911971&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82932755-82933800&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4357094-4363204

EE/\_Q—/—\_Q—/\-L

C.Ele
C.Bre
C.Jap
C.Rem

°
1 mlc-1

—
C.Ele actttggg agtggcgtcaac...SG... —————————— ttgtcattccgtgtggegcaGCGTTCAGACGGCGetctaacccat|tececgegeg
C.Bre actttggg|agtggcgtcaac...86...-————————- ttgtcttctcgtgtggegcaGCGTTCAGACGGCGetcatacccat|tccgegeg
C.Jap actttggg|agtggcgtcaac...73.. tagattattgttgtcatcccGTGTgGCGCaGCGTTCAGACGGCGttctaacccat tccgegeg
C.Rem| actttggg|agtggcgtcaac...86...-——————-—- ttgtcatcccgtgtggcgcaGCGTTCAGACGGCGetctaacccat|tccgegeg
sokokokokokokok [ sokokskoksk ook sk ok sk ok skkokk ok skokskoksokkskokskoksiokkokkskoksokkokkokok Rk skokskokakok | sokokskokok sk ok

1d=20448 gene=C36E6.3 name=mlc-1 segment=chrX_17460109_17460251_1 type=A3

taacccat
atacccat
taacccat
taacccat

ok ok ok ok ok

ok ok %k ok ok k ok *

tccgegegeatt. .
tccgegegettt. .
tccgegegtact. .
tccgegegetcet. .

k% ok

.136...caaccccaatttcctaaccaCGCCGTCTGActGCGCgtacacacttctatcactcc
.136...aaccctctatttcctaaccaCGCCGTCTGActGCGCgttcacacttctatcactcc
.135...ccaccccggtttcctaacctCGCCGTCTGActGCGCGTGCACAthctatcactccaaatggtt
.136...aacccccaatttcctaaccaCGCCGTCTGActGCGCgttcacacttctatcactcc
ssrckskokokskokskok kokskokskokskoskokskokskokokskokokok kokskokokok kokskoksk sk ok ok ok

..237..
LL177.
.182..
.188..

.caacatcc-agac
.—aacgtccaatgt
.—aacattcaagaa
.taacgtccaaagt

*kk k k k

tttcattg
tttcattt
tttcattg
ttt-attt
*okok kokok

1d=20449 gene=C36E6.3 name=mlc-1 segment=chrX_17460252_17460704_1 type=E3 VIEW

Figure 234: CS=24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:258594-258753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21383258-21383417&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:123691288-123691444&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15196940-15197099&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:258141-258610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:21382865-21383274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:123690883-123691304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15196536-15196956&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:17460109-17460705

E/——\EL%-&-/—\—G—&-&—Q—/—\M’:EQ F46H5.7

C.Ele|] ----ccccccccfcccccategtte—...1176.. . .aaagctttcaggcaatctgg-————----- GCTTgTTCGTTGtGCCA-——--—-— gaaacgtcaacaaattcttg----...3732...ctcttcttgatc|gacttctc

C.Bri ----- aactccc|aagacgatatctc....262...-————-- tcaaacggagtgtgtgecget-——-TGTGtACATTCGACAAGAAAATTGAGGcatgatatcatgecgtggaaa. . .4636. . .cgctccttgatc|gaattctg

C.Bre, ----ctcgtccc|cgggegtegtee—..... 69...——————- tcgaagcatgacggggccccCCGAagGGAGAaAGAGCGAGAAtAAGGGG-aggggtattacttacaacge. . .4827. . .ctcttcttgatc|gacttctc

C.Rem gttgttcgtccc|----ggtcgtct-...1219...aaagctttcaggcaatctgg-———-—---- GCTTgTTCGTTGtGCCA-----—-— gaaacgtcaacaaattctgg----...3689...ctcttcttgatg|gaattctc
*okk * *k * * ok * * * kk skokokokskok

id=221970 gene=F46H5.7 name=F46H5.7 segment=chrX_7242918_7280140_-1 type=I5

C.Ele ----cccccccccccccategtte—...1227. . .ttcttgccaaaacaggcaa-a————- TGGTtcCAACcCGAAGAGC-—----- agccgcagccgaaaattage-...3679...ctcttcttgatc|gacttctce

C.Bri, ----- aactccclaagacgatatctc...2661...gccctttcaattctcacaa-aTCTCAATTTTCTTttTTGAaATGTtCAT--Gtcctttttgeggatataatt-...2235...cgctccttgatc|gaattctg

C.Bre  ----ctcgtcccicgggegtcgtecec—....627...-ttttttcccttttcgaaaca-CCCCTTCTTCTTTTTC————-- TCCaTCGG-cttttctccgggeggegtceg. . .4274. . .ctcttcttgatc|gacttctce

