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RNA metabolic processnucleic acid metabolic processgene expressionnucleobase−containing compound metabolic processheterocycle metabolic processmacromolecule metabolic processorganic cyclic compound metabolic processcellular aromatic compound metabolic processregulation of gene expressionregulation of metabolic processregulation of macromolecule metabolic processregulation of RNA metabolic processcellular nitrogen compound metabolic processregulation of nucleobase−containing compound metabolic processregulation of nitrogen compound metabolic processregulation of primary metabolic processregulation of cellular metabolic processnitrogen compound metabolic processprimary metabolic processorganic substance metabolic processtranscription, DNA−templatedRNA biosynthetic processnucleic acid−templated transcriptioncellular metabolic processregulation of transcription, DNA−templatedregulation of nucleic acid−templated transcriptionregulation of RNA biosynthetic processorganic cyclic compound biosynthetic processnucleobase−containing compound biosynthetic processaromatic compound biosynthetic processmetabolic processheterocycle biosynthetic processregulation of macromolecule biosynthetic processregulation of cellular macromolecule biosynthetic processregulation of biosynthetic processregulation of cellular biosynthetic processmRNA processingcellular processRNA processingcellular macromolecule metabolic processregulation of biological processmRNA metabolic processregulation of cellular processtranscription by RNA polymerase IIchromatin organizationcellular nitrogen compound biosynthetic processchromosome organizationRNA splicingregulation of transcription by RNA polymerase IIcellular macromolecule biosynthetic processRNA splicing, via transesterification reactionsRNA splicing, via transesterification reactions with bulged adenosine as nucleophilemRNA splicing, via spliceosomemacromolecule biosynthetic processbiological regulationpositive regulation of metabolic processorganic substance biosynthetic processDNA−templated transcription, initiationbiosynthetic processpositive regulation of transcription, DNA−templatedpositive regulation of RNA biosynthetic processpositive regulation of nucleic acid−templated transcriptioncellular biosynthetic processpositive regulation of gene expressionpositive regulation of RNA metabolic processregulation of chromosome organizationcovalent chromatin modificationhistone modificationnegative regulation of macromolecule metabolic processmacromolecule modificationnegative regulation of biological processtranscription initiation from RNA polymerase II promoterpositive regulation of cellular metabolic processpositive regulation of nucleobase−containing compound metabolic processcellular protein modification processprotein modification processnegative regulation of gene expressionpositive regulation of macromolecule biosynthetic processpositive regulation of macromolecule metabolic processregulation of organelle organizationnegative regulation of metabolic processpositive regulation of biosynthetic processpositive regulation of cellular biosynthetic processnegative regulation of nitrogen compound metabolic processorganelle organizationnegative regulation of cellular processpositive regulation of nitrogen compound metabolic processnegative regulation of RNA metabolic processregulation of chromatin organizationdosage compensationtranscription preinitiation complex assemblypositive regulation of biological processnegative regulation of transcription, DNA−templatednegative regulation of RNA biosynthetic processnegative regulation of nucleic acid−templated transcriptionnegative regulation of cellular metabolic processpositive regulation of cellular processregulation of RNA splicingregulation of mRNA splicing, via spliceosomeregulation of mRNA processingregulation of catabolic processresponse to lipidalternative mRNA splicing, via spliceosomeregulation of alternative mRNA splicing, via spliceosomenegative regulation of nucleobase−containing compound metabolic processregulation of mRNA metabolic processnegative regulation of macromolecule biosynthetic processnegative regulation of cellular macromolecule biosynthetic processorgan growthpositive regulation of chromosome organizationregulation of gene expression, epigeneticregulation of cellular catabolic processmethylationmacromolecule methylationnegative regulation of biosynthetic processnegative regulation of cellular biosynthetic processsterol biosynthetic processhistone H3−K4 methylationnegative regulation of neuroblast proliferationregulation of organ growthnegative regulation of neural precursor cell proliferationtranscription by RNA polymerase IIIregulation of histone modificationregulation of