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H3K9me3



H3K9me3: QC & results
NRF(non redundancy fraction): >0.8 



H3K9me3: QC & results
FRiP(fraction of reads in peaks): >0.8 



H3K9me3: QC & results
Aggregation plot 



H3K9me3: QC & results



H4k20me1



H4K20me1: QC & results
NRF(non redundancy fraction): >0.8 



H4K20me1: QC & results
FRiP(fraction of reads in peaks): >0.8 



H4K20me1: QC & results
Aggregation plot 



H4K20me1: QC & results



Quantile 
normalization

test



Quantile normalization test: h3k27ac



Chip protocol 
trial: 

low input human cells



iChip protocol from lara-astiaso et al. 2014

Release



iChip protocol in human cells: trial

qPCR: Chip against H3K4me3 in a pool of 100.000, 10.000, 2.000 
and 500 cells

Positive regions: GAPDH and ActB
Negative regions: CPNY1 and Aspm

Pre-PCR Post-PCR



NRF(non redundancy fraction): >0.8 

iChip protocol in human cells: QC & Results



iChip protocol in human cells: QC & Results
FRiP(fraction of reads in peaks): >0.8 



Aggregation plot 

iChip protocol in human cells: QC & Results



iChip protocol in human cells: QC & Results

Chip against H3K4me3 in 100.000, 10.000, 2.000 and 500 cells
Run in 1 lane (200 million reads)

100.000 cells

10.000 cells

2.000 cells

500 cells

123M reads

60M reads

18M reads

6.5M reads
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