C.Rem gttgttcgtccc|----ggtcgtct-...1270...ttctggccaaaaccggcaa-a————- TGGTtcCAACcCGAAGAGC-—----- agccgcagcagaaaattage-...3636...ctcttcttgatg|gaattctc
®okok * * *k K *okk * * kk skskokokskok

id=221970 gene=F46H5.7 name=F46H5.7 segment=chrX_7242918_7280140_-1 type=I5 VIEW

Figure 235: CS=3.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7242909-7280148&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12549265-12592443&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134486697-134527553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148337549-148372591&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7242909-7280148&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12549265-12592443&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134486697-134527553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148337549-148372591&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7242917-7280140

F/\-&-/—\avkw\-/\—/\—é—ﬁd arrd-10

C.Ele  tcgctttt|tactcaaaacat...120...ttctacgccaaaattgagac——--- GATAATCCAAATT--aaacgagaga—————-——————--= ttttgtagaaggaattggtggaattgtcat|tgecggatc
C.Bri| tctctttt|tctcctcccgtc...164...gataaagaggaaaaggaaaa————- GATAATCCAAATTggaaagaagatttactctt-—-ttttttctgcagaaggaattggtggaattgtcat|tgeggatt
C.Bre  tcactttt|catctatctctc...211...--taaaaaagggacggattgaa-—-GATAaTCCAAATTgagagagagagagagacagagatttattttatagaaggaattggtggaactgtcat|tgecggatt
C.Rem tcactttc|tcttttttcctc...164...--—-—- agagggaattgaagagaggaGATAATCCAAATT-gagaggagaaaga-——-t---ttatttttgtagaaggaattggtggaattgtcac|tgcggatt
Kok KooKk * Kk sokok sk ok ok ok ok ok ok ok *okok Kk ok skokskokskokokskokokokokokokokkok  koskokokok | sokokokok ok

id=20399 gene=F58G1.6 name=arrd-10 segment=chrII_12940101_12940305_1 type=IN

.Ele, tcgctttt|tactcaaaacat...155...acgagagattttgtagaaggAATTggTGGAaTTGTCat|tgcggatc
.Bri  tctctttt|tctcctccegtc...212...tcttttttttctgcagaaggAATTggTGGAAaTTGTCat |tgecggatt
.Bre| tcactttt|catctatctctc...262...gagatttattttatagaagghAATTggTGGAacTGTCat|tgcggatt
.Rem tcactttc|tcttttttcctc...207...agatttatttttgtagaagghAATTggTGGAaTTGTCac|tgcggatt

®ok KooKk Kok ok skokskokokokokskokokokakoskokokokok Kok ok ok ok

QaQaaQ

id=20399 gene=F58G1.6 name=arrd-10 segment=chrII_12940101_.12940305_1 type=IN VIEW

Figure 236: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:2339009-2339230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7971303-7971581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:92527452-92527780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140682074-140682347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:2339009-2339230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7971303-7971581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:92527452-92527780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140682074-140682347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:12940101-12940306
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C.Ele tgattttt|tgtcgactgttagt-ttc——------—------—- tttggaactg--agagcaaagcgcatattgaagaa-—-GAAAgAGTGTGATCCCAGGaaTTAGATATTTacctaaaacaaaaattgctt————--- ...284...tttcttatgtt-t|ctttccag
C.Bri, agatttcc|tgttgactgttagt-—--agtactgggggtggtggtagtgcaatg-————-—- ttaaggatggaatctagtacaaGGAAtAGTGTGATCCCAGGAAG------ ataaagagaaggagaagtcg———------- ...515. . .-aatgtgtgttct|ttttccag
C.Bre tgaatgcg|tgttgactgttagtttgcagtgct-———- caataggagctcaacaagatgtttcagaataga-————----- AGGAaGAGTGTGATCCCAGAGG--------——-—--- aaatatgcattcggggagga--...901...aactctctgtt-t|ctttccag
C.Rem tgaattct|tggcgactgttagt- tccgatattcttagatgtggtctagcactgctagactctagcagagagt —————————————— AGTGTGATCCCAGGAACT-----—-—==———~ cggagcattggctgtgaaac...197...-tcaacatgctgt|ttttccag

Kk K Kok skokskokokokokskokok *k * sokokok ok ok ok ok ok ok ok * ok ok Kk ko k| kskokskokokok

id=61435 gene=K02A6.3 name=K02A6.3 segment=chrX_8230127_8230523_-1 type=IN

C.Ele tgattttt|tgtcgactgtta...294...cccaatcactttttaaaa———--—--- agGGATGgcTCTGGgaCCTGGGATCACACTTTTC--gtgecattgactcactttttatcttatatttc-—-tta—————--—-- tgttt

