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I We used MACS2 to identify three types of regions of enrichment:

1. narrow peaks of contiguous enrichment (narrowPeaks) that pass a Poisson P value
threshold of 0.01;

2. broader regions of enrichment (broadPeaks) that pass a Poisson P value threshold of 0.1
(using MACS2’s broad peak mode);

3. gapped/chained regions of enrichment (gappedPeaks) defined as broadPeaks that

contain at least one strong narrowPeak.

I We used the gappedPeak representation for the histone marks with relativelycompact enrichment
patterns. These include H3K4me3, H3K4me2, H3K4me1, H3K9ac, H3K27ac, and H2A.Z

I For the diffused histone marks, H3K36me3, H3K79me2, H3K27me3, H3K9me3, and H3K9me1,
we used the broadPeak representation

I The narrowPeak files were not used in any of the analyses

I The negative log10 of Poisson P values of enrichment present in column 8 of the peak files was
used as scores for the peaks in the coverage analysis.



MACS2



Number of narrow peaks

labExpId old-input new-input mark
H018H3K27acX1 54083 159435 H3K27ac
H000H3K27me3X1 56614 200581 H3K27me3
H003H3K27me3X1 47276 46199 H3K27me3
H003H3K27me3X2 77913 87551 H3K27me3
H006H3K27me3X1 84237 98512 H3K27me3
H009H3K27me3X1 84671 96076 H3K27me3
H012H3K27me3X1 58202 63639 H3K27me3
H018H3K27me3X1 67815 102694 H3K27me3
H024H3K27me3X1 71657 84988 H3K27me3
H036H3K27me3X1 84923 103310 H3K27me3
H048H3K27me3X1 77351 100562 H3K27me3
H072H3K27me3X1 75238 88966 H3K27me3
H120H3K27me3X1 64592 121408 H3K27me3
H168H3K27me3X1 79019 131513 H3K27me3
H168H3K36m3X1 151225 286487 H3K36m3
H000H3K4me1X1 153698 222949 H3K4me1
H003H3K4me1X1 124037 160196 H3K4me1
H006H3K4me1X1 158751 220182 H3K4me1
H012H3K4me1X1 153126 222981 H3K4me1
H024H3K4me1X1 144159 195934 H3K4me1



Number of narrow peaks

labExpId old-input new-input mark
H048H3K4me2X1 139299 197425 H3K4me2
H072H3K4me2X1 116145 163088 H3K4me2
H120H3K4me2X1 132674 177044 H3K4me2
H168H3K4me2X1 187581 311084 H3K4me2
H000H3K4me3X1 23006 50113 H3K4me3
H003H3K4me3X1 19569 30460 H3K4me3
H006H3K4me3X1 24876 53460 H3K4me3
H009H3K4me3X1 25244 66788 H3K4me3
H012H3K4me3X1 23201 63965 H3K4me3
H018H3K4me3X1 21647 57397 H3K4me3
H024H3K4me3X1 22832 56318 H3K4me3
H036H3K4me3X1 27996 64668 H3K4me3
H048H3K4me3X1 27572 62818 H3K4me3
H072H3K4me3X1 24718 52390 H3K4me3
H120H3K4me3X1 24326 45975 H3K4me3
H168H3K4me3X1 25320 52604 H3K4me3
H018H3K9acX1 25902 72364 H3K9ac
H000H3K9me3X1 96137 240741 H3K9me3
H003H3K9me3X1 94989 193950 H3K9me3
H018H3K9me3X1 79027 188173 H3K9me3
H024H3K9me3X1 104084 178029 H3K9me3
H120H3K9me3X1 127583 249261 H3K9me3


