
CG1631;FBgn0031101
CG1504;FBgn0031100

CR45505;FBgn0267061
CR45504;FBgn0267060
CG15602;FBgn0030694
CG32581;FBgn0052581
CR44383;FBgn0265533
CG44335;FBgn0265423
CR46224;FBgn0267944
CR46223;FBgn0267943
CR46222;FBgn0267942
CG10029;FBgn0037498
CR46130;FBgn0267805
CR44334;FBgn0265422
CR43252;FBgn0262897
CR44932;FBgn0266237
CG10562;FBgn0039326
CG10560;FBgn0039325
CG10553;FBgn0039324
CG10559;FBgn0039323
CG31087;FBgn0051087
CG45095;FBgn0266534
CG33096;FBgn0053096
CG33095;FBgn0053095

fd96Cb;FBgn0004898
fd96Ca;FBgn0004897

CG10300;FBgn0039107
CG10301;FBgn0039106
CR44052;FBgn0264844
CG31414;FBgn0051414
CG31413;FBgn0051413

pre−mod(mdg4)−U;FBgn0261845
pre−mod(mdg4)−V;FBgn0261844

pre−mod(mdg4)−W;FBgn0261843
pre−mod(mdg4)−X;FBgn0261840

pre−mod(mdg4)−AE;FBgn0261842
pre−mod(mdg4)−AD;FBgn0261841

pre−mod(mdg4)−Y;FBgn0261839
pre−mod(mdg4)−E;FBgn0266172

pre−mod(mdg4)−AB;FBgn0266171
pre−mod(mdg4)−C;FBgn0266170
pre−mod(mdg4)−Z;FBgn0261838
pre−mod(mdg4)−T;FBgn0261837
pre−mod(mdg4)−I;FBgn0266177
pre−mod(mdg4)−J;FBgn0266176
pre−mod(mdg4)−P;FBgn0266175
pre−mod(mdg4)−L;FBgn0266174
pre−mod(mdg4)−K;FBgn0266173
pre−mod(mdg4)−H;FBgn0267649
pre−mod(mdg4)−G;FBgn0267648
pre−mod(mdg4)−B;FBgn0266178

CG7966;FBgn0038115
CG31157;FBgn0051157
Hsc70−2;FBgn0001217

CG45122;FBgn0266615
CG11670;FBgn0038114

snk;FBgn0003450
CG11668;FBgn0038113

ry;FBgn0003308
CR45414;FBgn0266963
CR45415;FBgn0266964
CG14820;FBgn0035718
CG45413;FBgn0266962

Prat2;FBgn0041194
Mdr65;FBgn0004513

CG10226;FBgn0035695
CG42714;FBgn0261631

BG642312;FBgn0047334
CG13299;FBgn0035694
CG11426;FBgn0037166
CG11437;FBgn0037165
CG11438;FBgn0037164

Bgb;FBgn0013753
metl;FBgn0035247

nSyb;FBgn0013342
CG13928;FBgn0035246

GC;FBgn0035245
ABCB7;FBgn0035244

CG33230;FBgn0053230
dap;FBgn0010316

CR44292;FBgn0265338
CG10459;FBgn0033440

CG1773;FBgn0033439
CG30002;FBgn0260474

Tsp42El;FBgn0033134
Tsp42Ek;FBgn0033133
Tsp42Ej;FBgn0033132
CG3501;FBgn0034791

PIP5K59B;FBgn0034789
CR45469;FBgn0267025
CG13532;FBgn0034788
CR45268;FBgn0266806
CG43325;FBgn0263030
CG43326;FBgn0263031
CG30196;FBgn0050196

Cyp6d2;FBgn0034756
CR45021;FBgn0266379
CG8366;FBgn0034054

Strn−Mlck;FBgn0265045
COX6AL;FBgn0050093
Cyp4aa1;FBgn0034053
CG8299;FBgn0034052

Mlf;FBgn0034051
CG8297;FBgn0034050

Diap2;FBgn0015247
Cyp6a19;FBgn0033979
Cyp6a23;FBgn0033978
Cyp6a17;FBgn0015714

metro;FBgn0050021
CG7737;FBgn0033584

Syx6;FBgn0037084
CG9084;FBgn0033582

Tep2;FBgn0041182
CG43235;FBgn0262880

CG7025;FBgn0031930
CG18585;FBgn0031929

porin;FBgn0004363
Porin2;FBgn0069354

CG17139;FBgn0260454
CG17140;FBgn0260453
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Tissue
eye
leg
wing

Stage
stage 1: larva 3
stage 2: white pupa
stage 3: late pupa

gene_type
mRNA
ncRNA
pseudogene

cluster
chr2L:10843014−10850848
chr2L:7689311−7701601
chr2R:11217416−11232516
chr2R:14873953−14879752
chr2R:15932170−15989498
chr2R:22652573−22656998
chr2R:22871190−22882690
chr2R:7040136−7048538
chr2R:9704384−9716256
chr3L:1618414−1640952
chr3L:22465619−22473509

chr3L:6231805−6245746
chr3L:6911999−6937405
chr3R:13032528−13051453
chr3R:21354445−21370249
chr3R:23702761−23713313
chr3R:25082684−25103617
chr3R:25311027−25322757
chr3R:6895178−6904682
chr3R:7312338−7326459
chrX:15796477−15800961
chrX:20292047−20330372

DEG_major_groups
NonDEG
TSGs
TSSGs

DEG_groups
NonDEG
TSGs_01_eye_specific
TSGs_03_leg_specific
TSGs_04_leg_wing_specific
TSGs_05_wing_specific
TSSGs_03_ELP
TSSGs_08_EL3_EWP
TSSGs_11_WLP_ELP