C.Bri agatttcc|tgttgactgtta...529...-————- cattctttcaaaatagca--aa———--- CTTCt----- CTGGGATCACACTCTTCT-gttttctgagt-acactgtctttt-tttttccaaaaaaaatgtgtgttct

C.Bre  tgaatgcg|tgttgactgtta...911...----tccaaaatttcaaa--aata--aa------- CTT----- CTGGGATCACACTCTCCTggttttttttctcatttcacttctt-tatttc—-ctatcaactctctgttt

C.Rem tgaattct|tggcgactgtta...206...-—————-- caactccaaatctatgccaa———-GGTTTt-—--- CTGGGATCACACTctccgggattttcttgtcattcagtgtttt- tatttcatttttcaacatgctgtt—
*k K Kk kokokokokokokok * Kok * * sokokkokkokkokkkokk K K K * ok ® Rk ok kokokk

ctttccag
ttttccag
ctttccag
-tttccag
ook ok kokok

id=61435 gene=K02A6.3 name=K02A6.3 segment=chrX_8230127_8230523_-1 type=IN VIEW

Figure 237: CS=8.88


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8230118-8230531&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16293127-16293775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105622516-105623544&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91060352-91060678&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8230118-8230531&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16293127-16293775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105622516-105623544&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91060352-91060678&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8230126-8230523

m C56A3.6

C.Ele atgaattt|atgcttgtgagt RS AAGAGAAGTGCGATATTTG-—-—---——--——— cttgctgttgtatgaaaaaa....412...--gaatgttgataalatttagat
C.Bri| atgaattc|atgttggtgagt SRR AAAAAAAGAgaAGTGCGATATTTGCctTGCTttTGTGtgaaaattttcattggaaaa....389...-—gaatctcgtgaalatttagat
C.Bre aggaattc|atgttggtgagtgatgaggctaactttttatt: ::cctagtaaagaaaatcatcaggaatggtggtttggaaattGAAGAgaAGTGCGATATTTG-————-———-—- tttgtgtcttaaatgattaa....8565...--cgttagtataat|atttagat

C.Jap acgaattc|atgttggtaagt : : AGAGAGAAGTGCGATATTTG----———----- cttgtgcctgtgtgetatga...1581...-agaatg-agaaca
C.Rem atgaattt|atgctggtaagt RS GAAGAgaAGTGCGATATTTG-——--——-——--- cttgcttttgtattcagaaa....362...tagaat--cgtaca
® ckkokokk |dkokk ok Rk kkok ok ok sk ok ok ok ook ok ok ok ook ok ok * * *

atttagat
atttagat
sokokok ook ok ok

1d=293475 gene=C56A3.6 name=C56A3.6 segment=chrV_13555169_13556690_-1 type=IN

C.Ele ctgttatg|ttcactgtaaga...126...-————- atttcccgectgtttgttgt-——-TGAATATCGCGCTTCTTTT---cttctcttctct-ccc-acttc-....43...cttttccaattt|ttccagat

C.Bri, ccgttatg|ttcactgtaagg....96...gtcagaatcgttctcctgccTGTGtGGTGtCGAATATCGCGCTTCTTCTTTTTccctattctctaccctacce——....47. . .cccaacattttt|ttccagat
C.Bre ctgttatt|ttttctgtaaga...835...----gcacataacgcatgtt-—-tttc-—-CAAGTATCGCGCTTCTTT----tatctcttctccgacc-actc--...131...atatttcttttt|ttccagat
C.Jap  ccgttatg|tttaccgtaaga....49...-————-—- tttgctttatgttcgetttc——-CAAATATCGCGCTTCTTTTT----cctctcttctaccc-acttct....50...cagcccgttttt|ttccagat

C.Rem ctgttatg|ttcaccgtaaga...152...-————- attatccgtctgtttgttgt————CAAATATCGCGCTTCTTC————ttttccttttctaccc actt--....65...tttcccaaattt
® okckdokk [k ok okikokok *okokokokkokokokok ok skok * kR kK ok *okok

ttccagat
*okokok Kok ok

1d=293479 gene=C56A3.6 name=C56A3.6 segment=chrV_13554624_13554875_-1 type=IN VIEW

Figure 238: CS=8.75


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13555160-13555698&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:968482-968999&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37259243-37260813&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:59978057-59979753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128356426-128356918&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13554615-13554883&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:967978-968234&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37257924-37258988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:59977609-59977808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128355839-128356154&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13554623-13555690