cellular component organizationnegative regulation of cell developmentnegative regulation of neurogenesispeptidyl−lysine modificationprotein−DNA complex subunit organizationpositive regulation of catabolic processregulation of autophagyresponse to ecdysoneresponse to sterolresponse to ketonegene silencinghistone lysine methylationpositive regulation of chromatin organizationregulation of protein modification processnegative regulation of cell proliferationautophagyprocess utilizing autophagic mechanismprotein modification by small protein conjugation or removalG protein−coupled receptor signaling pathwayphototransductiondetection of light stimulusdetection of external stimulusdetection of abiotic stimulusdetection of stimulusphototransduction, visible lightdetection of visible lightsystem processcellular response to light stimulusmuscle system processmuscle contractionrhodopsin mediated signaling pathwaychitin−based cuticle developmentresponse to light stimuluscellular response to radiationnervous system processsmall molecule metabolic processstriated muscle contractionvisual perceptionsensory perception of light stimulusprotein localization to rhabdomerecellular response to abiotic stimuluscellular response to environmental stimulusmyofibril assemblychemical synaptic transmissionanterograde trans−synaptic signalingtrans−synaptic signalingsynaptic signalingmodulation of chemical synaptic transmissionregulation of trans−synaptic signalingsynaptic vesicle cyclecell−cell signalingdrug transporttransportcell adhesionbiological adhesionsignalinglocalizationestablishment of localizationcell communicationneurotransmitter transportsynaptic vesicle recyclingsynaptic vesicle endocytosispresynaptic endocytosisaxon guidancedetermination of muscle attachment sitelimb developmentpositive regulation of transcription by RNA polymerase IIappendage developmentregulation of immune system processimmune responsenegative regulation of defense responsemuscle attachmentregulation of dendrite morphogenesiscellular developmental processchitin metabolic processcuticle developmentglucosamine−containing compound metabolic processaminoglycan metabolic processamino sugar metabolic processdrug metabolic processcarbohydrate derivative metabolic processproton transmembrane transportembryonic pattern specificationblastoderm segmentationmulticellular organismal processdigestive tract developmentdigestive system developmentdopamine metabolic processperiodic partitioningmulticellular organism developmentcatecholamine metabolic processcatechol−containing compound metabolic processregulation of developmental pigmentationsegmentationregionalizationdevelopmental pigmentationammonium ion metabolic processpattern specification processanatomical structure developmentpigmentationtyrosine metabolic processdevelopmental processembryo developmentphenol−containing compound metabolic processanimal organ developmentbehaviorregulation of chitin−based cuticle tanningphenol−containing compound biosynthetic processregulation of cuticle pigmentationregulation of adult chitin−containing cuticle pigmentationinstar larval or pupal developmentperiodic partitioning by pair rule genechitin−based cuticle sclerotizationadult chitin−containing cuticle pigmentationion transportmetal ion transportregulation of metal ion transportcation transportregulation of ion transportregulation of sodium ion transportinorganic ion transmembrane transportprotein localization to endoplasmic reticulumER to Golgi vesicle−mediated transportGolgi vesicle transportcotranslational protein targeting to membraneSRP−dependent cotranslational protein targeting to membraneendoplasmic reticulum organizationprotein targeting to ERestablishment of protein localization to endoplasmic reticulumprotein foldingprotein targeting to membranesynapse organizationsynaptic vesicle localizationvesicle−mediated transportvesicle localizationvesicle−mediated transport in synapseregulation of synapse structure or activityexocytosissynaptic vesicle transportregulation of vesicle−mediated transportestablishment of synaptic vesicle localizationregulation of synapse organizationprotein localization to membraneestablishment of vesicle localizationreceptor clusteringeye morphogenesissensory organ morphogenesiscompound eye morphogenesiscompound eye developmenteye developmentsensory system developmentvisual system developmentphotoreceptor cell differentiationsensory organ developmentcompound eye photoreceptor cell differentiationeye photoreceptor cell differentiationnervous system developmentneurogenesisneuron differentiationgeneration of neuronsphotoreceptor cell fate commitmentsystem developmentneuron fate commitmentanimal organ morphogenesiseye photoreceptor cell fate commitmentR7 cell differentiationnegative regulation of