
-0.2 TSS TTS 0.2Kb

0

5

10

15

20

25

m
ea

n 
irC

LI
P 

co
ve

ra
ge

 (i
rC

LI
Pn

or
m

RN
As

eq
_t

ra
ns

cr
ip

t)
genes_deseq2diffbind_pvalue005_nohigh_transcript.bed

HRAS
MSCV
PMK

-0.2 TSS TTS 0.2Kb

genes_1000random_transcript.bedCoverage of irCLIPnormRNAseq_transcript signal around 2 bed files