QaQaa

QaQaa

.Ele
.Bri
.Bre
.Rem

.Ele
.Bri
.Bre
.Rem

tttttccc|actgectacccta
*k ok *

tttttccc|actgectacccta

ccttttcclattgetgecate...200...-———- gttccaggaagcttaaggatCAGAAGACGAAGA---gggtgacatcttcgtcttct-....90...cgacctctagac|atgagcaa
ccttaccc|agtgctaccget...207...————- gttctaaaacactccagaatCAGAAGACGAAGA---aggtgacatcttcgtcttct-...156...aggcgtcacagaatgaataa
gtttttct|cctattgecctec...208. .. .tcgccgttccaaaacactcaAGAAtCAGAAGACGAAGAATTTgaagaaatcttcgtcttctg...116. . .cgaccggtcaac|atgagcaa
L ATT gttcaaagacaattcagaatCAGAAGACGAAGA---aagtgacatcttcgtcttct—...120...agacctctaaat|atgaataa
* Kok sokkk ko ok ok okk soksoRskokokskokskoRskokskok ok skokokokokskokok ok ok ko * ok wokkok ok

id=16047 gene=Y47D9A.2 name=scpl-3 segment=chrI_4298260.4298626_1 type=EN
ccttttcc|attgetgecatc. . .221. . .agaagacgaagagggtgaca——-TCTTCGTCTTCTG------ ctgcaacacggatcaggcag....69...cgacctctagac|atgagcaa
ccttaccc|agtgctaccget...228. . .agaagacgaagaaggtgaca---TCTTCGTCTTCTG-—---- ctgtcaggcggaaagtgtcg...135. . .aggcgtcacaga|atgaataa
gtttttct|cctattgecctec...234. .. .agaagacgaagaatttgaagAAATCTTCGTCTTCTGTTCT--caaacagaagggtctcaaaa....92...cgaccggtcaac|atgagcaa
...198...agaagacgaagaaagtgaca---TCTTCGTCTTCTGttgtctttgcaagacaaaaa-————- ....99...agacctctaaat|atgaataa
* Kok soksoksokkokkokokk  kokok sokkoksk ko ok ek ok sk ok * * ok sokdkok koK

k% ok *

id=16047 gene=Y47D9A.2 name=scpl-3 segment=chrl_4298260.4298626_1 type=EN VIEW

Figure 239: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10773786-10774169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6438548-6439004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104647817-104648243&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38225950-38226340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10773786-10774169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6438548-6439004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104647817-104648243&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38225950-38226340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4298260-4298627

T ceh-32
C.Ele actgctga|ccaggttagtattattagta--————---—---- t::::::tcaaatttgaaacgtatctt TTCCTcTTCT-ccCTTTctTCTTACTT ccgttcttctcttactttca...186...-aatatcaatttt|ttagattg
C.Bri actgttga|ccaggttagt tttt: TTCTTCTTTT-TC--TTCTTG atgatagcgcccaaatatat...391...-aatatcaac-tt|tcagatcg
C.Bre actgctga|ccaggttagtttca-—-—————----—------ t: :tcaaatttgaaacgtatcttttcctcttctccctttct-——TTTCcaCTTchTTCTTTCTTTTT cccttcttactttcaatcca...180...cataacctaa-tt|tcagatca
C.Jap aactctga|ccaggttagtgtaaaaaagaaagtcaaatgtt: ::ttcgatttgaaacgtatcttttcctecggeatttccgeccaCTTTCCTCTTCT-TC--TTctTCTCcaTTCTTTtcTCACaatccaatccaatcaggctc———————-— ...496...-actatttttgtt|ttagattg
C.Rem actgctga|ccaggttagtttca-—————--—---—--—- t::::iitcaaa TTTGAAACGTaTCTTTTCcTCTTCT-CCTTTTCTT ctcacttccgttcttcttct-————--—- ...195...caatatcaac-tt|tcagattg
* okok | sokokok ok ok kokokok * Hokk kokok Hokk ook * * ok Hok [k kokokk

