
96h_of_development;control
96h_of_development;control

0h;control
0h;control

C
yp

12
a4

;m
R

N
A

;F
B

gn
00

38
68

1
C

R
45

82
2;

nc
R

N
A

;F
B

gn
02

67
47

2
C

G
69

12
;m

R
N

A
;F

B
gn

00
38

29
0

S
di

c2
;m

R
N

A
;F

B
gn

00
53

49
7

C
G

31
68

3;
m

R
N

A
;F

B
gn

00
51

68
3

C
G

66
54

;m
R

N
A

;F
B

gn
00

38
30

1
zo

rm
in

;m
R

N
A

;F
B

gn
00

52
31

1
C

G
32

16
5;

m
R

N
A

;F
B

gn
00

42
17

8
Ir

76
a;

m
R

N
A

;F
B

gn
02

60
87

4
C

G
13

04
1;

m
R

N
A

;F
B

gn
00

36
60

5
C

G
15

08
0;

m
R

N
A

;F
B

gn
00

34
39

1
H

sp
68

;m
R

N
A

;F
B

gn
00

01
23

0
C

R
45

83
5;

nc
R

N
A

;F
B

gn
02

67
48

5
p2

4−
2;

m
R

N
A

;F
B

gn
00

53
10

5
C

G
18

85
3;

m
R

N
A

;F
B

gn
00

42
17

3
C

G
32

64
0;

m
R

N
A

;F
B

gn
00

52
64

0
C

R
45

68
2;

nc
R

N
A

;F
B

gn
02

67
24

2
pr

e−
m

od
(m

dg
4)

−
A

E
;m

R
N

A
;F

B
gn

02
61

84
2

C
G

15
76

5;
m

R
N

A
;F

B
gn

00
29

81
4

C
R

40
19

0;
ps

eu
do

ge
ne

;F
B

gn
00

85
73

2
C

G
14

71
5;

m
R

N
A

;F
B

gn
00

37
93

0
C

G
32

58
1;

m
R

N
A

;F
B

gn
00

52
58

1
C

pr
78

E
;m

R
N

A
;F

B
gn

00
37

11
4

C
G

10
96

2;
m

R
N

A
;F

B
gn

00
30

07
3

C
R

42
84

2;
ps

eu
do

ge
ne

;F
B

gn
02

62
03

1
C

G
16

70
4;

m
R

N
A

;F
B

gn
00

31
55

8
C

G
32

21
2;

m
R

N
A

;F
B

gn
00

52
21

2
pn

cr
00

9:
3L

;p
se

ud
og

en
e;

F
B

gn
00

62
92

8
C

R
32

20
7;

ps
eu

do
ge

ne
;F

B
gn

00
52

20
7

To
tA

;m
R

N
A

;F
B

gn
00

28
39

6
C

G
32

64
1;

m
R

N
A

;F
B

gn
00

52
64

1
G

s2
;m

R
N

A
;F

B
gn

00
01

14
5

C
G

36
49

;m
R

N
A

;F
B

gn
00

34
78

5
FA

S
N

3;
m

R
N

A
;F

B
gn

00
40

00
1

Ls
p1

ga
m

m
a;

m
R

N
A

;F
B

gn
00

02
56

4
be

ta
Tu

b9
7E

F
;m

R
N

A
;F

B
gn

00
03

89
0

Ls
p2

;m
R

N
A

;F
B

gn
00

02
56

5
C

G
10

58
1;

m
R

N
A

;F
B

gn
00

37
04

6
C

G
52

82
;m

R
N

A
;F

B
gn

00
36

98
6

C
G

18
57

7;
m

R
N

A
;F

B
gn

00
37

87
0

C
R

43
61

1;
nc

R
N

A
;F

B
gn

02
63

58
6

D
N

as
eI

I;m
R

N
A

;F
B

gn
00

00
47

7
fo

n;
m

R
N

A
;F

B
gn

00
32

77
3

C
G

11
69

7;
m

R
N

A
;F

B
gn

00
30

31
3

C
R

43
94

9;
nc

R
N

A
;F

B
gn

02
64

60
0

C
R

46
12

3;
nc

R
N

A
;F

B
gn

02
67

79
8

C
G

43
06

0;
m

R
N

A
;F

B
gn

02
62

36
2

C
G

48
72

;m
R

N
A

;F
B

gn
00

30
79

9
R

fa
bg

;m
R

N
A

;F
B

gn
00

87
00

2

−1.0−0.5 0.0 0.5 1.0

value

tim
e

time
0h
96h_of_development


