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actomyosin contractile ring organization
amide biosynthetic process

amide transport
asymmetric cell division

ATP−dependent chromatin remodeling
cell cycle phase transition

cell proliferation
cellular macromolecule biosynthetic process

cellular process involved in reproduction in multicellular organism
cellular protein−containing complex assembly

centrosome cycle
chitin metabolic process

chitin−based cuticle development
chromatin assembly

chromatin assembly or disassembly
chromatin organization
chromatin remodeling

chromatin silencing
chromosome condensation

chromosome localization
chromosome organization

chromosome separation
cotranslational protein targeting to membrane

cytokinetic process
cytoplasmic translation

DNA amplification
DNA biosynthetic process
DNA conformation change

DNA integrity checkpoint
DNA recombination

DNA replication
DNA replication initiation

DNA−dependent DNA replication
dosage compensation

double−strand break repair
endoplasmic reticulum organization

endoplasmic reticulum unfolded protein response
female gamete generation

female meiotic nuclear division
gene expression

germ cell development
germarium−derived egg chamber formation

heterochromatin organization
histone acetylation

histone methylation
histone modification

lipid catabolic process
maturation of LSU−rRNA
maturation of SSU−rRNA

maturation of SSU−rRNA from tricistronic rRNA transcript (SSU−rRNA, 5.8S rRNA, LSU−rRNA)
meiosis I cell cycle process

meiotic cell cycle
meiotic chromosome segregation

microtubule cytoskeleton organization involved in mitosis
mitotic cell cycle

mitotic cell cycle checkpoint
mitotic cell cycle, embryonic

mitotic cytokinesis
mitotic nuclear division

mitotic sister chromatid segregation
mitotic spindle organization

mRNA modification
mRNA splicing, via spliceosome

mRNA transport
multi−organism reproductive process

negative regulation of cell cycle
negative regulation of mitotic cell cycle phase transition

Notch signaling pathway
nuclear chromosome segregation

nucleic acid−templated transcription
nucleosome assembly

nucleus organization
oogenesis

organelle assembly
organelle fission

organonitrogen compound biosynthetic process
oxidation−reduction process
peptide biosynthetic process

peptide metabolic process
peptidyl−lysine methylation
peptidyl−lysine modification

positive regulation of cell cycle
positive regulation of protein modification process

protein folding
protein import into nucleus

protein modification by small protein conjugation or removal
protein phosphorylation
protein targeting to ER

protein−DNA complex subunit organization
regulation of alternative mRNA splicing, via spliceosome

regulation of cell cycle process
regulation of cellular component biogenesis

regulation of cellular protein metabolic process
regulation of chromatin organization

regulation of intrinsic apoptotic signaling pathway
regulation of mitotic cell cycle

regulation of mitotic nuclear division
regulation of signal transduction

reproduction
response to unfolded protein

ribonucleoprotein complex export from nucleus
ribosomal large subunit assembly

ribosomal large subunit biogenesis
ribosomal small subunit biogenesis

ribosome biogenesis
RNA 3−end processing

RNA localization
RNA methylation

RNA phosphodiester bond hydrolysis
RNA processing

RNA transport
sexual reproduction

spindle assembly
stem cell division

transcription initiation from RNA polymerase II promoter
tRNA metabolic process
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size.norm
●

●

●
●

0.4
0.6
0.8
1.0

Pvalue
●
●
●

2e−04
4e−04
6e−04