1d=203281 gene=WO5E10.3 name=ceh-32 segment=chrV_11704627_11705139_-1 type=IN

C.Ele gaatcgtg|gaaagtgagtga----- aaagttttttttcc-:::::: GAGTgtGAGAG----
C.Bri gaatcgtg|gaaagtgagttc—-—--- ggatccccttttct-: : TGAGtGAGA-------
C.Bre gaatcgtg|gaaagtgagttg——--- ttgttttattttctt: AAAAAGGAAG----
C.Jap| gaatcgtg|gaaagtaagtga GTGAtAGGGAAgaGAGAttA
C.Rem gagtcgtc|laaaagtgagttgtgtttgtatgttgttgtctc::::::tcggataatttgtttgactccttaccgacagattagtctcAAGAAAAGGAG----
Kk kkokk | kkkkk KK
C.Ele ----- AAGaAGAAAGGAGccggctccttttgettt-caatcttgtcggacaatat::::::aaaa ttttcagatct
C.Bri ----- AAgAAGAaAGGAgccggectccttttgetttgecaatcctgtccgacaatat::::::gaaa-——aacac--—---- atccatctatctttcagatcc
C.Bre ----- AAGGAGGAGG ::::::agaggtcaataccattagaatccat---tctttcagatct
C.Jap  AGAGcAAGAaGAAAGgagccggctcctttcacttt-caatcttgtcggacaatat:::::: ctcttcaggtca
C.Rem  ----- AAGAaGAGAAGACATGTTTaTAAA HERREE ttttccagatct
Kok koK * kkk kK

1d=203285 gene=WO5E10.3 name=ceh-32 segment=chrV_11703405.11704307_-1 type=IN VIEW

Figure 240: CS=3.9


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11704618-11705147&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6690304-6690794&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109946795-109947282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116509022-116509859&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126629855-126630343&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11703396-11704315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6689094-6689994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109945530-109946542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116508080-116508716&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126628663-126629547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11703396-11704315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6689094-6689994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109945530-109946542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116508080-116508716&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126628663-126629547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11703404-11705139

MWF%GHJ

C.Ele tgagtaag|tc---cagtttttgt...536...catttttgctccaccaaaccTTCAcTCAACCAT---aggattat----tgctcgaaaaag——--- ...1486...ttttcagttctglacgcgect
C.Bri cgagtgag|tcctatagccac---...615...catttttgctccaccaaaccTTCAcTCAACCAT---aggattattggctgctccaa——————--- ...1631...ttttcagttctglacgcgeca
C.Bre tgagtgag|tc---tagccatttt...559...catttttgctccaccaaaccTTCACTCAACCAT---aggattat-—--tgctctaaaaag-—--- ...1119.. . ttttcagttctg|acgctcct
C.Jap cgagtgag|ttcttaaaacat---...405...catttttgcctcaccaaactTTCAcTCAACCATaGGATTattgc——---- ctataaaaagtgagg...1349...actttagttcgg|acgcccca
C.Rem tgagtaag|tt---ttaccctttt...508...catttttgctccaccaaaccTTCAcTCAACCAT---aggattat----tgctctaaaaag-—-—--- ...1121.. .tttgcagttctglacgctcca
sokokok Kok |k sokckokokokokkokkokskokskokokok koRskokskskokkokdkokkok ok kokk Kk kK K kskokokok ok [kokkok Kok

id=35769 gene=F46G11.1 name=F46G11.1 segment=chrX_5791862_5793960_1 type=IN

C.Ele tgagtaag|tc---cagtttttgt...1387...-——-- ttgaactctaaagcagtgtcATGGaTTGAtaTGGAtgactatacaattctgeccaa. . .633. . .ttttcagttctg|acgegect
C.Bri| cgagtgag|tcctatagccac---...1470...-————- ctgaattctaaagccgtatcATGGaTTGAtaTGGAtgattacactattctaccaa...674...ttttcagttctg|acgecgeca
C.Bre tgagtgag|tc---tagccatttt...1416...-———-—- ttaaattccaaggccgtatcATGGaTTGAtaTGGAtgactatactattttaccaa...260...ttttcagttctg|acgctcct
C.Jap cgagtgag|ttcttaaaacat---...1436...ccgccattgaactcaaaagcAGTCTcATGGaTTGAtaTGGAcgactatactattctgeccaa...316...actttagttcgglacgcccca
C.Rem tgagtaag|tt---ttaccctttt...1336...-———- ttaaattctaaagccgtatcATGGaTTGAtaTGGAtgactatactattctaccaa...291. .. .tttgcagttctg|acgectcca
Kokokk Kok |k * kk ckk kk ok Rk skskoRskokskskokskokskokokokokokok Rk ok kok kokok ok kskokok * kkokkok ok [dokksk Kok

id=35769 gene=F46G11.1 name=F46G11.1 segment=chrX_5791862_5793960_1 type=IN VIEW

Figure 241: CS=4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11924885-11927000&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9648112-9650351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190233864-190235635&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38535496-38537349&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2014284-2016006&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11924885-11927000&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9648112-9650351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190233864-190235635&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38535496-38537349&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2014284-2016006&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5791862-5793961

