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Regeneration in nature
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DEG through time



DEG through time



Genomic clusters



￼Accessible chromatin landscape after 
cell-death induction



Features of Damage Responding Regulatory 
Elements (DRRE)



(C) Average profile of active enhancer marks 
(D) ChIP-qPCR analysis on DRREs at 0h



3C interactions eDRRE and genomic clusters
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Evolutionary conservation of DRRE

Conservation data: Multiz Alignment & Conservation (27 Species) from UCSC



Evolutionary conservation of DRRE

Arnold et al. Nat Genet (2014)

STARR-Seq: Genome-wide enhancer activity profiles



Re-activation of DRRE

FAIRE-Seq data from: McKay & Lieb, Dev Cell. (2013) 



Re-activation of DRRE

FAIRE-Seq data from: McKay & Lieb, Dev Cell. (2013) 



Genomic regions and motif enrichment of 
DRRE



Regeneration toolkit



Eye development as positive control

Image from: Jarman, Curr Biol (2000)



Regeneration toolkit



Regeneration regulatory logic



Thanks for your attention!



RNA-Seq summary statistics



DEG



ATAC-Seq summary statistics



TFs in DEG



0h DRRE across time



Re-activation



Motif search



Orthologues





Eye development