transcription by RNA polymerase IIphotoreceptor cell developmentcell fate commitmentregulation of animal organ morphogenesiscompound eye photoreceptor fate commitmenteye−antennal disc developmenteye−antennal disc morphogenesisresponse to growth factorcellular response to growth factor stimuluspositive regulation of cell developmentsevenless signaling pathwaypositive regulation of developmental processpositive regulation of multicellular organismal processenzyme linked receptor protein signaling pathwaypositive regulation of cell differentiationneuron developmentformation of anatomical boundarycell differentiationR7 cell fate commitmentcompound eye photoreceptor developmenteye photoreceptor cell developmentestablishment of ommatidial planar polarityformation of animal organ boundaryregulation of cell developmentanatomical structure morphogenesisregulation of developmental processcell motilitylocalization of cellmovement of cell or subcellular componentfibroblast growth factor receptor signaling pathwaycompound eye cone cell differentiationcellular response to fibroblast growth factor stimulusresponse to fibroblast growth factorregulation of multicellular organismal developmentregulation of nervous system developmenttracheal outgrowth, open tracheal systemocellus developmentendocrine system developmentring gland developmentsensory organ boundary specificationestablishment of planar polaritymorphogenesis of a polarized epitheliumestablishment of tissue polarityregulation of multicellular organismal processcell migrationregulation of anatomical structure morphogenesisanimal organ formationlocomotiontransmembrane receptor protein tyrosine kinase signaling pathwayventral cord developmentnegative regulation of signal transductionregulation of cell differentiationregulation of neurogenesisliquid clearance, open tracheal systemepithelial fluid transporttransepithelial transportfluid transportchitin−based larval cuticle pattern formationimaginal disc developmentleg disc developmenttube developmentimaginal disc morphogenesispost−embryonic animal organ morphogenesisinstar larval or pupal morphogenesisimaginal disc−derived appendage morphogenesispost−embryonic animal morphogenesisappendage morphogenesisimaginal disc−derived appendage developmentmetamorphosispost−embryonic animal organ developmentepithelium developmentepithelial tube morphogenesistube morphogenesistissue developmentpost−embryonic developmentpost−embryonic appendage morphogenesismorphogenesis of an epitheliumtissue morphogenesisleg disc morphogenesisimaginal disc−derived leg morphogenesisleg disc pattern formationantennal developmentcell fate specificationsex differentiationregulation of cell fate commitmentgenital disc developmentregulation of cell fate specificationwing disc developmentreproductive structure developmentreproductive system developmentleg disc proximal/distal pattern formationimaginal disc pattern formationanatomical structure formation involved in morphogenesisproximal/distal pattern formation, imaginal discproximal/distal pattern formationspecification of animal organ identityappendage segmentationimaginal disc−derived leg segmentationimaginal disc−derived wing morphogenesiswing disc morphogenesisgenitalia developmentmuscle cell fate commitmentantennal joint developmentgonad developmentdevelopment of primary sexual characteristicschorion−containing eggshell pattern formationclypeo−labral disc developmentnotum cell fate specificationproboscis developmentcardiac cell fate commitmentcentral nervous system developmentmuscle structure developmentepithelial cell migration, open tracheal systemmuscle organ developmentmesodermal cell fate specificationequator specificationcell fate specification involved in pattern specificationcell cyclecell cycle processmitotic cell cyclemitotic cell cycle processcellular component organization or biogenesiscellular component biogenesisnuclear divisionorganelle fissioncellular component organizationmicrotubule−based processmicrotubule cytoskeleton organizationspindle organizationDNA metabolic processchromosome segregationmitotic nuclear divisionmicrotubule cytoskeleton organization involved in mitosisnuclear chromosome segregationDNA conformation changecellular component assemblymeiotic cell cyclemitotic spindle organizationDNA replicationmeiotic cell cycle processcytoskeleton organizationregulation of cell cyclesister chromatid segregationmeiotic nuclear divisionprotein localization to nucleusDNA packagingprotein import into nucleusprotein importDNA−dependent DNA replicationmitotic sister chromatid segregationcellular process involved in reproduction in multicellular organismprotein localization to organelleprotein−containing complex subunit organizationDNA recombinationimport into nucleussexual reproductionmulti−organism