
0.0

2.5

5.0

7.5

−1000 −500 0 500 1000

A
ve

ra
ge

 q
ua

nt
ile

−n
or

m
al

iz
ed

 C
hI

P
−s

eq
 s

ig
na

l

variable

H3K4me1

RNApolII

H3K27ac

ChIP−seq Control: upregulated genic lncRNAs at 0h (66)
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ChIP−seq Regeneration: upregulated genic lncRNAs at 0h (66)
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ChIP−seq Control: upregulated intergenic lncRNAs at 0h (18)
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ChIP−seq Regeneration: upregulated intergenic lncRNAs at 0h (18)