reproductive processregulation of mitotic cell cyclecell divisionestablishment of protein localization to organellecytokinesiscellular response to DNA damage stimulusreproductive processrRNA metabolic processcytoskeleton−dependent cytokinesisribonucleoprotein complex biogenesisgamete generationnucleocytoplasmic transportnuclear transportrRNA processingDNA replication initiationncRNA metabolic processprotein−containing complex assemblydouble−strand break repair via homologous recombinationrecombinational repairreproductionmeiotic chromosome segregationmulticellular organismal reproductive processspindle assemblyfemale gamete generationfemale meiotic nuclear divisioncellular localizationregulation of cell cycle processprotein localizationmeiotic spindle organizationncRNA processingcellular protein−containing complex assemblymulticellular organism reproductioncellular protein localizationcellular macromolecule localizationmitotic cytokinesisDNA repairorganelle assemblycell cycle checkpointmulti−organism processorganelle localizationribosome biogenesisnucleus organizationestablishment of organelle localizationchromatin assembly or disassemblypeptidyl−amino acid modificationmale meiotic nuclear divisionchromosome condensationmacromolecule localizationdouble−strand break repairestablishment of localization in cellcell cycle phase transitionDNA strand elongation involved in DNA replicationDNA strand elongationprotein−DNA complex assemblymitotic cell cycle checkpointchromosome localizationDNA biosynthetic processDNA amplificationnucleosome assemblyprotein export from nucleusmitotic cell cycle phase transitionchromatin assemblygerm cell developmentnucleosome organizationregulation of DNA metabolic processDNA geometric changeDNA duplex unwindingnuclear DNA replicationmRNA transportregulation of cell cycle phase transitionprotein transporteggshell chorion gene amplificationestablishment of chromosome localizationrRNA modificationspindle assembly involved in meiosisregulation of mitotic cell cycle phase transitionestablishment of protein localizationnuclear exportintracellular protein transportpeptide transportamide transportmeiosis I cell cycle processchromatin remodelingmitotic spindle assemblydouble−strand break repair via break−induced replicationregulation of DNA replicationcytokinetic processmeiotic cytokinesisdevelopmental process involved in reproductionmale gamete generationoogenesisnegative regulation of mitotic cell cycleregulation of cytokinesisnuclear migrationnucleus localizationRNA modificationintracellular transportcellular macromolecule catabolic processnegative regulation of cell cycleprotein−containing complex localizationcentrosome cycleeggshell chorion assemblymicrotubule organizing center organizationnucleic acid transportRNA transportestablishment of RNA localizationnucleobase−containing compound catabolic processmRNA export from nucleusmicrotubule−based movementmRNA−containing ribonucleoprotein complex export from nucleusregulation of nuclear divisionregulation of protein localizationchromosome separationfemale meiosis chromosome segregationmetaphase plate congressionnucleobase−containing compound transportregulation of mitotic nuclear divisioneggshell formationDNA−templated transcriptional start site selectiontranscriptional start site selection at RNA polymerase II promoterregulation of transcriptional start site selection at RNA polymerase II promoterDNA unwinding involved in DNA replicationleading strand elongationnuclear pore organizationmeiosis IImitotic DNA replicationspliceosomal snRNP assemblymitotic metaphase plate congressionmicrotubule polymerization or depolymerizationDNA integrity checkpointchromosome organization involved in meiotic cell cyclespindle assembly involved in female meiosismitotic chromosome condensationcell cycle DNA replicationchorion−containing eggshell formationribonucleoprotein complex localizationribonucleoprotein complex export from nucleuscortical actin cytoskeleton organizationcellular response to stressRNA export from nucleusRNA localizationcytoplasmic translationtranslationpeptide metabolic processpeptide biosynthetic processcellular amide metabolic processamide biosynthetic processorganonitrogen compound biosynthetic processcellular protein metabolic processprotein metabolic processorganonitrogen compound metabolic processribosome assemblyribosomal large subunit biogenesisribonucleoprotein complex assemblyribonucleoprotein complex subunit organizationribosomal small subunit biogenesistranslational elongationribosomal large subunit assemblytranslational initiationribosomal small subunit assemblyregulation of translationNA
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size.norm
●

●

●
●

0.25
0.50
0.75
1.00

Pvalue

●
●
●

0.00025
0.00050
0.00075


